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L FIELD OF THE INVENTION 

The present invention provides novel polynucleotide sequences, and polypeptides 
encoded by such sequences. In particular, the invention provides nucleic acid, specifically 
contigs, and diagnostic, therapeutic and research utilities thereof . 

2. BACKGROUND 

In the past two decades, the maturation of the technology for determining the 
sequence of genes and/or proteins has facilitated the growth and development of the fields 
of genomics and bioinformatics. Methods of determining a polynucleotide sequence (i.e., 
the order of the A, G, C and T nucleotides in a sample) have been in use since 1978. These 
now traditional methods are performed by preparing a mixture of randomly terminated, 
differentially labelled DNA fi^agments by degradation at specific nucleotides, or by dideoxy 
chain termination of replicating strands (Ausubel et al, (1989) "Current Protocols in 
Molecular Biology" John Wiley & Sons, New York, New York ). Resulting DNA 
fi-agments in the range of 1 to 500 bp are then separated on a gel to produce a ladder of 
bands wherein the adjacent samples differ in length by one nucleotide. More recent 
innovations in sequencing technology, such as sequencing by hybridization (SBH) 
[Drmanac et al., U.S. Patent No. 5,202,231 - Issued April 13, 1993; Drmanac et al., U.S. 
Patent No. 5,525,464 - Issued June 11, 1996; Drmanac, PCT Patent Appln. No. WO 
95/09248, all of which are hereby incorporated by reference] have greatly facilitated the 
process. 

In contrast to traditional sequencing methods, the array based approach of SBH does 
not require single base resolution in separation, degradation, synthesis or imaging of a DNA 
molecule. Instead, using mismatch discriminative hybridization of short oUgonucleotides K 
bases in length, hsts of constituent K-mer oUgonucleotides may be determined for a target 
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DNA. DNA sequence for the target DNA is assembled by uniquely overlapping scored 
oligonucleotides. SBH is a highly versatile technique and, depending on the approach 
selected, may be used to achieve a variety of endpoints. For example, SBH may be used to 
efficiently batch processing large numbers of samples [e.g., to identify expressed sequence 
tags (ESTs)] or for sequencing long DNA fragments, (e.g. a complete bacterial genome 
without DNA subcloning in smaller pieces). Identified sequences have numerous 
applications in, for example, diagnostics, forensics, gene mapping; identification of 
mutations responsible for genetic disorders or other traits, to assess biodiversity, and to 
produce many other types of data and products dependent on DNA sequence. 



3. SUMMARY OF THE INVENTION 

The invention relates, in general, to a collection or library of at least one novel 
nucleic acid sequences, specifically contigs, assembled from expressed sequence tags 
(ESTs) isolated mainly by sequencing by hybridization (SBH), and in some cases, 
sequences obtained from one or more public databases. The invention relates also to the 
proteins encoded by such polynucleotides, along with therapeutic, diagnostic and research 
utilities for these polynucleotides and proteins. These nucleic acid sequences are designated 
as SEQ ID NO: 1 - 10,289 and are provided in the Sequence Listing. In the nucleic acids 
provided in the Sequence Listing, A is adenosine; C is cytosine; G is guanosine; T is 
thymine; and N is any of the four bases. 

The nucleic acid sequences of the present invention also include, nucleic acid 
sequences that hybridize to the complement of SEQ ID NO: 1 - 10,289 under stringent 
hybridization conditions; nucleic acid sequences which are allelic variants or species 
homologues of any of the nucleic acid sequences recited above, or nucleic acid sequences 
that encode a peptide comprising a specific domain or truncation of the peptides encoded by 
SEQ ID NO: 1 - 10,289. A polynucleotide comprising a nucleotide sequence having at 
least 90% identity to an identifying sequence of SEQ ID NO: 1-10,289 or a degenerate 
variant or fragment thereof The identifying sequence can be 200 base pairs in length. 



The nucleic acid sequences of the present invention also include the sequence 
information from the nucleic acid sequences of SEQ ID NO: 1-10,289. The sequence 
information can be a segment of any one of SEQ ED NO: 1-10,289 that uniquely identifies 
or represents the sequence information of SEQ ID NO: 1-10,289. One such segment can be 
a twenty-mer nucleic acid sequence because the probability that a twenty-mer is fully 
matched in the human genome is 1 in 300. In the human genome, there are three billion 
base pairs in one set of chromosome. Because there are 4^° possible twenty-mers exist, 
there are 300 times more twenty-mers than there are base pairs in a set of human 
chromosome. Using the same analysis, the probability for a seventeen-mer to be fully 
matched in the human genome is approximately 1 in 5. When these segments are used in 
arrays for expression studies, fifleen-mer segment can be used. The probability that the 
fifleen-mer is fully matched in the expressed sequences is also approximately one in five 
because expressed sequences in one tissue comprise approximately 5% of the entire genome 
sequence. 

Similarly, when using a sequence information for detecting a single mismatch, a 
segment can be a twenty-five mer. The probability that the twenty-five mer would appear 
in a human genome with a single mismatch is calculated by multiplying the probability for 
a full match (1h-4^^) times the increased probability for mismatch at each nucleotide position 
(3 x 25). The probability that an eighteen mer with a single mismatch can be detected in an 
array for expression studies is approximately one in five. The probability that a twenty-mer 
with a single mismatch can be detected in a human genome is approximately one in five. 

A collection as used in this application can be a collection of only one 
polynucleotide. The collection of sequence information or identifying information of each 
sequence can be provided on a nucleic acid array. In one embodiment, segments of 
sequence information is provided on a nucleic acid array to detect the polynucleotide that 
contains the segment. The array can be designed to detect full-match or mismatch to the 
polynucleotide that contains the segment. The collection can also be provided in a 
computer-readable format. 



This invention also includes the reverse or direct complement of any of the nucleic 
acid sequences recited above; cloning or expression vectors containing the nucleic acid 
sequences; and host cells or organisms transformed with these expression vectors. 

Nucleic acid sequences (or their reverse or direct complements) according to the 
invention have numerous applications in a variety of techniques known to those skilled in 
the art of molecular biology, such as use as hybridization probes, use as primers for PGR, 
use in an array, use in computer-readable media, use in sequencing full-length genes, use 
for chromosome and gene mapping, use in the recombinant production of protein, and use 
in generation of anti-sense DNA or RNA, their chemical analogs and the like. 

hi a preferred embodiment, the contigs or novel segments or parts of the contigs of 
the invention are used as primers in expression assays that are well known in the art. Li a 
particularly preferred embodiment, the contigs or novel segments or parts of the contigs 
provided herein are used in diagnostics for identifying expressed genes or, as well known in 
the art and exempHfied by Volhath et al. Science 258:52-59 (1992), as expressed sequence 
tags for physical mapping of the human genome. 

The nucleotide sequences especially herein may be used in molecular biology 
techniques that have not yet been developed, especially in new techniques which rely on 
properties of nucleotide sequences that are currently known such as the triplet genetic code, 
specific base pair interactions, and the like. 

The invention further includes polypeptides encoded by SEQ ID NO: 1 - 10,289 or 
their reverse or direct complements, and degenerate variants thereof, especially naturally 
occurring variants such as allelic variants. The polypeptide(s) encoded can be a portion of 
an isolated protein. The polypeptide(s) can also form a part of an external configuration of 
a protein in three-dimensions. 

The polypeptides according to the invention can be used in a variety of conventional 
procedures and methods that are currently applied to other polypeptides, including the 
generation of antibodies, or use as molecular weight markers. 



4. DETAILED DESCRIPTION 



4.1 Definitions 

The term "nucleotide sequence" refers to a polymer of nucleotides. The terms 
"nucleic acid" and polynucleotide are used interchangeably herein to refer to a polymer of 
nucleotides. Generally, nucleic acid segments provided by this invention may be assembled 
from fragments of the genome and short oligonucleotide linkers, or from a series of 
oligonucleotides, to provide a synthetic nucleic acid which is capable of being expressed in 
a recombinant transcriptional unit comprising regulatory elements derived from a microbial 
or viral operon. 

An "oligonucleotide fragment" or a "polynucleotide fragment", "portion," or 
"segment" is a stretch of nucleotides which is long enough to use in polymerase chain 
reaction (PGR) or various hybridization procedures to identify or amplify identical or 
related parts of mRNA or DNA molecules. These terms can be used interchangeably with 
"nucleotide sequence," the sequence information contained in a nucleotide sequence, or the 
identifying sequence of a polynucleotide. 

"Oligonucleotides" or "nucleic acid probes" are prepared based on the nucleotide 
sequences provided in the present invention. Oligonucleotides comprise portions of the 
DNA sequence having at least about 7, usually at least about 15 nucleotides, and more 
usually at least about 20 nucleotides. Nucleic acid probes comprise portions of the 
sequence having fewer nucleotides than about 6 kb, usually fewer than about 1 kb. These 
probes may be used to determine whether mRNAs are present in a cell or tissue or to isolate 
similar nucleic acid sequences from chromosomal DNA as described by Walsh PS et al 
(1992 PGR Methods Appl 1 :241-250). 

The term "probes" includes naturally occurring or recombinant single- or double- 
stranded nucleic acids or chemically synthesized nucleic acids. They may be labeled by 
nick translation, Klenow fill-in reaction, PGR or other methods well known in the art. 
Probes of the present invention, their preparation and/or labeling are elaborated in 
Sambrook J et al (1989) Molecular Gloning: A Laboratory Manual, Gold Spring Harbor 
Laboratory, NY; or Ausubel FM et al (1989) Gurrent Protocols in Molecular Biology, John 
Wiley & Sons, New York NY, both incorporated herein by reference. 



The term "stringent" is used to refer to conditions that are commonly understood in 
the art as stringent. An exemplary set of conditions include a temperature of 60-70 °C, 
(preferably about 65 °C) and a salt concentration of 0.70 M to 0.80 M (preferably about 
0.75M). Further exemplary conditions include, hybridizing conditions that (1) employ low 
ionic strength and high temperature for washing, for example, 0.015 M NaCl/0.0015 M 
sodium citrate/0.1% SDS at 50°C; (2) employ during hybridization a denaturing agent such 
as formamide, for example, 50% (vol/vol) formamide with 0.1% bovine serum 
albumin/0.1% Ficoll/0.1% polyvinylpyrrolidone/50 mM sodium phosphate buffer at pH 6.5 
with 750 mM NaCl, 75 mM sodium citrate at 42°C; or (3) employ 50% formamide, 5 x 
SSC (0.75 M NaCl, 0.075 M Sodium pyrophosphate, 5 x Denhardt's solution, sonicated 
sahnon sperm DNA (50 g/ml), 0.1% SDS, and 10% dextran sulfate at 42°C with washes at 
42 °C in 0.2 x SSC and 0.1% SDS. 

The term "recombinant," as used herein, means that a polypeptide or protein is 
derived from recombinant (e.g., microbial or mammaUan) expression systems. "Microbial 
polypeptide or protein" refers to recombinant polypeptides or proteins made in bacterial or 
fungal (e.g., yeast) expression systems. As a product, "recombinant polypeptide or protein" 
defines a polypeptide or protein essentially free of native endogenous substances and 
unaccompanied by associated native glycosylation. Polypeptides or proteins expressed in 
most bacterial cultures, e.g., K coli, will be free of glycosylation modifications; 
polypeptides or proteins expressed in yeast will have a glycosylation pattern different from 
that expressed in mammalian cells. 

The term "recombinant expression vehicle or vector" refers to a plasmid or phage or 
virus or vector, for expressing a polypeptide from a DNA (RNA) sequence. The expression 
vehicle can comprise a transcriptional unit comprising an assembly of (1) a genetic element 
or elements having a regulatory role in gene expression, for example, promoters or 
enhancers, (2) a structural or coding sequence which is transcribed into mRNA and 
translated into protein, and (3) appropriate transcription initiation and termination 
sequences. Structural units intended for use in yeast or eukaryotic expression systems 
preferably include a leader sequence enabling extracellular secretion of translated protein by 
a host cell. Altematively, where recombinant protein is expressed without a leader or 



transport sequence, it may include an N-terminal methionine residue. This residue may or 
may not be subsequently cleaved from the expressed recombinant protein to provide a final 
product. 

"Recombinant expression system" means host cells which have stably integrated a 
recombinant transcriptional unit into chromosomal DNA or carry the recombinant 
transcriptional unit extrachromosomally. The cells can be prokaryotic or eukaryotic. 
Recombinant expression systems as defined herein will express heterologous polypeptides 
or proteins upon induction of the regulatory elements linked to the DNA segment or 
synthetic gene to be expressed. 

The term "open reading frame," ORF, means a series of triplets coding for amino 
acids without any termination codons and is a sequence translatable into protein. 

The term "expression modulating fragment," EMF, means a series of nucleotide 
molecules which modulates the expression of an operably linked ORF or EMF. 

As used herein, a sequence is said to "modulate the expression of an operably linked 
sequence" when the expression of the sequence is altered by the presence of the EMF. 
EMFs include, but are not limited to, promoters, and promoter modulating sequences 
(inducible elements). One class of EMFs are fragments which induce the expression or an 
operably linked ORF in response to a specific regulatory factor or physiological event. 

As used herein, an "uptake modulating fragment," UMF, means a series of 
nucleotide molecules which mediate the uptake of a linked DNA fragment into a cell. 
UMFs can be readily identified using known UMFs as a target sequence or target motif 
with the computer-based systems described above. 

The presence and activity of a UMF can be confirmed by attaching the suspected 
UMF to a marker sequence. The resulting nucleic acid molecule is then incubated with an 
appropriate host under appropriate conditions and the uptake of the marker sequence is 
determined. As described above, a UMF will increase the frequency of uptake of a linked 
marker sequence. 

"Active" refers to those forms of the polypeptide which retain the biologic and/or 
immunologic activities of any naturally occurring polypeptide. 



**Naturally occurring polypeptide" refers to polypeptides produced by cells and 
specifically contemplates various polypeptides arising fi-om post-translational modifications 
of the polypeptide including, but not limited to, acetylation, carboxylation, glycosylation, 
phosphorylation, lipidation and acylation. 

'Derivative" refers to polypeptides chemically modified by such techniques as 
ubiquitination, labeling (e.g., with radionuclides or various en2ymes), pegylation 
(derivatization with polyethylene glycol) and insertion or substitution by chemical synthesis 
of amino acids such as ornithine, which do not normally occur in human proteins. 

"Recombinant variant" refers to any polypeptide differing from naturally occurring 
polypeptides by amino acid insertions, deletions, and substitutions, created using 
recombinant DNA techniques. Guidance in determining which amino acid residues may be 
replaced, added or deleted without abolishing activities of interest, such as cellular 
trafficking, may be found by comparing the sequence of the particular polypeptide with that 
of homologous peptides and minimizing the number of amino acid sequence changes made 
in regions of high homology. 

Preferably, amino acid "substitutions" are the result of replacing one amino acid 
with another amino acid having similar structural and/or chemical properties, such as the 
replacement of a leucine with an isoleucine or valine, an aspartate with a glutamate, or a 
threonine with a serine, i.e., conservative amino acid replacements. "Lisertions" or 
"deletions" are typically in the range of about 1 to 5 amino acids. The variation allowed 
may be experimentally determined by systematically making insertions, deletions, or 
substitutions of amino acids in a polypeptide molecule using recombinant DNA techniques 
and assaying the resulting recombinant variants for activity. 

Where desired an expression vector may be designed to contain a "signal or leader 
sequence" which will direct the polypeptide through the membrane of a cell. Such a 
sequence may be naturally present on the polypeptides of the present invention or provided 
from heterologous protein sources by recombinant DNA techniques. 

A polypeptide is a stretch of amino acid residues. By way of example such 
polypeptides may be at least about 5 amino acids, often at least about 7 amino acids, 
typically at least about 9 to 13 amino acids, and, in various embodiments, at least about 17 
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or more amino acids. To be active, any polypeptide must have sufficient length to display 
biologic and/or immunologic activity. 

Alternatively, recombinant variants encoding these same or similar polypeptides 
may be synthesized or selected by making use of the "redundancy" in the genetic code. 
Various codon substitutions, such as the silent changes which produce various restriction 
sites, may be introduced to optimize cloning into a plasmid or viral vector or expression in a 
particular prokaryotic or eukaryotic system. Mutations in the polypeptide sequence may be 
reflected in the polypeptide or domains of other peptides added to the polypeptide to modify 
the properties of any part of the polypeptide, to change characteristics such as ligand- 
binding affmities, interchain affinities, or degradation/tumover rate. 

"Activated" cells as used in this application are those which are engaged in 
extracellular or intracellular membrane trafficking, including the export of neurosecretory or 
enzymatic molecules as part of a normal or disease process. 

The term "purified" as used herein denotes that the indicated nucleic acid or 
polypeptide is present in the substantial absence of other biological macromolecules, e.g., 
nucleic acid sequences, proteins, and the like. In one embodiment, the nucleic acid or 
polypeptide is purified such that it constitutes at least 95% by weight, more preferably at 
least 99.8% by weight, of the biological macromolecules present (but water, buffers, and 
other small molecules, especially molecules having a molecular weight of less than 1000 
daltons, can be present). 

The term "isolated" as used herein refers to a nucleic acid or polypeptide separated 
fi*om at least one other component (e.g., nucleic acid or polypeptide) present with the 
nucleic acid or polypeptide in its natural source. In one embodiment, the nucleic acid or 
polypeptide is found in the presence of (if anything) only a solvent, buffer, ion, or other 
component normally present in a solution of the same. The terms "isolated" and "purified" 
do not encompass nucleic acids or polypeptides present in their natural source. 

The term "infection" refers to the introduction of nucleic acids into a suitable host 
cell by use of a virus or viral vector. 



The term "transformation" means introducing DNA into a suitable host cell so that 
the DNA is replicable, either as an extrachromosomal element, or by chromosomal 
integration. 

The term "transfection" refers to the taking up of an expression vector by a suitable 
host cell, whether or not any coding sequences are in fact expressed. 

The term "intermediate fragment" means a nucleic acid between 5 and 1000 bases in 
length, and preferably between 10 and 40 bp in length. 

Each of the above terms is meant to encompasses all that is described for each, 
unless the context dictates otherwise. 

4.2 Nucleic Acid Sequences of the Invention 

The nucleic acid sequences of the invention, designated as SEQ ID NO: 1-10,289 
were assembled mainly from ESTs obtained by SBH and, in some cases, sequences 
obtained from one or more public databases, such as dbEST, gbpri, and UniGene. The 
sequences falling within the scope of the present invention are not limited to these specific 
sequences, but also include allehc and species variations thereof AUeUc and species 
variations can be routinely determined by comparing the sequence provided in SEQ ID NO: 
1-10,289, a representative fragment thereof, or a nucleotide sequence at least 90% identical, 
preferably 99.9% identical, to SEQ ID NO: 1-10,289 with a sequence from another isolate 
of the same species. Furthermore, to accommodate codon variability, the invention 
includes nucleic acid molecules coding for the same amino acid sequences as do the 
specific ORFs disclosed herein. In other words, in the coding region of an ORE, 
substitution of one codon for another which encodes the same amino acid is expressly 
contemplated. 

The contigs were assembled using an EST sequence as a seed. The EST sequence 
can be extended into a contig by programs or algorithms known in the art. Preferably, a 
recursive algorithm is used to extend the seed EST into an extended assemblage, by pulling 
additional sequences from different databases (e.g., Hyseq's database containing EST 
sequences, dbEST version 1 14, gb pri 114, and UniGene version 101) that belong to this 
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assemblage. The algorithm temiinates when there was no additional sequences from the 
databases that will extend the assemblage. Further, the inclusion of component sequences 
into the assemblage is preferably based on a BLASTN hit to the extending assemblage with 
BLAST score greater than 300 and percent identity greater than 95%. 

The nearest neighbor result for the assembled contig can be obtained by searching a 
database using an algorithm or a program. Preferably, a FASTA version 3 search against 
Genpept, using Fastxy algorithm. The nearest neighbor result shows the closest homologue 
for each assemblage from Genpept (and contains the translated amino acid sequences for 
which the assemblage encodes). 

4.3 Uses of Nucleic Acids Sequences of the Invention, 

Another aspect of the subject invention is to provide for polypeptide-specific nucleic 
acid hybridization probes capable of hybridizing with naturally occurring nucleotide 
sequences. The hybridization probes of the subject invention may be derived from the 
nucleotide sequence of SEQ ID NO: 1-10,289. 

PGR as described US Patent Nos 4,683,195 and 4,965,188 provide additional uses 
for oligonucleotides based upon the nucleotide sequences. Such probes used in PGR may 
be of recombinant origin, may be chemically synthesized, or a mixture of both. The probe 
will comprise a discrete nucleotide sequence for the detection of identical sequences or a 
degenerate pool of possible sequences for identification of closely related genomic 
sequences. 

Other means for producing specific hybridization probes for nucleic acids include 
the cloning of nucleic acid sequences into vectors for the production of mRNA probes. 
Such vectors are known in the art and are commercially available and may be used to 
synthesize RNA probes in vitro by means of the addition of the appropriate RNA 
polymerase as T7 or SP6 RNA polymerase and the appropriate radioactively labeled 
nucleotides. 

The nucleotide sequences may be used to construct hybridization probes for 
mapping their respective genomic sequences. The nucleotide sequence provided herein 
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may be mapped to a chromosome or specific regions of a chromosome using well known 
genetic and/or chromosomal mapping techniques. These techniques include in situ 
hybridization, linkage analysis against known chromosomal markers, hybridization 
screening with libraries or flow-sorted chromosomal preparations specific to known 
chromosomes, and the like. The technique of fluorescent in situ hybridization of 
chromosome spreads has been described, among other places, in Verma et al (1988) Human 
Chromosomes: A Manual of Basic Techniques, Pergamon Press, New York NY. 

Fluorescent in situ hybridization of chromosomal preparations and other physical 
chromosome mapping techniques may be correlated with additional genetic map data. 
Examples of genetic map data can be fovmd in the 1994 Genome Issue of Science 
(265 : 1 98 1 f). Correlation between the location of a nucleic acid on a physical chromosomal 
map and a specific disease (or predisposition to a specific disease) may help delimit the 
region of DNA associated with that genetic disease. The nucleotide sequences of the 
subject invention may be used to detect differences in gene sequences between normal, 
carrier or affected individuals. 

The nucleotide sequence may be used to produce purified polypeptides using well 
known methods of recombinant DNA technology. Among the many publications that teach 
methods for the expression of genes after they have been isolated is Goeddel (1990) Gene 
Expression Technology, Methods and Enzymology, Vol 185, Academic Press, San Diego. 
Polypeptides may be expressed in a variety of host cells, either prokaryotic or eukaryotic. 
Host cells may be from the same species from which a particular polypeptide nucleotide 
sequence was isolated or from a different species. Advantages of producing polypeptides 
by recombinant DNA technology include obtaining adequate amounts of the protein for 
purification and the availability of simphfied purification procedures. 

In yet another aspect of the invention, the nucleic acid sequences of the invention 
may be used to induce immune responses. By way of example, the nucleic acid sequences 
of the invention may be used for immunization by topical application of the nucleic acid 
sequences to skin ( Fan et al., (1999) Nature Biotechnology 17:870-872, herein incorporated 
by reference). Preferably the skin contains hair follicles and the nucleic acid sequences are 
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inserted in a recombinant expression vector. The nucleic acid sequences and recombinant 
expression vector may be in the form of naked DNA. 

4.4 Recombinant Constructs 

The present invention further provides recombinant constructs comprising a nucleic 
acid having the sequence of any one of SEQ ID NO: 1-10,289, a nucleic acid having a 
fragment of the sequence of any one of SEQ E) NO: 1-10,289, or a nucleic acid having 
90% homology to the sequence of any one of SEQ ID NO: 1-10,289. The recombinant 
constructs of the present invention comprise a vector, such as a plasmid or viral vector, into 
which a nucleic acid having the sequence of any one of SEQ ID NO: 1-10,289 or a 
fragment thereof is inserted, in a forward or reverse orientation. In the case of a vector 
comprising one of the ORFs of the present invention, the vector may fiirther comprise 
regulatory sequences, including for example, a promoter, operably linked to the ORF. For 
vectors comprising the EMFs and UMFs of the present invention, the vector may fiirther 
comprise a marker sequence or heterologous ORF operably linked to the EMF or UMF. 

Large numbers of suitable vectors and promoters are known to those of skill in the 
art and are commercially available for generating the recombinant constructs of the present 
invention. The following vectors are provided by way of example. Bacterial: pBs, 
phagescript, PsiX174, pBluescript SK, pBs KS, pNH8a, pNH16a, pNHlSa, pNH46a 
(Stratagene); pTrc99A, pKK223-3, pKK233-3, pDR540, pRIT5 (Pharmacia). Eukaryotic: 
pWLneo, pSV2cat, pOG44, PXTI, pSG (Stratagene) pSVK3, pBPV, pMSG, pSVL 
(Pharmacia). 

Promoter regions can be selected from any desired gene using CAT 
(chloramphenicol transferase) vectors or other vectors with selectable markers. Two 
appropriate vectors are pKK232-8 and pCM7. Particular named bacterial promoters include 
lad, lacZ, T3, T7, gpt, lambda Pr, and trc. Eukaryotic promoters include CMV immediate 
early, HSV thymidine kinase, early and late SV40, LTRs from retrovirus, and mouse 
metallothionein-I. Selection of the appropriate vector and promoter is well within the level 
of ordinary skill in the art. 
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Generally, recombinant expression vectors will include origins of replication and 
selectable markers permitting transformation of the host cell, e.g., the ampicillin resistance 
gene of K coli and 51 cerevisiae TRPl gene, and a promoter derived from a highly- 
expressed gene to direct transcription of a downstream structural sequence. Such promoters 
can be derived from operons encoding glycolytic enzymes such as 3-phosphoglycerate 
kinase (PGK), a- factor, acid phosphatase, or heat shock proteins, among others. The 
heterologous structural sequence is assembled in appropriate phase with translation 
initiation and termination sequences, and preferably, a leader sequence capable of directing 
secretion of translated protein into the periplasmic space or extracellular medium. 
Optionally, the heterologous sequence can encode a fusion protein including an N-terminal 
identification peptide imparting desired characteristics, e.g., stabilization or simplified 
purification of expressed recombinant product. 

Useful expression vectors for bacterial use are constructed by inserting a structural 
DNA sequence encoding a desired protein together with suitable translation initiation and 
termination signals in operable reading phase with a functional promoter. The vector will 
comprise one or more phenotypic selectable markers and an origin of replication to ensure 
maintenance of the vector and to, if desirable, provide amplification within the host. 
Suitable prokaryotic hosts for transformation include K cgli. Bacillus subtilis . Salmonella 
typhimurium and various species within the genera Pseudomonas, Streptomyces, and 
Staphylococcus, although others may also be employed as a matter of choice. 

As a representative but nonlimiting example, useful expression vectors for bacterial 
use can comprise a selectable marker and bacterial origin of replication derived from 
conmiercially available plasmids comprising genetic elements of the well known cloning 
vector pBR322 (ATCC 37017). Such commercial vectors include, for example, pKK223-3 
(Pharmacia Fine Chemicals, Uppsala, Sweden) and GEM 1 (Promega Biotec, Madison, WI, 
USA). These pBR322 "backbone" sections are combined with an appropriate promoter and 
the structural sequence to be expressed. 

Following transformation of a suitable host strain and growth of the host strain to an 
appropriate cell density, the selected promoter is derepressed by appropriate means (e.g., 
temperature shift or chemical induction) and cells are cultured for an additional period. 
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Cells are typically harvested by centrifugation, disrupted by physical or chemical means, 
and the resulting crude extract retained for further purification. 

Included within the scope of the nucleic acid sequences of the invention are nucleic 
acid sequences that hybridize under stringent conditions to a fi-agment of the DNA 
sequences provided in the Sequence Listing, which fi-agment is greater than about 10 bp, 
preferably 20-50 bp, and even greater than 100 bp. 

In accordance with the invention, polynucleotide sequences which encode the novel 
nucleic acids, or fimctional equivalents thereof, may be used to generate recombinant DNA 
molecules that direct the expression of that nucleic acid, or a fimctional equivalent thereof, 
in appropriate host cells. 

The nucleic acid sequences of the invention are fiirther directed to sequences which 
encode variants of the described nucleic acids. These amino acid sequence variants may be 
prepared by methods knovra in the art by introducing appropriate nucleotide changes into a 
native or variant polynucleotide. There are two variables in the construction of amino acid 
sequence variants: the location of the mutation and the nature of the mutation. The amino 
acid sequence variants of the nucleic acids are preferably constructed by mutating the 
polynucleotide to give an amino acid sequence that does not occur in nature. These amino 
acid alterations can be made at sites that differ in the nucleic acids from different species 
(variable positions) or in highly conserved regions (constant regions). Sites at such 
locations will typically be modified in series, e.g.y by substituting first with conservative 
choices (e.g., hydrophobic amino acid to a different hydrophobic amino acid) and then with 
more distant choices (e.g., hydrophobic amino acid to a charged amino acid), and then 
deletions or insertions may be made at the target site. 

Amino acid sequence deletions generally range from about 1 to 30 residues, 
preferably about 1 to 10 residues, and are typically contiguous. Amino acid insertions 
include amino- and/or carboxyl-terminal fusions ranging in length from one to one hundred 
or more residues, as well as intrasequence insertions of single or multiple amino acid 
residues. Intrasequence insertions may range generally from about 1 to 10 amino residues, 
preferably from 1 to 5 residues. Examples of terminal insertions include the heterologous 
signal sequences necessary for secretion or for intracellular targeting in different host cells. 
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In a preferred method, nucleic acid sequences encoding the novel nucleic acids are 
changed via site-directed mutagenesis. This method uses oligonucleotide sequences that 
encode the polynucleotide sequence of the desired amino acid variant, as well as a sufficient 
adjacent nucleotide on both sides of the changed amino acid to form a stable duplex on 
either side of the site of being changed. In general, the techniques of site-directed 
mutagenesis are well known to those of skill in the art and this technique is exemplified by 
pubhcations such as, Edelman et al, DNA 2:183 (1983). A versatile and efficient method 
for producing site-specific changes in a polynucleotide sequence was published by Zoller 
and Smith, Nucleic Acids Res. 10:6487-6500 (1982). 

PGR may also be used to create amino acid sequence variants of the novel nucleic 
acids. When small amounts of template DNA are used as starting material, primer(s) that 
differs slightly in sequence fi^om the corresponding region in the template DNA can 
generate the desired amino acid variant. PGR amplification results in a population of 
product DNA firagments that differ fi-om the polynucleotide template encoding the collagen 
at the position specified by the primer. The product DNA fragments replace the 
corresponding region in the plasmid and this gives the desired amino acid variant. 

A fiirther technique for generating amino acid variants is the cassette mutagenesis 
technique described in Wells et ai. Gene 34:315 (1985); and other mutagenesis techniques 
well known in the art, such as, for example, the techniques in Sambrook et al, supra , and 
Gurrent Protocols in Molecular Biology , Ausubel et al 

Due to the inherent degeneracy of the genetic code, other DNA sequences which 
encode substantially the same or a functionally equivalent amino acid sequence may be 
used in the practice of the invention for the cloning and expression of these novel nucleic 
acids. Such DNA sequences include those which are capable of hybridizing to the 
appropriate novel nucleic acid sequence under stringent conditions. 

4.5 Host Cells 

The present invention fiirther provides host cells containing SEQ ID NO: 1-10,289 
of the present invention, wherein the nucleic acid has been introduced into the host cell 
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using known transformation, transfection or infection methods. The host cell can be a 
higher eukaryotic host cell, such as a mammaUan cell, a lower eukaryotic host cell, such as 
a yeast cell, or the host cell can be a prokaryotic cell, such as a bacterial cell. Introduction 
of the recombinant construct into the host cell can be effected by calcium phosphate 
transfection, DEAE, dextran mediated transfection, or electroporation (Davis, L. et al, 
Basic Methods in Molecular Biology (1986)). 

The host cells containing one of SEQ ID NO: 1-10,289 of the present invention, can 
be used in conventional maimers to produce the gene product encoded by the isolated 
fragment (in the case of an ORF) or can be used to produce a heterologous protein under the 
control of the EMF. 

Any host/vector system can be used to express one or more of the ORFs of the 
present invention. These include, but are not limited to, eukaryotic hosts such as HeLa 
cells, Cv-1 cell, COS cells, and Sf9 cells, as well as prokaryotic host such as K_ coli and K 
subtilis . The most preferred cells are those which do not normally express the particular 
polypeptide or protein or which expresses the polypeptide or protein at low natural level. 

Polypeptides can be expressed in mammalian cells, yeast, bacteria, or other cells 
under the control of appropriate promoters. Cell-free translation systems can also be 
employed to produce such proteins using RNAs derived from the DNA constructs of the 
present invention. Appropriate cloning and expression vectors for use with prokaryotic and 
eukaryotic hosts are described by Sambrook, et al, in Molecular Cloning: A Laboratory 
Manual, Second Edition, Cold Spring Harbor, New York (1989), the disclosure of which is 
hereby incorporated by reference. 

Various mammalian cell culture systems can also be employed to express 
recombinant protein. Examples of mammalian expression systems include the COS-1 lines 
of monkey kidney fibroblasts, described by Gluzman, Cell 25:175 (1981), and other cell 
lines capable of expressing a compatible vector, for example, the C127, 3T3, CHO, HeLa 
and BHK cell tines. Mammalian expression vectors will comprise an origin of replication, 
a suitable promoter and , and also any necessary ribosome binding sites, polyadenylation 
site, spUce donor and acceptor sites, transcriptional termination sequences, and 5' flanking 
nontranscribed sequences. DNA sequences derived from the SV40 viral genome, for 
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example, S V40 origin, early promoter, enhancer, splice, and polyadenylation sites may be 
used to provide the required nontranscribed genetic elements. 

Recombinant polypeptides and proteins produced in bacterial culture are usually 
isolated by initial extraction from cell pellets, followed by one or more salting-out, aqueous 
ion exchange or size exclusion chromatography steps. Protein refolding steps can be used, 
as necessary, in completing configuration of the mature protein. Finally, high performance 
liquid chromatography (HPLC) can be employed for final purification steps. Microbial 
cells employed in expression of proteins can be disrupted by any convenient method, 
including freeze-thaw cycling, sonication, mechanical disruption, or use of cell lysing 
agents. 

4.6 Polypeptides of the Invention 

The present invention further provides isolated polypeptides encoded by the nucleic 
acid fragments of the present invention or by degenerate variants of the nucleic acid 
fragments of the present invention. By "degenerate variant" is intended nucleotide 
fragments which differ from a nucleic acid fragment of the present invention (e.g., an ORF) 
by nucleotide sequence but, due to the degeneracy of the Genetic Code, encode an identical 
polypeptide sequence. Preferred nucleic acid fragments of the present invention are the 
ORFs which encode peptides. 

A variety of methodologies known in the art can be utilized to obtain any one of the 
isolated peptides or proteins of the present invention. At the simplest level, the amino acid 
sequence can be synthesized using commercially available peptide sjnithesizers. This is 
particularly usefiil in producing small peptides and fragments of larger polypeptides. 
Fragments are usefiil, for example, in generating antibodies against the native polypeptide. 
Li an alternative method, the polypeptide or protein is purified from bacterial cells which 
naturally produce the polypeptide or protein. One skilled in the art can readily follow 
known methods for isolating polypeptides and proteins in order to obtain one of the isolated 
polypeptides or proteins of the present invention. These include, but are not limited to, 
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immunochromatography, HPLC, size-exclusion chromatography, ion-exchange 
chromatography, and immuno-affinity chromatography. 

The polypeptides and proteins of the present invention can alternatively be purified 
fi"om cells which have been altered to express the desired polypeptide or protein. As used 
herein, a cell is said to be altered to express a desired polypeptide or protein when the cell, 
through genetic manipulation, is made to produce a polypeptide or protein which it 
normally does not produce or which the cell normally produces at a lower level. One 
skilled in the art can readily adapt procedures for introducing and expressing either 
recombinant or synthetic sequences into eukaryotic or prokaryotic cells in order to generate 
a cell which produces one of the polypeptides or proteins of the present invention. 

4.7 Antibodies 

The polypeptides of the present invention may be used to generate antibodies. In 
general, techniques for preparing polyclonal and monoclonal antibodies as well as 
hybridomas capable of producing the desired antibody are well known in the art (Campbell, 
A.M., Monoclonal Antibodies Technology: Laboratory Techniques in Biochemistry and 
Molecular Biology^ Elsevier Science Publishers, Amsterdam, The Netherlands (1984); St. 
Groth et al, J. Immunol 55:1-21 (1990); Kohler and Milstein, Nature 255:495-497 (1975); 
Kozbor et al., Immunology Today 4:72 (1983); Cole et al, in Monoclonal Antibodies and 
Cancer Therapy, Alan R. Liss, Inc. (1985), pp. 77-96; Lutz et al, Exp, Cell Research. 
1 75: 109-124 (1988)). In addition, techniques described for the production of single chain 
antibodies (U.S. Patent 4,946,778) can be adapted to produce single chain antibodies to the 
polypeptides of the present invention. 

The antibodies of the present invention can be used in a variety of assays. By way 
of example, the antibodies in a detectably labeled form ( use of radioisotopes, affinity 
labels, enzymatic labels, fluorescent labels, paramagnetic atoms, etc; see for example 
Stemberger, L.A. et ai, J. Histochem, Cytochem, 75:315 (1970); Bayer, E.A. et al, Meth. 
Enzym. 52:308 (1979); Engval, E. et al, Immunol 109:129 (1972); Coding, J.W. J. 
Immunol Meth. 13:215 (1976)) can be used for in vitro, in vivo, and in situ assays to 
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identify cells or tissues in which a fragment of the polypeptide of interest is expressed. 
Additional uses include, but are not limited to, use of the antibodies directly in therapies or 
other diagnostics and immunoaffinity purification (Weir, D.M. et al, ''Handbook of 
Experimental Immunology'' 4th Ed., Blackwell Scientific Publications, Oxford, England, 
Chapter 10 (1986); Jacoby, W.D. et aL, Metk Enzym. 34 Academic Press, N.Y. (1974)). 

4.8 Computer Readable Sequences 

In one application of this embodiment, one or more nucleic acid sequences of the 
present invention can be recorded on computer readable media. As used herein, "computer 
readable media" refers to any medium which can be read and accessed directly by a 
computer. Such media include, but are not limited to: magnetic storage media, such as 
floppy discs, hard disc storage medium, and magnetic tape; optical storage media such as 
CD-ROM; electrical storage media such as RAM and ROM; and hybrids of these categories 
such as magnetic/optical storage media. A skilled artisan can readily appreciate how any of 
the presently known computer readable mediums can be used to create a manufacture 
comprising computer readable medium having recorded thereon a nucleotide sequence of 
the present invention. 

As used herein, "recorded" refers to a process for storing information on computer 
readable medium. A skilled artisan can readily adopt any of the presently known methods 
for recording information on computer readable medium to generate manufactures 
comprising the nucleotide sequence information of the present invention. 

A variety of data storage structures are available to a skilled artisan for creating a 
computer readable medium having recorded thereon a nucleotide sequence of the present 
invention. The choice of the data storage structure will generally be based on the means 
chosen to access the stored information. In addition, a variety of data processor programs 
and formats can be used to store the nucleotide sequence information of the present 
invention on computer readable medium. The sequence information can be represented in a 
word processing text file, formatted in commercially-available software such as 
WordPerfect and MicroSoft Word, or represented in the form of an ASCII file, stored in a 
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database application, such as DB2, Sybase, Oracle, or the Uke. A skilled artisan can readily 
adapt any number of dataprocessor structuring formats (e.g. text file or database) in order to 
obtain computer readable medium having recorded thereon the nucleotide sequence 
information of the present invention. 

By providing the nucleotide sequence of SEQ ID NO: 1-10,289, a representative 
fragment thereof, or a nucleotide sequence 90% identical, preferably at least 99.9% 
identical, to SEQ ID NOS: 1-10,289 in computer readable form, a skilled artisan can 
routinely access the sequence information for a variety of purposes. Computer software is 
publicly available which allows a skilled artisan to access sequence information provided in 
a computer readable medium. These sequences may be protein encoding fragments and 
may be useful in producing commercially important proteins such as enzymes used in 
fermentation reactions and in the production of commercially useful metabolites. These 
sequences can be either directly edited into full-length gene sequences (nucleotide and 
protein), or can be extended further to full-length status by additional sequencing using 
methods known in the art. 

As used herein, "a computer-based system" refers to the hardware means, software 
means, and data storage means used to analyze the nucleotide sequence information of the 
present invention. The minimum hardware means of the computer-based systems of the 
present invention comprises a central processing unit (CPU), input means, output means, 
and data storage means. A skilled artisan can readily appreciate that any one of the 
currently available computer-based systems are suitable for use in the present invention. 

As stated above, the computer-based systems of the present invention comprise a 
data storage means having stored therein a nucleotide sequence of the present invention and 
the necessary hardware means and software means for supporting and implementing a 
search means. As used herein, "data storage means" refers to memory which can store 
nucleotide sequence information of the present invention, or a memory access means which 
can access manufactures having recorded thereon the nucleotide sequence information of 
the present invention. 

As used herein, "search means" refers to one or more algorithms or programs which 
are implemented on the computer-based system to compare a target sequence or target 
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structural motif with the sequence information stored within the data storage means. Search 
means are used to identify fragments or regions of a known sequence which match a 
particular target sequence or target motif A variety of known algorithms are disclosed 
publicly and a variety of available software for conducting search means are and can be 
used in the computer-based systems of the present invention. Examples of such algorithms 
or programs includes, but is not limited to, Smith- Waterman and BLAST. A skilled artisan 
can readily recognize that any one of the available algorithms or implementing software 
packages for conducting homology searches can be adapted for use in the present computer- 
based systems. 

As used herein, a "target sequence" can be any nucleic acid or amino acid sequence 
of six or more nucleotides or two or more amino acids. A skilled artisan can readily 
recognize that the longer a target sequence is, the less likely a target sequence will be 
present as a random occurrence in the database. The most preferred sequence length of a 
target sequence is from about 10 to 100 amino acids or from about 30 to 300 nucleotide 
residues. However, it is well recognized that searches for commercially important 
fragments, such as sequence fragments involved in gene expression and protein processing, 
may be of shorter length. 

As used herein, "a target structural motif," or "target motif," refers to any rationally 
selected sequence or combination of sequences in which the sequence(s) are chosen based 
on a three-dimensional configuration which is formed upon the folding of the target motif 
There are a variety of target motifs known in the art. Protein target motifs include, but are 
not limited to, enzyme active sites and signal sequences. Nucleic acid target motifs include, 
but are not limited to, promoter sequences, hairpin structures and inducible expression 
elements (protein binding sequences). 

4.9 Expression Modulating Sequences 

EMF sequences can be identified within a genome by their proximity to the ORFs. 
An intergenic segment, or a fragment of the intergenic segment, from about 10 to 200 
nucleotides in length, taken 5' from any ORF will modulate the expression of an operably 
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linked 3' ORF in a fashion similar to that found with the naturally linked ORF sequence. 
As used herein, an "intergenic segment" refers to the fragments of a genome which are 
between two ORF(S) herein described. Alternatively, EMFs can be identified using known 
EMFs as a target sequence or target motif in the computer-based systems of the present 
invention. 

The presence and activity of an EMF can be confumed using an EMF trap vector. 
An EMF trap vector contains a cloning site 5' to a marker sequence. A marker sequence 
encodes an identifiable phenotype, such as antibiotic resistance or a complementing 
nutrition auxotrophic factor, which can be identified or assayed when the EMF trap vector 
is placed within an appropriate host under appropriate conditions. As described above, an 
EMF will modulate the expression of an operably linked marker sequence. A more detailed 
discussion of various marker sequences is provided below. 

A sequence which is suspected as being an EMF is cloned in all three reading 
frames in one or more restriction sites upstream from the marker sequence in the EMF trap 
vector. The vector is then transformed into an appropriate host using known procedures and 
the phenotype of the transformed host is examined under appropriate conditions. As 
described above, an EMF will modulate the expression of an operably linked marker 
sequence. 

4.10 Triplex Helix Formation 

In addition, the fragments of the present invention, as broadly described, can be 
used to control gene expression through triple helix formation or antisense DNA or RNA, 
both of which methods are based on the binding of a polynucleotide sequence to DNA or 
RNA. Polynucleotides suitable for use in these methods are usually 20 to 40 bases in length 
and are designed to be complementary to a region of the gene involved in transcription 
(triple helix - see Lee et al, Nucl Acids Res. 5:3073 (1979); Cooney et al, Science 
15241:456 (1988); and Dervan et al, Science 257:1360 (1991)) or to the mRNA itself 
(antisense - Obnno, J. Neurochem. 55:560 (1991); Oligodeoxynucleotides as Antisense 
Inhibitors of Gene Expression, CRC Press, Boca Raton, FL (1988)). 
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Triple helix- formation optimally results in a shut-off of RN A transcription from 
DNA, while antisense RNA hybridization blocks translation of an mRNA molecule into 
polypeptide. Both techniques have been demonstrated to be effective in model systems. 
Information contained in the sequences of the present invention is necessary for the design 
of an antisense or triple helix oligonucleotide. 

4.11 Diagnostics Assays and Kits 

The present invention fiuther provides methods to identify the expression of one of 
the ORFs of the present invention, or homolog thereof, in a test sample, using a nucleic acid 
probe or antibodies of the present invention. 

In detail, such methods comprise incubating a test sample with one or more of the 
antibodies or one or more of nucleic acid probes of the present invention and assaying for 
binding of the nucleic acid probes or antibodies to components within the test sample. 

Conditions for incubating a nucleic acid probe or antibody with a test sample vary. 
Incubation conditions depend on the format employed in the assay, the detection methods 
employed, and the type and nature of the nucleic acid probe or antibody used in the assay. 
One skilled in the art will recognize that any one of the commonly available hybridization, 
amplification or immunological assay formats can readily be adapted to employ the nucleic 
acid probes or antibodies of the present invention. Examples of such assays can be found in 
Chard, T., An Introduction to Radioimmunoassay and Related Techniques, Elsevier Science 
Publishers, Amsterdam, The Netherlands (1986); Bullock, G.R. et al, Techniques in 
Immunocytochemistry, Academic Press, Orlando, FL Vol. 1 (1982), Vol. 2 (1983), Vol. 3 
(1985); Tijssen, P., Practice and Theory of immunoassays: Laboratory Techniques in 
Biochemistry and Molecular Biology, Elsevier Science Publishers, Amsterdam, The 
Netheriands (1985). 

The test samples of the present invention include cells, protein or membrane 
extracts of cells, or biological fluids such as sputum, blood, serum, plasma, or urine. The 
test sample used in the above-described method will vary based on the assay format, nature 
of the detection method and the tissues, cells or extracts used as the sample to be assayed. 
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Methods for preparing protein extracts or membrane extracts of cells are well known in the 
art and can be readily be adapted in order to obtain a sample which is compatible with the 
system utilized. 

hi another embodiment of the present invention, kits are provided which contain the 
necessary reagents to carry out the assays of the present invention. 

Specifically, the invention provides a compartment kit to receive, in close 
confinement, one or more containers which comprises: (a) a first container comprising one 
of the probes or antibodies of the present invention; and (b) one or more other containers 
comprising one or more of the following: wash reagents, reagents capable of detecting 
presence of a bound probe or antibody. 

Jn detail, a compartment kit includes any kit in which reagents are contained in 
separate containers. Such containers include small glass containers, plastic containers or 
strips of plastic or paper. Such containers allows one to efficiently transfer reagents fi-om 
one compartment to another compartment such that the samples and reagents are not cross- 
contaminated, and the agents or solutions of each container can be added in a quantitative 
fashion fi-om one compartment to another. Such containers will include a container which 
will accept the test sample, a container which contains the antibodies used in the assay, 
containers which contain wash reagents (such as phosphate buffered saline, Tris-buffers, 
etc.), and containers which contain the reagents used to detect the bound antibody or probe. 

Types of detection reagents include labeled nucleic acid probes, labeled secondary 
antibodies, or in the alternative, if the primary antibody is labeled, the enzymatic, or 
antibody binding reagents which are capable of reacting with the labeled antibody. One 
skilled in the art will readily recognize that the disclosed probes and antibodies of the 
present invention can be readily incorporated into one of the estabhshed kit formats which 
are well known in the art. 

4.12 Screening Assays 

Using the isolated proteins of the present invention, the present invention further 
provides methods of obtaining and identifying agents which bind to a protein encoded by 
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one of the ORFs from a nucleic acid with a sequence of one of SEQ ID NO: 1-10,289, or to 
a nucleic acid with a sequence of one of SEQ ID NO: 1-10,289. 

For random screening, agents such as peptides, carbohydrates, pharmaceutical 
agents and the like are selected at random and are assayed for their ability to bind to the 
protein encoded by the ORF of the present invention. 

Alternatively, agents may be rationally selected or designed. As used herein, an 
agent is said to be "rationally selected or designed" when the agent is chosen based on the 
configuration of the particular protein. For example, one skilled in the art can readily adapt 
currently available procedures to generate peptides, pharmaceutical agents and the Uke 
capable of binding to a specific peptide sequence in order to generate rationally designed 
antipeptide peptides, for example see Hurby et al. Application of Synthetic Peptides: 
Antisense Peptides," In Synthetic Peptides, A User's Guide, W.H. Freeman, NY (1992), pp. 
289-307, and Kaspczak et al, Biochemistry 2<?:9230-8 (1989), or pharmaceutical agents, or 
the like. 

In addition to the foregoing, one class of agents of the present invention, as broadly 
described, can be used to control gene expression through binding to one of the ORFs or 
EMFs of the present invention. As described above, such agents can be randomly screened 
or rationally designed/selected. Targeting the ORF or EMF allows a skilled artisan to 
design sequence specific or element specific agents, modulating the expression of either a 
single ORF or multiple ORFs which rely on the same EMF for expression control. 

One class of DNA binding agents are agents which contain base residues which 
hybridize or form a triple helix formation by binding to DNA or RNA. Such agents can be 
based on the classic phosphodiester, ribonucleic acid backbone, or can be a variety of 
sulfliydryl or polymeric derivatives which have base attachment capacity. 

Agents suitable for use in these methods usually contain 20 to 40 bases and are 
designed to be complementary to a region of the gene involved in transcription (triple helix 
- see Lee et aL Nucl Acids Res. (5:3073 (1979); Cooney et a/.. Science 241:456 (1988); and 
Dervan et al, Science 257:1360 (1991)) or to the mRNA itself (antisense - Okano, J. 
Neurochem. 55:560 (1991); Oligodeoxynucleotides as Antisense Inhibitors of Gene 
Expression, CRC Press, Boca Raton, FL (1988)). Triple heUx- formation optimally result.-. 
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in a shut-off of RNA transcription from DNA, while antisense RNA hybridization blocks 
translation of an mRNA molecule into polypeptide. Both techniques have been 
demonstrated to be effective in model systems. Information contained in the sequences of 
the present invention is necessary for the design of an antisense or triple helix 
oligonucleotide and other DNA binding agents. 

Agents which bind to a protein encoded by one of the ORFs of the present invention 
can be used as a diagnostic agent, in the control of bacterial infection by modulating the 
activity of the protein encoded by the ORF. Agents which bind to a protein encoded by one 
of the ORFs of the present invention can be formulated using known techniques to generate 
a pharmaceutical composition. 

4.13 Preparation of Sequencing Chips and Arrays 

A basic example is using 6-mers attached to 50 micron surfaces to give a chip with 
dimensions of 3 x 3 mm which can be combined to give an array of 20 x 20 cm. Another 
example is using 9-mer oUgonucleotides attached to 10 x 10 microns surface to create a 
9-mer chip, with dimensions of 5 x 5 mm. 4000 units of such chips may be used to create a 
30 X 30 cm array. In an array in which 4,000 to 16,000 oUgochips are arranged into a 
square array. A plate, or collection of tubes, as also depicted, may be packaged with the 
array as part of the sequencing kit. 

The arrays may be separated physically from each other or by hydrophobic surfaces. 
One possible way to utilize the hydrophobic strip separation is to use technology such as the 
Iso-Grid Microbiology System produced by QA Laboratories, Toronto, Canada. 

Hydrophobic grid membrane filters (HGMF) have been in use in analytical food 
microbiology for about a decade where they exhibit unique attractions of extended 
numerical range and automated counting of colonies. One commercially-available grid is 
ISO-GRID™ from QA Laboratories Ltd. (Toronto, Canada) which consists of a square (60 
X 60 cm) of polysulfone polymer (Gelman Tuffryn HT-450, 0.45u pore size) on which is 
printed a black hydrophobic ink grid consisting of 1600 (40 x 40) square cells. HGMF have 
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previously been inoculated with bacterial suspensions by vacuum filtration and incubated 
on the differential or selective media of choice. 

Because the microbial growth is confined to grid cells of known position and size 
on the membrane, the HGMF functions more like an MPN apparatus than a conventional 
plate or membrane filter. Peterkin et al (1987) reported that these HGMFs can be used to 
propagate and store genomic libraries when used with a HGMF replicator. One such 
instrument replicates growth from each of the 1600 cells of the ISO-GRID and enables 
many copies of the master HGMF to be made (Peterkin et al, 1987). 

Sharpe et al (1989) also used ISO-GRID HGMF form QA Laboratories and an 
automated HGMF counter (MI- 100 Interpreter) and RP-lOO RepKcator. They reported a 
technique for maintaining and screening many microbial cultures. 

Peterkin and colleagues later described a method for screening DNA probes using 
the hydrophobic grid-membrane filter (Peterkin fl/., 1989). These authors reported 
methods for effective colony hybridization directly on HGMFs. Previously, poor results 
had been obtained due to the low DNA binding capacity of the epoxysulfone polymer on 
which the HGMFs are printed. However, Peterkin et al (1989) reported that the binding of 
DNA to the surface of the membrane was improved by treating the replicated and incubated 
HGMF with polyethyleneimine, a polycation, prior to contact with DNA. Although this 
early work uses cellular DNA attachment, and has a different objective to the present 
invention, the methodology described may be readily adapted for Format 3 SBH. 

In order to identify useful sequences rapidly, Peterkin et al (1989) used 
radiolabeled plasmid DNA from various clones and tested its specificity against the DNA 
on the prepared HGMFs. In this way, DNA from recombinant plasmids was rapidly 
screened by colony hybridization against 100 organisms on HGMF replicates which can be 
easily and reproducibly prepared. 

Manipulation with small (2-3 mm) chips, and parallel execution of thousands of the 
reactions. The solution of the invention is to keep the chips and the probes in the 
corresponding arrays. In one example, chips containing 250,000 9-mers are synthesized on 
a silicon wafer in the form of 8 x 8 mM plates (15 uM/oligonucleotide, Pease et al., 1994) 
arrayed in 8 x 12 format (96 chips) with a 1 mM groove in between. Probes are added 
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either by multichannel pipette or pin array, one probe on one chip. To score all 4000 
6-mers, 42 chip arrays have to be used, either using different ones, or by reusing one set of 
chip arrays several times. 

In the above case, using the earlier nomenclature of the apphcation, F=9; P=6; and F 
+ P = 15. Chips may have probes of formula BxNn, where x is a number of specified bases 
B; and n is a number of non-specified bases, so that x = 4 to 10 and n = 1 to 4. To achieve 
more efficient hybridization, and to avoid potential influence of any support 
oligonucleotides, the specified bases can be surrounded by unspecified bases, thus 
represented by a formula such as (N)nBx(N)m. 

4.14 Preparation of Support Bound Oligonucleotides 

Oligonucleotides, i.e., small nucleic acid segments, may be readily prepared by, for 
example, directly synthesizing the oligonucleotide by chemical means, as is conmionly 
practiced using an automated oligonucleotide synthesizer. 

Support bound oligonucleotides may be prepared by any of the methods knovm to 
those of skill in the art using any suitable support such as glass, polystyrene or Teflon. One 
strategy is to precisely spot oligonucleotides synthesized by standard synthesizers. 
Immobilization can be achieved using passive adsorption (Inouye & Hondo, 1990); using 
UV hght (Nagata et al, 1985; Dahlen et al, 1987; Morriey & Collins, 1989) or by covalent 
binding of base modified DNA (Keller et al, 1988; 1989); all references being specifically 
incorporated herein. 

Another strategy that may be employed is the use of the strong biotin-streptavidin 
interaction as a linker. For example, Broude et al (1994) describe the use of Biotinylated 
probes, although these are duplex probes, that are immobihzed on streptavidin-coated 
magnetic beads. Streptavidin-coated beads may be purchased fi-om Dynal, Oslo. Of course, 
this same linking chemistry is apphcable to coating any surface v^ith streptavidin. 
Biotinylated probes may be purchased from various sources, such as, e.g., Operon 
Technologies (Alameda, CA). 
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Nunc Laboratories (Naperville, IL) is also selling suitable material that could be 
used. Nunc Laboratories have developed a method by which DNA can be covalently bound 
to the microwell surface termed Covalink NH. CovaLink NH is a polystyrene surface 
grafted with secondary amino groups (>NH) that serve as bridge-heads for fiirther covalent 
coupling. CovaLink Modules may be purchased from Nunc Laboratories. DNA molecules 
may be bound to CovaLink exclusively at the 5'-end by a phosphoramidate bond, allowing 
immobihzation of more than 1 pmol of DNA (Rasmussen et aL, 1991). 

The use of CovaLink NH strips for covalent binding of DNA molecules at the 
5'-end has been described (Rasmussen et al, 1991). Li this technology, a phosphoramidate 
bond is employed (Chu et al., 1983). This is beneficial as immobilization using only a 
single covalent bond is preferred. The phosphoramidate bond joins the DNA to the 
CovaLink NH secondary amino groups that are positioned at the end of spacer arms 
covalently grafted onto the polystyrene surface through a 2 nm long spacer arm. To link an 
oligonucleotide to CovaLink NH via an phosphoramidate bond, the oligonucleotide 
terminus must have a 5'-end phosphate group. It is, perhaps, even possible for biotin to be 
covalently bound to CovaLink and then streptavidin used to bind the probes. 

More specifically, the linkage method includes dissolving DNA in water (7.5 ng/ul) 
and denaturing for 10 min. at 95°C and cooling on ice for 10 min. Ice-cold 0.1 M 
1-methylimidazole, pH 7.0 (l-Melmy), is then added to a final concentration of 10 mM 
l-Melm^. A ss DNA solution is then dispensed into CovaLink NH strips (75 ul/well) 
standing on ice. 

Carbodiimide 0.2 M l-ethyl-3-(3-dimethylaminopropyl)-carbodiimide (EDC), 
dissolved in 10 mM 1-Melm7, is made fresh and 25 ul added per well. The strips are 
incubated for 5 hours at 50°C. After incubation the strips are washed using, e.g., 
Nunc-Immuno Wash; first the wells are washed 3 times, then they are soaked with washing 
solution for 5 min., and finally they are washed 3 times (where in the washing solution is 
0.4 N NaOH, 0.25% SDS heated to 50°C). 

It is contemplated that a fiirther suitable method for use with the present invention is 
that described in PCT Patent Application WO 90/03382 (Southern & Maskos), incorporated 
herein by reference. This method of preparing an oligonucleotide bound to a support 
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involves attaching a nucleoside 3 -reagent through the phosphate group by a covalent 
phosphodiester link to aliphatic hydroxyl groups carried by the support. The 
oligonucleotide is then synthesized on the supported nucleoside and protecting groups 
removed from the synthetic oligonucleotide chain under standard conditions that do not 
cleave the oligonucleotide from the support. Suitable reagents include nucleoside 
phosphoramidite and nucleoside hydrogen phosphorate. 

An on-chip strategy for the preparation of DNA probe for the preparation of DNA 
probe arrays may be employed. For example, addressable laser-activated photodeprotection 
may be employed in the chemical synthesis of oligonucleotides directly on a glass surface, 
as described by Fodor et al (1991), incorporated herein by reference. Probes may also be 
immobilized on nylon supports as described by Van Ness et al (1991); or linked to Teflon 
using the method of Duncan & Cavalier (1988); all references being specifically 
incorporated herein. 

To link an oUgonucleotide to a nylon support, as described by Van Ness et al 
(1991), requires activation of the nylon surface via alkylation and selective activation of the 
5*-amine of oligonucleotides with cyanuric chloride. 

One particular way to prepare support bound oligonucleotides is to utilize the 
Ught-generated synthesis described by Pease et al, (1994, incorporated herein by reference). 
These authors used current photolithographic techniques to generate arrays of immobilized 
oligonucleotide probes (DNA chips). These methods, in which light is used to direct the 
synthesis of oligonucleotide probes in high-density, miniaturized arrays, utilize photolabile 
5*-protected A^-acyl-deoxynucleoside phosphoramidites, surface linker chemistry and 
versatile combinatorial synthesis strategies. A matrix of 256 spatially defined 
oligonucleotide probes may be generated in this manner and then used in the advantageous 
Format 3 sequencing, as described herein. 

Of course, one could easily purchase a DNA chip, such as one of the light-activated 
chips described above, from a commercial source. In this regard, one may contact 
Afiymetrix of Santa Clara, CA 95051, and Beckman. 
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4.15 Preparation of Nucleic Acid Fragments 

The nucleic acids to be sequenced may be obtained from any appropriate source, 
such as cDNAs, genomic DNA, chromosomal DNA, microdissected chromosome bands, 
cosmid or YAC inserts, and RNA, including mRNA without any amplification steps. For 
example, Sambrook et al (1989) describes three protocols for the isolation of high 
molecular weight DNA from mammalian cells (p. 9.14-9.23). 

DNA fragments may be prepared as clones in Ml 3, plasmid or lambda vectors 
and/or prepared directly from genomic DNA or cDNA by PCR or other amplification 
methods. Samples may be prepared or dispensed in multiwell plates. About 100-1000 ng of 
DNA samples may be prepared in 2-500 ml of final volume. 

The nucleic acids would then be fragmented by any of the methods known to those 
of skill in the art including, for example, using restriction enzymes as described at 9.24-9.28 
of Sambrook et al. (1989), shearing by ultrasound and NaOH treatment. 

Low pressure shearing is also appropriate, as described by Schriefer et al. (1990, 
incorporated herein by reference). In this method, DNA samples are passed through a small 
French pressure cell at a variety of low to intermediate pressures. A lever device allows 
controlled application of low to intermediate pressures to the cell. The results of these 
studies indicate that low-pressure shearing is a usefiil altemative to sonic and enzymatic 
DNA fragmentation methods. 

One particularly suitable way for fragmenting DNA is contemplated to be that using 
the two base recognition endonuclease, Cv/JI, described by Fitzgerald et al (1992). These 
authors described an approach for the rapid fragmentation and fractionation of DNA into 
particular sizes that they contemplated to be suitable for shotgun cloning and sequencing. 
The present inventor envisions that this will also be particularly usefiil for generating 
random, but relatively small, fragments of DNA for use in the present sequencing 
technology. 

The restriction endonuclease Cv/JI normally cleaves the recognition sequence 
PuGCPy between the G and C to leave blunt ends. Atypical reaction conditions, which 
alter the specificity of this enzyme (Cvz JI**), yield a quasi-random distribution of DNA 
fragments form the small molecule pUC19 (2688 base pairs). Fitzgerald et al. (1992) 
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quantitatively evaluated the randomness of this fragmentation strategy, using a Cv/JI** 
digest of pUC19 that was size fractionated by a rapid gel filtration method and directly 
ligated, without end repair, to a lac Z minus Ml 3 cloning vector. Sequence analysis of 76 
clones showed that Cv/JI** restricts pyGCPy and PuGCPu, in addition to PuGCPy sites, 
and that new sequence data is accumulated at a rate consistent with random fragmentation. 

As reported in the literature, advantages of this approach compared to sonication 
and agarose gel fractionation include: smaller amounts of DNA are required (0.2-0.5 ug 
instead of 2-5 ug); and fewer steps are involved (no preligation, end repair, chemical 
extraction, or agarose gel electrophoresis and elution are needed). These advantages are 
also proposed to be of use when preparing DNA for sequencing by Format 3. 

hrespective of the manner in which the nucleic acid fragments are obtained or 
prepared, it is important to denature the DNA to give single stranded pieces available for 
hybridization. This is achieved by incubating the DNA solution for 2-5 minutes at 80-90°C. 
The solution is then cooled quickly to 2°C to prevent renaturation of the DNA fragments 
before they are contacted with the chip. Phosphate groups must also be removed from 
genomic DNA by methods known in the art. 

4.16 Preparation of DNA Arrays 

Arrays may be prepared by spotting DNA samples on a support such as a nylon 
membrane. Spotting may be performed by using arrays of metal pins (the positions of 
which correspond to an array of wells in a microtiter plate) to repeated by transfer of about 
20 nl of a DNA solution to a nylon membrane. By offset printing, a density of dots higher 
than the density of the wells is achieved. One to 25 dots may be accommodated in 1 mm^, 
depending on the type of label used. By avoiding spotting in some preselected number of 
rows and columns, separate subsets (subarrays) may be formed. Samples in one subarray 
may be the same genomic segment of DNA (or the same gene) from different individuals, 
or may be different, overlapped genomic clones. Each of the subarrays may represent 
replica spotting of the same samples. In one example, a selected gene segment may be 
amplified from 64 patients. For each patient, the amplified gene segment may be in one 
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96-well plate (all 96 wells containing the same sample). A plate for each of the 64 patients 
is prepared. By using a 96-pin device, all samples may be spotted on one 8 x 12 cm 
membrane. Subarrays may contain 64 samples, one from each patient. Where the 96 
subarrays are identical, the dot span may be 1 mm^ and there may be a 1 mm space between 
subarrays. 

Another approach is to use membranes or plates (available from NUNC, Naperville, 
Illinois) which may be partitioned by physical spacers e.g. a plastic grid molded over the 
membrane, the grid being similar to the sort of membrane applied to the bottom of 
multiwell plates, or hydrophobic strips. A fixed physical spacer is not preferred for imaging 
by exposure to flat phosphor-storage screens or x-ray fihns. 

The present invention is illustrated in the following examples. Upon consideration 
of the present disclosure, one of skill in the art will appreciate that many other embodiments 
and variations may be made in the scope of the present invention. Accordingly, it is 
intended that the broader aspects of the present invention not be limited to the disclosure of 
the following examples. The present invention is not to be limited in scope by the 
exemplified embodiments which are intended as illustrations of single aspects of the 
invention, and compositions and methods which are fimctionally equivalent are xyithin the 
scope of the invention. Lideed, numerous modifications and variations in the practice of the 
invention are expected to occur to those skilled in the art upon consideration of the present 
preferred embodiments. Consequently, the only limitations which should be placed upon 
the scope of the invention are those which appear in the appended claims. 

All references cited within the body of the instant specification are hereby 
incorporated by reference in their entirety. 

5.0 EXAMPLES 

5.1 EXAMPLE 1 

Novel Nucleic Acid Sequences Obtained From Various Libraries 

A plurahty of novel nucleic acids were obtained from cDNA libraries prepared from 
various human tissues and in some cases isolated from a genomic library derived from 
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human chromosome using standard PGR, SBH sequence signature analysis and Sanger 
sequencing techniques. The inserts of the hbrary were amphfied with PGR using primers 
specific for the vector sequences which flank the inserts. Glones from cDNA Hbraries were 
spotted on nylon membrane fihers and screened with oligonucleotide probes (e.g., 7-mers) 
to obtain signature sequences. The clones were clustered into groups of similar or identical 
sequences. Representative clones were selected for sequencing. 

Li some cases, the 5' sequence of the amplified inserts was then deduced using a 
typical Sanger sequencing protocol. PGR products were purified and subjected to 
fluorescent dye terminator cycle sequencing. Single pass gel sequencing was done using a 
377 Applied Biosystems (ABI) sequencer to obtain the novel nucleic acid sequences. In 
some cases RAGE (Random Amplification of cDNA Ends) was performed to fiirther extend 
the sequence in the 5' direction. 

5,2 EXAMPLE 2 
Novel Contigs 

The novel contigs of the invention were assembled from sequences that were 
obtained from a cDNA library by methods described in Example 1 above, and in some 
cases sequences obtained from one or more public databases. Ghromatograms were base 
called and assembled using a soflAvare suite from University of Washington, Seattle 
containing three applications designated PHRED, PHRAP, and GONSED. The sequences 
for the resulting contigs are designated as SEQ ED NO: 1-10,289 and are provided in the 
attached Sequence Listing. The contigs were assembled using an EST sequence as a seed. 
Then a recursive algorithm was used to extend the seed EST into an extended assemblage, 
by pulling additional sequences from different databases (i.e., Hyseq's database containing 
EST sequences, dbEST version 1 14, gb pri 1 14, and UniGene version 101) that belong to 
this assemblage. The algorithm terminated when there was no additional sequences from 
the above databases that would extend the assemblage. Inclusion of component sequences 
into the assemblage was based on a BLASTN hit to the extending assemblage with BLAST 
score greater than 300 and percent identity greater than 95%. 
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The nearest neighbor result for the assembled contig was obtained by a FASTA 
version 3 search against Genpept release 114, using Fastxy algorithm. Fastxy is an 
improved version of FASTA alignment which allows in-codon frame shifts. The nearest 
neighbor result showed the closest homologue for each assemblage from Genpept (and 
5 contains the translated amino acid sequences for which the assemblage encodes). The 

nearest neighbor results for SEQ ID NO: 1-10,289 are shown in Table 1. 



TABLE 1 : Nearest neighbor (Fast A v. Genbank, Genpept release 114) 



SEQ 
ID 
NO. 


ACCESSION 
NO. 


DESCRIPTION 


SMITH- 
WATERMAN 
SCORE 


% 

IDENTITY 




1 


L27428 


Homo sapiens reverse transcriptase 


253 


32.129 


2 


X97675 


Homo sapiens plakophilin 2b 


167 


50.794 


3 


U49082 


Homo sapiens transporter protein 


1001 


56.122 


4 


U17247 


Saccharomyces cerevisiae Imhlp 


164 


25.217 


5 


Z38061 


Saccharomyces cerevisiae mal5, stal, 
len: 1367, CAI : 0.3, AMYH YEAST P08640 
GLUCOAMYLASE SI (EC 3,2.1.3) 


320 


26.144 


6 


AF080234 


Human endogenous retrovirus K polymerase 


330 


46.774 


7 


M13101 


Rattus norvegicus unknown protein 


265 


49.398 


8 


M12140 


Homo sapiens envelope protein 


458 


40.865 


9 


U49974 


Homo sapiens mariner transposase 


545 


78.571 


10 


AB014549 


Homo sapiens KIAA064 9 protein 


588 


81.818 


11 


Y12713 


Mus musculus Pro-Pol-dUTPase polyprotein 


266 


65.789 


12 


AB007903 


Homo sapiens KIAA04 4 3 


1527 


65.445 


13 


X78933 


Homo sapiens zinc finger protein 


465 


65. 979 


14 


AF081111 


Mus musculus domesticus 0RF2 


276 


63.158 


15 


AF081111 


Mus musculus domesticus 0RF2 


178 


46.341 


16 


AB012223 


Canis familiaris 0RF2 


271 


49.485 


17 


X03725 


Mus musculus ORF 2 (466 aa) 


222 


43. 902 


18 


U49974 


Homo sapiens mariner transposase 


870 


71.491 


19 


D49677 


Homo sapiens U2AF1-RS2 


476 


67.391 


20 


AJ001714 


Homo sapiens Myosin-IXA 


261 


58.750 


21 


U93572 


Homo sapiens putative pl50 


295 


50.000 


22 


AB012223 


Canis familiaris 0RF2 


182 


43. 434 


23 


X53581 


Rattus norvegicus 0RF4 


176 


40.230 


24 


L27428 


Homo sapiens reverse transcriptase 


223 


35.714 


25 


U93568 


Homo sapiens putative pl50 


227 


65.574 


26 


Y12713 


Mus musculus Pro-Pol-dUTPase polyprotein 


285 


52.542 


27 


AF003535 


Homo sapiens 0RF2-like protein 


252 


42.149 


28 


AF123881 


multiple sclerosis associated retrovirus 
element gag polyprotein 


549 


84 .821 


29 


AF123881 


multiple sclerosis associated retrovirus 
element gag polyprotein 


391 


62.500 


30 


AB022046 


Cynops pyrrhogaster alphal type II 
collagen 


151 


35.294 


31 


AF015539 


Mytilus edulis precollagen P 


265 


32. 950 


32 


Y12713 


Mus musculus Pro-Pol-dUTPase polyprotein 


367 


57.983 


33 


AL032660 


Caenorhabditis elegans predicted using 
Genef inder 


930 


37. 174 
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34 


AJ005073 


Mus musculus Alix 


2666 


88 . 565 


35 


AL117237 


Homo sapiens hypothetical protein 


523 


72. 656 


36 


U93570 


Homo <=?r3oipn<? o40 


190 


33 333 


37 


U09116 


Homo sapiens 0RF2, encodes a reverse 
transcriptase homolog 


248 


47.107 


o o 


L J J *a U %J X 


It O C LiUUX dU-L C O VXXU.O WrvE J ^Xk^L-CXll 


1S9 

X J 


4 0.206 


39 


L76559 


Drosophila melanogaster mus308 


271 


51.724 


40 


X06745 


Homo sapiens DNA polymerase alpha- 

ciiKiini-H ^ZlZi 1 — 14^9^ 


382 


68.317 


A 1 


u o J ± X y 


oc^udi^c 1 1 v«> wVmIX 1 ly diuvJi X v:^a. o c oiiv^ 

•rpTTprse transcrintasp ininiis RNaseH 

^ ^ V ^ O ^ ^ GL 1 1 W Vv^ ^ ^ k«/ ^ 111 ^ X 1 LJ. ^ X VI. V iJ X 1. 


1 fil 

X u X 


O -7 . O J X 


42 


U89959 


ArabidoDsis thaliana Similar to veast 
general negative regulator of 
transcription subunit 1 


527 


38 . 435 


43 


AB012223 


Canis familiar is 0RF2 


337 


38.122 


4 4 


X52235 


Homo ^a'n'ipri<=! ORFTT 


248 


46. 429 


4 5 


U9357 4 


Homo c^aoTpn*^ on'ha'h'ivp 0I SO 


250 


47 . 706 


4 6 


AB012221 


v^diixo X cLiLLx X. X CI. X X 0 vyr\i: ^ 


361 


45 . 802 


47 


M13002 


Mn c; TniiQpiiInQ 2ft'SS i^ "hhp oo^it"'ion "^hp 
first start codon in ORF 2; putative 


14 9 


40 . 000 


48 


X65551 


Homo saoiens antiaen of the monoclonal 
antibody Ki- 67 


224 


76. 471 


49 


X03725 


Mus musculus ORF 2 (466 aa) 


291 


45.536 


50 


U23857 


Herpesvirus papio EBNAl 


125 


36.782 


51 


AF003535 


Homo sapiens 0RF2-like protein 


220 


42.029 


52 


AF003535 


Homo ^^"Oi p"n«? nRR2 — 1 i Wp OTO'hpi n 


233 


42 . 574 


~j -J 


ABOl 2223 


V^CliiXO X dltlX X. X Cl i — LO \_/r\£ ^ 


357 


53.077 


S4 


/Wj* O -L *i *J 


Homo Q 3 TTi f^n ^ ool" ORF T 


270 


50 538 


55 


AF071081 


Mycobacterium tuberculosis proline-rich 

mi"tr''i "n homol on 

illU^Xll il^illV^X.Li'y 


198 


39.000 


•J \j 


M647 93 


Rs'h'hn^ "noT~T7(=>rr"i «?;^1 i \t^Y'\j ot~o1 i np — ti oh 
rvd L^uuio iiwxvcy_Lv-»uo odJ-U.vdx^ ^xk^xxiic i — l^ii 

protein 


194 


35.115 


57 


AF167320 


Mn *=; mnspnlns 7inp 'fino'P'r orotpin ZFP113 


742 


55 . 026 


58 


083086 


Di p1" vo *=; 1" p 1 1 iim c\\ "^^poi dpum LimA 


200 


29. 126 


59 


Z72499 


Homo sapiens herpesvirus associated 
ub i on it"in — <?DPpifip Drotpasp i HAUS P \ 


588 


69. 173 


60 


AF07 8828 


Homo '=?aD'ipn*^ talin 


557 


71 . 429 


61 


L18966 


Ro«=? 1"anT'n«=; nvrnvatp dphvdr'ocrpna *?p 
nhosnha t a sp 


2169 


90 . 685 


62 


AF081114 


Mus musculus domesticus 0RF2 


288 


42. 157 




flFn4 1330 


RoHo Qal+"^nQ MfinH \7c\ Torrpn^^t;*^ ^ iibn n i f" 
owuv./ odU.L.diio iN/^uo kxd 1^ v>ix tw*^ did 0 c oLiJkJixm.i- 

5 


166 


38 . 053 


64 


AF14 9422 


Homo *?;=ioi pn*5 nnknown 


207 


41 . 228 


65 




Homo sapiens reverse transcriptase 


170 


40.230 


u o 




Homo QaoT ORF*?— 1 "i \cf^ or'oi"^! n 
o^iiitj od^j-ciio \-/r\c X. X ^x^jucxii 


292 


56.731 


fi7 


A.inni S63 


Homo QaoTf^nQ "i mmn n on 1 ohi il in h^3'^7\/ oh^^in 

OUilHJ Od^X.<3i.lO XllUlLLllivJ^ XV^JkJIXX Xli lltSdV^y f_lldXll/ 

oon<^1"an1" rpcfion 


554 


77.87 6 


68 


AB012223 


Canis familiaris 0RF2 


225 


38.000 




Yl 271 1 

1 X ^ / X o 


Mn Q mn^onl iiq Pr"o — Pol — HnTP;:i<?ei ool \/"OTO"h^i n 
LJtxo luixo ^ IX J- Lio I. irux uvjiiTdoc ^^jx_y^x\JL.cxii 


14 8 


41.379 


7n 


U O J J \J o 


Homo ^aoi 1 i n^ — 1 r'e^T/^ 7~ «5 
nuiuu od^x.t:^i.io xjwiic; x xcvcxoc 

"hran^^oTT Dl"a*5P 

X alio J. ^ Yyf L u. o ^ 


139 


39.4 74 


71 


X03145 


Homo sapiens pot , ORF I 


217 


41.509 


72 


AF003535 


Homo sapiens 0RF2-like protein 


197 


44.231 


73 


U83303 


Homo sapiens line-1 reverse 
transcriptase 


314 


56. 140 


74 


X52235 


Homo sapiens ORFII 


202 


52.830 


75 


L49380 


Homo sapiens transcription factor ZFMl 


232 


28.261 


76 


AF078035 


Homo sapiens translation initiation 


385 


62.376 
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factor IF2 








77 


M34059 


XlV^lllW O CI k>' J- ^ 1 1 O Jk«/Owu -1- -1. i I 


283 


7 S 






78 


M11841 


simian tvne D virus 1 nol orotein 


234 


37. 


879 




79 


Y12713 


Mus musculus Pro-Pol-dUTPase polyprotein 


190 


4 n 


nnn 

u u u 




80 


M22333 


HoTTio *?a'Dipns unknown nmtpin 


215 


4 9 

4 Z • 


ft S7 




81 


D86850 


Homo s aniens HADHB 


163 


JO. 


4 Q1 

4 _3 X 




82 


M22334 


Homo sanipns un known orot* p i n 


230 




J O J 




83 


S80119 


Ra1"1"us so TPVPTSP 1" ra n s PT" i o1" a s p homolon 


264 


4 ft 

4 O . 


nnn 
u u u 




84 


AFOR 1 1 1 4 

C\l. W U X X X ^ 


Ml 1^ TTinQr^nln^ H pqI"! r^n^ ORF9 

L i Ll O 111 LI O ^ Li X LI O U^lllC O X ^ LI O WC\ I. 


213 


47 . 


826 




85 


U09116 


Homo sapiens 0RF2, encodes a reverse 

L.XdiioL.'XX^UClOC ilVJill^XVJ^ 


244 




D c; T 
0 3/ 






A.TDI 04 7 Q 


OVjillLJ Od^^XdlO J\.XIICoXli XXTS-C ^XL^L-OXll 


4 64 


69. 


091 




87 


X61296 


Rattus norvegicus open reading frame 2 


240 


4 1 . 


n o c 
Uo 3 




0 O 




Meloidogyne incognita cuticular collagen 


1 D 3 


34 . 


416 




89 


U72069 


Homo sapiens karyopherin beta2 


538 


67 . 


361 




y u 


Mo 0 4 uy 


Homo sapiens pancreatic tumor-related 
px o ue xn 


O T Q 
Z / J 


59 . 


4 94 




Q1 


AU f O 0 X 


rioiuo Sapiens pxoxxne xxcn pxctein \j± 


Z U 3 


'3 Q 
JO . 


1 Q O 

loZ 




Q9 


U ^ ^ ^ D X 


iioiuo Sapiens siiuiiax uo nunian aiDUinin^ 

OWXOO IrXUU rtL^L-C 0 0 X LJl 1 LN LllllX./C^ X IT U ^ / \J O / 


4 Z O 


Q / 
04 . 


U4 3 


ri 






Mpthorl* ponppotual t'ran*=;la1"'inn "^^uirnD 1 "i pH 
h V a n t hoT" 

uLlL-ilV^X 








9^ 


nRQns3 


HoTTio Qar^T on Q Ar'\7l — P'oA c ^/nl" Vi pI" <5 p 
riLJiiiw oajjw'Xdio rtL^yx Vw-vjrt o ^ii Liic ua o c j 


u o ^ 


fi fi 
O D , 


D D / 




y 1 


rtr vj V v) J X 1 


I4oTno Qar^"i one PHn^ 
nvjiinj oct^xdio \^nLj^ 


9 

^ -7 O 


c; Q 

30 . 


9/19 
Z*\Z 






/\ J J O 1 X 


H^^mo Q ^ m 1 on Q H<^TTior^V^*^v n»r"r^i"OT n 

nwillVJ OCl|JXdlO llWlUCLj'i_/VJ^ |JXLJUCX11 


fi4 ft 

O 1 o 


1 n 
/ U . 


X 3U 






M7 4 fi 1 

1 i / 1 O X u 


H/^mo Q^"pii on Q Qiil "F;5l~oH rrl \7/^<^T^T"^^i* o i n — 9 
ni_7iinj oct|JXdio o Lix X d L. c^wi y x^L^isJiyx w L-CXii ^ 


41 ? 

*i X *J 


1 fi 


ft 9 Q 
o z y 




97 


X582 SI 


Ml 1^ mncionInQ n-ro — — 9 ^T^ r'ol l^rrpn 

LJLIO illUOV^LlXLlO ^ J- \J dX^liCl £. \ -i- ) \^\J J — Ld^C^il 


190 


J X . 


R7 Q 
3 / 




98 


27 1173 


Ml ic; mn^onln^ inpi^itol 1 4 S — 

LJLIO IIILIO Ll J. Li. O -Li 1\J O -L L. \^ J~ J. f ^ f 


375 


o o . 


0 0/ 








t r "i SDho^ohatp rppPTntor tvop 2 








= y 

1 !~r 


99 


S80119 


Rattus "^n "rpvprsp t ■ran*^ pri nt a sp homolocr 


183 


4 0 

4 U . 


fi9 S 

O Z J 




100 


U22055 


Homo sanipns 100 kDa poaptivator 


402 


7 fi 

f o . 


fifil 

O O / 




101 


X14690 


Homo sanipns 1 amhda HuHTTT— 13 


209 


51. 


899 




102 


AF003535 


Homo sapiens 0RF2-like protein 


170 


34 . 


9 4 
Z 3 4 




103 


i I £^ 


H/^TTif^ Q^^r^T PnQ imVnr^wn T^T~otoi n 

ilLJlllL^ oaLy'XdXO LiliiS.iiLJVVil kJXLJi.CXli 


214 


43. 


519 




104 


L11672 


Homo sapiens zinc finger protein 


685 


44 . 


033 


M= 


105 


M22333 


Homo sapiens unknown protein 


261 


43. 


750 




106 


AB002312 


Homo sapiens KIAA0314 


433 


69 . 


903 




iu / 


ADO / / / 


Homo sapiens put . ORF 


T n Q 


68 . 


056 




1 n Q 
iUo 


At UUy boo 


multiple sclerosis associated retrovirus 
polyprotein 


4 lU 


60 . 


377 






[TOO Q C 1 


Homo sapiens similar to human albumin, 

oWiSS iTxOu /AOOCooivJIl LNU-JTUJex trU^ / DO/ 

Mot hi oH • r'r^noPT^'hn^l tT^^nQl^^tion Qn 1 -1 oH 

L iC U liL-'LJ. • L-L^llL^C^ L. Lid X C X d i i O X d L. X 1 o Li|^|-' X X C LJ. 

t)v author 


R 9 


1 6 . 


364 




110 


AB012223 


Canis familiaris 0RF2 


269 


A 1 
4 X . 


A QT 

4 y / 




111 


L0614 7 
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protein. 


0 4 41 


A n 0 "5 
41 D . Uz 0 




no 9 p 1 p 


Cricetulus griseus mutant sterol 
reguxauory exemenu oxnaxng prot.exn /i 


7 0 Q 


7/1 "^/l 0 
/ 4 . 0 4 z 


993 


AB017614 


Mus musculus OASIS protein 


724 


64.062 


y y 


no T £;q 0 
Uo / 00 z 


Homo sapiens similar to a C. elegans 
protein encoded in cosmid T26A5 . 


T "3 D n 
loo U 


0 U , loo 


y y %j 


Ml 7 1 

I J X r ^ ^ X 


liLiiiidii i ic X o V X X Lio X Xdi_ciiL^y do oO^Xd uti^tJ. 

transcript (LAT) ORF-2 




S f% R 1 R 
J u . 0x0 


996 


AF151821 


Homo sapiens CGI-63 protein 


180 


85.294 


997 


AF128625 


Homo sapiens CDC42-binding protein 
kinase beta 


5379 


99.509 


998 


U43194 


Mus musculus rhophilin 


1007 


45.966 


999 


AF009039 


Homo sapiens synaptojanin 


180 


34.127 
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1 nnn 


npooso^fi 


Mus musculus secretory carrier membrane 584 55.705 
protein 


1001 


U02289 


Caenorhabditis elegans GTPase-activating 
px o uexn 


650 


42. 606 


1002 


X52022 


nomo sapxens coxxagen uype vx^ a.xpna o cnaxn 


4 19 

fi X ^ 


O U . /DO 


X U J 


ri99 ^7 fi 


Homo sapiens alternatively spliced product 
usxng exon xoh. 


322 


71.622 


1004 


AF032103 


Homo sapiens ataxin-7 


833 


44.702 


X U U J 


nRfi7 ^9 


Rattus norvegicus KRAB/zinc finger suppressor 
protein x 


1 41 0 y 




X u u o 


A Tfi 1 0 Q4 Q 


Mus musculus calcium channel alpha-2-delta-C 
subunit 


604 


49.444 


1007 


M16591 


Homo sapiens protein-tyrosine kinase 


234 


89.583 


1 OOP 
X U U 0 


UZ O O O X 


Homo sapiens protein that is immuno-reactive 
with anti-PTH polyclonal antibodies 


2221 


95.263 


1009 


AF103939 


Homo sapiens echinoderm microtubule-associated 
protein-xiKe bixiAr^ 




OD . Uol 


1 U 1 u 


rn QQ9 


Homo sapiens iat-bri 


/in 
4 X U 


4 o . UUU 


Lull 




Kaposi's sarcoma-associated herpesvirus ORF 73, 
contains large complex repeat CR 73 


X d4 


O C Q "7 /I 


1019 

X (J X ^ 


77 ^ Sd ^ 


oaenornaDaiuis exegans cuna boi bMbiiiixioyuoo 
comes rrom unis gene/^ cuN/i t>oi yKoofixx.j comes 
xrom unxs gene/ culnh. rjoi yKjOfixx.o comes xrom 


ZDU 


Jz . / / O 


1013 


M95393 


ri\.jiuw ocipxci^iio px(,jL.c^xii i,^xi_/oxiic j^JiiLjopi id L do 


Z> \J 


Q1 fil 7 
X . vJ X / 


1014 


X90569 


Homo sapiens elastic titin 


1746 


82.390 


1015 


AF01014 4 


Homo sapiens neuronal thread protein AD7c-NTP 


226 


69.811 


1016 


AF187961 


ocnx zos accnar omyces pomoe uoiguiuin carooxyx 

Lcxiiixiidx iiy ux wxdo fcr 




"^n "^1 1 

OU . O X X 


1017 


AF1864 61 


Rattus norvegicus ring finger protein Fxy 


53 


30.233 


1018 


AL03552 6 


Arabidopsis thaliana extensin-like protein 


222 


36. 196 


1019 


X65165 


Volvox carteri extensin 






1020 


X98411 


Homo sapiens myosin-IE 


192 


33.140 


1 1 


iiO X 0 O X 


Caenorhabditis elegans cDNA EST yk338f6.5 comes 
trom this gene; cDNA EST EMBLiD/ozyb comes rrom 
this gene 


O "7 O 

27 9 


33 . 333 


1 099 


Y1 7 fl 
IX / 0 O J 


Human endogenous retrovirus K pol protein 


813 


85.034 


109*^ 


77 d 0*^ 


Unknown similar to Zinc finger, C3HC4 type 
(KXNLj linger; , cuna hjoi ilMidLi, uo^o^ / comes rrom 
unxs gene 


O 'D T 


zz . 4 


1094 

X w ^ *1 


7. 1 4 0 9 0 

£j X *i VJ ^ W 


Nicotiana tabacum Pistil extensin like protein, 

pax LXaX L>JJo OllXy 


188 


50.649 


1025 


AC002310 


nomo sapxens unKnown gene proQUCu 


X o / 


Do. X U 


1026 


X90ft4 9 


uaxxus gaxxus poxyoromo x prouexn 


9Q f^Q 
Z O D y 


0 D . OX 41 


1097 
X u ^ r 


m ^ft Qfi 

Lj* X J O -7 O 


r\ai-L.us norvegxcus cyiiopxasmic oynem neavy 
chain 


1 9 
X D fi Z 


Qp c: /I n 
y O . D 41 U 


1028 


U09116 


Homo sapiens ORFl, encodes a 40 kDa product 


371 


50. 407 


1029 


U23S1 9 


uaenornaDui Lis exegans no aerininon xme louna 


9 "7 R 


J X . O 41 O 


1030 


U37263 


Homo sapiens KRAB zinc finger protein; Method: 
coriccp L UdX t-xTario Xa L xon suppxxeo. oy auLfiox 


OO X 


41 0 . O 41 / 


1031 


AR01 4 SI 1 

C\Lj\J X 1 <vJ X X 


Homo *5^^oi f^n<? PCTAAOfil 1 o'ro1~*=*i n 


97 5 


6S 33<5 


1032 


Y10392 


Human endogenous retrovirus K gag protein 


706 


43. 983 


1033 


L25050 


Homo sapiens serine/proline-rich protein 


521 


57.396 


1034 


AB006624 


Homo sapiens KIAA028 6 


433 


31.897 


1035 


AF055636 


Homo sapiens leucine-rich glioma-inactivated 
protein precursor 


934 


52.459 


1036 


U66707 


Rattus norvegicus densin-180 


807 


84 .049 


1037 


AF096896 


Drosophila melanogaster pushover 


294 


33.333 


1038 


AF139185 


Rattus norvegicus myomegalin 


208 


30.366 
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1039 


Z11527 


Drosophila melanogaster CYS3HIS finger protein 


389 


51 .754 


1040 


X87342 


Homo sapiens Human giant larvae homologue 


1057 


95.181 


104 1 


297184 


HoTTin '^f^Dipn*? RTNf^l 


784 


96 . 992 


1042 


Y09022 


H om n sp^nipn*^ Noi~Sfi— lilcp T)Tn't"P*in 

ILViJlllW OOkJJ-^lLO LN \a/ l_ 1^ W J L kj J- V.^ (— ^ J. L 1 


1062 


90.217 


1043 


AB018325 


Homo sapiens KIAA0782 protein 


202 


43.363 


J. U 4 4 


AFT SSI m 


H/^mo QST^ion^ rMi't*a'f*TT7'0 V'Y'iiT^r^ol— T*ol;j't~oH "7 \ T\f^ 
n.\Ji\.\.\j od^xciio ^Lii_a.LXVc ivXLijj^cx xcxducu £.xli\^ 

X X 1 i X X^L.CXii Vi i. lXXj LN £m ^ CliiUX^dl 


74 0 


42 388 


1045 


AP000058 


Aeropyrum pernix 24 6aa long hypothetical 

^X \J L. C XI 1 


252 


41.818 


1046 


X65165 


Volvox carteri extensin 


257 


46.250 


104 7 

J. VJ *i f 


APOO'^OR 0 


Hrnno Q Ti T n Q QTmila-r ^ r\ PCTAA09QQ' fiOS: 

rHJllHJ od^Xcrllo OXlUXXoX l\Xr\t\\J c.^Z/ f OWo 

similarity to AB002297 ( PID: g2224539) 


90S8 

^ VJ J o 


Q<5 068 


J. \J T O 


AT.1 1 01 SI 

t\lJ X X w X ^ X 


nKjLiwj od^xdio 1 i_y L. 1 ic L. X (w-d X ^x^^ucxii 


352 


37 . 288 


1 04 Q 


[19 SI 1 6 

VJ ^ ^ X X u 


nH f^l" \/o ^ 1" A 1 1 nin Hi ^r'O'i Hi^nTn r'\/'t~oTil Ac?Tni HwrK^i n 

Ly X ^ L. ^ th./ O X X LXtll <wlX O ^ U X (wlC IXill ^ ^ U X d OlllX ^ VX^liCXXl 

-i nt* p TTTiprf i a 1" p phain 

J. X X ^ ^ J. CI V.> ^ V_rilU.^ll 


187 


29 . 655 


1 oso 

J. J V/ 


028863 

U^\J \J \J J 


i U i 1 W ^ XUd X X O X d O O X X 1 Xd Vul^XXCXXi X 1 X L. C X ILLC V^X CI «_ 

ph a in 1 

V^XIUJ^IL ^ 


1166 


71 . 193 


1051 


X12609 


Hnmn «^;5t!)ipn<5 anion tTan^^ooTt DTotpin f AA 1 — 
911) 

-/ J. J. / 


245 


45 . 390 


1052 


Z54327 


Caenorhabditis elegans C26D10,4 


451 


33.028 


1053 


U82808 


Homo sapiens muscle-specific serine kinase 1 


233 


78.000 


1054 


AB002384 


Homo sapiens KI7^038 6 


241 


25.566 


1 0 s 

± VJ J J 


AF1 1 7P 1 4 

t\C XX / O X 4 


L^JLlO lUU.ot..LlX Ho (JLUJ. oiS-X^JUCU XcXdLCU. X |JXtJUt;Xll 


Q84 


94 1 S6 


1 0 ^ 

± U J o 


AF1 S 1 R 4 0 

r\C X J X O 4 U 


nvjiinj od|JXdio ^^ox o ^xvjocxii 


363 

J U J 


4 S 8 QO 


± U J / 


AT.1 1 7448 

rtXi XX / 4 4 O 


rnjiinj od^xciio 1 ly i_ 1 ic L X od X ^xvjutrxii 


1 1 07 

X X VJ f 


74 180 

/I ■ X U VJ 


1 0 SR 


YQOS fi8 


H/^m/^ Q^T^Tor^Q PT~0't*0'ir^ QomiO"n(^o ;5TiH aTTno'l~3i~'ir^Ti 
xlUluL^ od^Xc^iio irxL' L.t^xii o LjLic^ii^c! diiiu diiiiu d u x^.'ix 

avpilahlp cioon via ^wi^<? — PTni"* availahip ai" 

dVOXXdi^X^ J\J\^ll vXd OWXOO C 1- \J f CI V CI X X CI J^X C CI l_ 

present via e-mail from LABEIT@EMBL- 
Heidelbera DE 


Z/ \J ^ 


98 6S8 


1059 


M26312 


OTx/r^i" o 1 a nn s f^nnir'iiln*^ unknown "OTotPin 

W J- y V_r L, V./ J- Q ^ 1.x O V_o U X 1 J. V.^ J. U O UX X J\.X L^_/ WX X J. \_ ^ J. X X 


190 


36 . 220 


1060 


AB020662 


Homo saoipns KTAAOSSS 'OT"o1"pin 


520 


37 . 808 


1061 


M27878 


Homo sapiens DNA binding protein 


721 


71.852 




U ^ i U J o 


Ml 1 Q TTinQr^nl APlAM 4 r^T~o1~fi'i t\ t^t"^*^!! t" qot* 

LJIXO iUUl o IX X LlO rtL/rtiJ ^XOUCXll ^XC^liXoWX 


689 


63 . 704 


1063 


AF003622 


Drosophila melanogaster A-kinase anchor protein 

DAKAPS SO 


947 


62.128 


1064 


AF017368 


Mn c; mncir'nlnc; "Fa r* "i orrpn i 1" a 1 H\/*=;o1a^ia "OTO'hpin 2 

LJLIO Xtl LI O O LI X LI O X d ^ X CI i X L. d. X vUyO^XClOXCl ^X^UC^XiX ^ 


2115 


86 . 301 


1065 


X834 13 


XXLilLiaii 1 X O V X X Li. O \J \J \J \J 


550 


55.645 


1066 


AF04 0642 


PapnoThahdii"!*^ plpoan^ ooni'ains similaTii'v i"0 

V_f d d XW X 1 1 dW^X L. X O CXC^ClllO Wv^il L. u X X iO O XXltX X O. X X L. y L. W 

transacylases 


800 


35.476 


1067 


088157 
\j \j \j 2. ^ 1 


Rai""t~nc; noi^vprri r'li*^ PAM POOH — i" pttti i na 1 i n1" PTa ol" ot 

£\dL.L.LJO i ILJ X V C ^ X Lrf LI O U t^X I \^\J\J n L. C X lllX X 1 CI X X X X I, O X CI ^ V. W X 

o7"o1"pi n 1 Oa 

yj J- v.^ t,, ^ J. 1 1 J. v/ u 


541 


73.171 


1068 


AF155117 


Homo <^ariipn«; NY — R F.N— 62 an1"i(7pn 

X X V./illV.y O U \J J- ^ X X O LN J. LXJ_lLN \J C CIX1^J.^^XX 


1320 


69.470 


1069 


AC002310 


Homo ciaoi pn<^ Fin known opnp OTodnpi" 


187 


56.140 


1070 


L09190 


Homo ciaoi pn«? "hTi ohohval i n 

IlvJllLW Od^XCliO L- J — LV^-i X VJl X y CI X X X 1 


239 


21.471 


1071 


X57017 


Sa ooh a Tomvop ^ opi^pvi ap aop'hvl rrl n1"ama1"p 

ci \^ ^1 1 CJ X v_/xiiy v.^^ o j-cvj.oj.ci^ civ_r^^yj.^j_u.\_u.xLi.a.L.^ 

kina p 


418 


27 . 020 


1072 


AB028978 


Homo saniens KIAA1055 orotein 


394 


35 . 455 


1073 


U97553 


murine herDesvirus 68 unknown 


234 


30. 065 


1074 


L16507 


Sus scrofa formiminotransf erase— cyclodeaminase 


lis 


90. 076 


1075 


AB028997 


Homo sapiens KIAA1074 protein 


263 


40 . 940 


1076 


X15769 


Mus musculus UlRNA-associated 70-kDa protein 


142 


30.075 


1077 


X61296 


Ra1"i~nc; noTVPOi on ^ oopn T*paHinn ■framp 2 

XrVO. L. L. Ll O X V\J X V ^ J. \_r \Ji O XI X ^ CI J. -I-IM J-J-uXll^ ^ 


309 


47 . 794 


1078 


AF181627 


Drosophila melanogaster BcDNA. GH04 120 


699 


37 . 669 


1079 


Z71408 


Saccharomyces cerevisiae ORE YNL132w 


1757 


65.541 


1080 


Z47747 


Homo sapiens NFKBl 


322 


100.000 


1081 


U50078 


Homo sapiens p532 


1085 


77.209 


1082 


AL021918 


Homo sapiens b34I8.1 (Kruppel related Zinc 
Finger protein 184) 


893 


49.801 


1083 


AB007859 


Homo sapiens KIAA0399 


805 


99.213 
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1084 


AL023704 


Schizosaccharomyces pombe putative 
translocation eloncration factor— Tu fa milv 


800 


32 


688 




1085 


AF081568 


Mus musculus delta tubulin 


61 


56 


522 




1086 


AF181645 


L^XWO^^ilX-LCl illC^XOllV.i'^ClOL.CX L^LNr^ > OOX^X^rx 


907 




JO/ 




1087 


AL021747 


Schizosaccharomyces pombe hypothetical protein 


349 


21 


492' 




J. vj 0 0 


ARO? ^?1 


HrMTir^ Qa'nTonQ P^TZiZXriQQQ T^vo'hoin 
livjiiitj od^xciiio r\ X /-irtu -? -/ ,3 {jxtjucxii 


1 1 S7 

X X J / 


7 Q 


D O X 




1089 


AF130441 


Arabidopsis thaliana UVB-resistance protein 

riVRR 
u V ixo 


347 


33 


766 




1090 


L/ W X J ^ ^ 


X a. OlUL^UX Liitl X CLX^X^ClX iXlll \3t\£. LXUlllCtXll ^XL^UclXll 

fcvplip nt •^icrnal tran"=^dnpt \ 


^ U J 








1091 


AF082556 


Homo •^iaoipn*^ TRFl — i ntpract i nn ankvr i n — rpl ?5t pH 
ADP~ribose polymerase 


299 


38 


4 62 




1092 


S66427 


Homo saoien*? rpt inobl a st oma bindino nrotein 1 
RBPl 


603 


63 


576 




1093 


X51591 


Homo saoipns bpta — m vo sin hpavv chain MlSl AA^ 


158 


26 


84 6 




1094 


AB00233S 
\j \j ^ ^ ^ ^ 




1 

X J J 


u u 


9Q4 




1095 


ARnn7 Qso 

rtOWW / ^ ^ \J 


H i^TTi Q^r^TPnQ PCTZiZ\n4R1 T^T'(^'l~oin 
rnjiuu od^xciio rvxrtrtU'iox ^xuLcxii 


O X D 


4 ^ 


Q^l 

-? O X 




1096 


AF1097 1 9 


Mn ^ TYinQf^nliiQ RAT9 

LiUO illLi. 0 ^ m X U. 0 i. 


1 1 1 Q 

X X X ^ 


o u 


714 

/ X 




1097 


AR028 98? 


Homo ^;^oipri^ P^^TAAIO'^Q OToi~Pin 

IIWIUW Od^J-diO l\Xx^rtXU-J^ L-'X^^CCXli 


194 4 


7 4 


^ u u 




1098 


AF076183 


Ra 1 1 1] s norvpn i cn s cvt" osolic c'or'hinrr nro'hpi'n 
PACS-la 


1620 


95 


84 9 




1099 


U74586 


Rattus norvegicus double~stranded RNA specific 


393 


68 


478 








adenosine deaminase 










1100 


X83413 


Human herpesvirus 6 U88 


334 


40 


909 




1101 


AF159356 


Rattus norvegicus Muncl3-4 protein 


4605 


87 


311 




1102 


AF039690 


Homo sapiens antigen NY-CO— 8 


2056 


78 


4 65 


1103 


AF082664 


Galium oalliis infprfpron 3 1 ohr? /bp1~pi tpcpo'^ot" 1 


242 


28 


782 




1104 


J02459 


Hsr^^hPT^i oohsrrp 1 arnhHs Pvonnr^l psqp 
Jkj'Ci ^ L- c X X idy c xdiiixjt^d c^A^iiLi^^x^docf 


O O D 


27 D 


J ^ o 




1 1 n R 

X J. U J 


\M Ql d 9 


ous scxoxa. puua.i_xve mniDxtor ox apopuosis 


/t 7 1 


Q 


n 0 4 

UZ 41 


hJ 


A. J.\J \J 


AROl ^^^"^ 


v^diiXo Xdiuxxxdxxo wrvi; z 


9 0^ 
Z U s3 


R 9 
3 Z 


Q 4 1 

y fi X 


1 1 07 

J. ±\j / 


7\ on? Qfl 1 4 


nomo Sd-pxens ]\±hi\i uzfi prouem 


Q 1 1 1 

y 1 1 1 


Q Q 

y y 


Q R O 

ooz 




1 X u 0 


nft 9 1 4 
UO OZ J. fl 


Mus musculus Ca2+ dependent activator protein 


1 T n o 


y J 


1/11 
x4 i 


E 






XUx oCOxcCXOll 








5 : 


1 1 n Q 

i ± u 


£J -? J 0 -? 0 


unKnown oxinxxdrx uy wxLn snax± nK x protein 




O X . 


/ /I "7 
4 4/ 








(Swiss Prot accession number Q25112) ; cDNA EST 








! 

t t? 
















1110 


AC005048 


Homo sapiens laminin beta precursor; similar to 


770 


40, 


625 








AARQ9^ftfi ^ Pin • rr97 DPT 07 ^ 










1111 

X ± J. X 


riQT qnQ 


v^ex cupx ufiecxne nerpesvxrus xo nucxear anuxgen 


1 T 9 
X / Z 


A 1 
4 X 


c; 9 c; 
DZ 3 


















1112 


W ^ X J ^ ^ 


LJUo iLiLXo o U.X Lio iNdXDirx d o o (J v_ X d (_ u l_jn vxtjllldxil 

protein Repsl 


z o y f 




y DO 




1113 


U72972 


^r^T~ofp f^pl p"! iim/oalTTio/Hiil i n — HpoptiHpttI" r^T"o'i~cii n 

O Ul O O^i-Wi-d l.^ d X v_r X LIJ. U / ^ d XlU^U tX X X 1 1 k-'d ivXd 1 L. L^XULCXil 

kinase II isoform gamma-E 


X / o / 


QP 


1 

X -7 J 




1114 


AC00514 2 


A'T'^hiWoo^^i^ "hHaliana TMi't*a'h'iT7P r^alr^iiim r^harrnol 
di^x vj.<.>'j^o X o L.iidxxdiid i^uiLdL-XvC OdX^XLiiii LfiidiiiicrX 


Z -7 D 


9 ^ 
Z J • 


7 0^ 




1115 


AF091457 


R a i~ 1" n ^ noT~\rprr ir'nQ "finrrPT" or*o"hP"iT^ RTKF 7 ^ 

x\a ilk«'J.VC?^XV_>LiO ^Xiil^ J LIIVJCX MX Kj L. C X 1 i r\X LN £j e 


*i D O 


S9 
oz . 


7 0"^ 




1116 


AL05001 9 


H OTTi o QaT^TPn«3 H \ /o o+*hpi~'i(^al r^'K~o'f~oTTi 

llWilHJ Od^XC^iiO i i^^V-' L. X iC L. X ^d X ^XMLc^Xli 


7 Q"^ 


O -7 . 


04 1 

U 4 X 




1117 


D89285 


Mesocricetus auratus inter-alpha-trypsin 
inhibitor heavy chain 1 


1086 


35. 


727 




1 1 1 R 

X X X 0 


■ri^U U *i o ft 


Homo sapiens Ca2+ dependent activator protein 

"For" Qor'T'P'hi on • dimilaY* -ho nR^914 ^MTn>rTl'5QQQn'^^ 
XL/X o CL-X C L XCJXl , oXillXXaX CO UoD^X4 ^ IN X U . y X j O -7 U O J 


1 Q Q 1 

i o y 1 


yy . 


Q T C 

yob 




1119 


rt.D W VJ J ifl J 


Homo Qaol pnQ K"! ZXZin "^9 


c -J 


y y . 


Q 9 1 
£3 Z X 




1120 


Z98595 


Schi zosaccharomvces oombp hvr>ot hpl" i p;5 1 nrn1"pin 


477 


28 . 


155 




1121 


Z35719 


Unknown cDNA EST EMBL:D67419 comes from this 
gene; cDNA EST EMBL:C13853 comes from this 
gene; cDNA 


487 


40. 


574 




1122 


U96131 


Homo sapiens HPV16 El protein binding protein 


937 


70. 


270 




1123 


D87433 


Homo sapiens KIAA024 6 


219 


32. 


479 




1124 


AC005534 


Homo sapiens supported by human ESTs AA4 12402 


223 


72. 


222 
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\vij.u*\^£.\ji\j:^:y\jf LNn*i*ivj^x \LNXL^>^xxo^^'i^y / iii^wf Li o c 

EST AA065933 (NID* al562789) . and aenscan 






1125 


AF068748 


Mus musculus sphingosine kinase 


557 


50.289 


1126 


AB020664 


Homo ^Anipns KTAAnfiS7 nrnhpin 


507 




1127 


AC007660 


ArabidoDS i*? "t'hrilirina Dnt*at"i vp RNA hp! i pac;p 


491 


37 . 201 


1128 


M69183 


Pla *5Tnodiuin f a 1 pt nar'nTn ma'hiiT'p— na Ta c; i -t- p— -i n 'Fpr'1~pd 
erythrocyte surface antigen 


284 


51 . 923 


1129 


AF114378 


Mus musculus cypherl 


219 
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1271 


Arnn7??ft 

\J \J ( ^ ^ \J 


Homo c;ani pnc; Rr''^7?^S ? foi^rt-i;^! ^ 
iTwiii^ o d^x Clio ov^v>/^^o ^ ^^dXL-Xdxy 


SQft 


37 037 


1272 


vy X W -? \J 


Homo c^^oT one? nnW'nown 
n^iiiw od^xciio Liiirwiiwwii 


200 


J J • J J J 


1273 


X694 90 


Homo «=;r50i PTT^i 1~ i i" "i n 


2362 


98 , 939 


1274 


Y12713 


Mus musculus Pro-Pol-dUTPase polyprotein 


528 


71.560 


1275 


^^1. v f O ^ J J 


Homo caoT one WATT— 1 
nvjitiw od^xciio vvrtx 1 x 


*i U ^ 


ft7 ft7Q 
o / . o / 


127 6 


Y1624 1 


Homo c^^OT on<5 noHnl o'h'ho 
nvjiinj od^xdio 1 icjhj Lix u I. 


9 ^Q7 


u J • o vj o 


1277 


AROl ft ^4ft 


H om o Q^OT one R'TAAOftn^ ovo'hoin 
injiuw od^xc;iio rvxrxrtvj o u ^xi»/Lc:xii 


^97 
jz / 


Rl 04 9 


1 97ft 


n.T94 9 Q7 Q 


noiuo odpxens j\xr\r\,\jfi ox / fi o pxroLexn 


R Q9 


f^l 909 
DX . ^l UZ 


1 97 Q 


nft Qfif^n 

Uo 3 D DU 


Kauuus nuxvegxcus pexoxxsorue asseirujj.y xacuor^ 


9^7 


O J . J JO 


1 9Rn 

± Z 0 u 


U D / U O O 


Mcan LnaiuocDa CdSi,exxanxx myosxn x neavy cnam 

V T n a Q o 
Tvx iid o C 


Z U J 


9 Q 9 ft Q 


X ^ O X 


AFn79R1 0 

C U / ^ O X w 


H om o eaoTonQ 'i~vanQOV"lo't"'ion ■Paoi'ov WQ'PP' 
iHJiuw od^xcriio u X di lo ox x^ i_ X vjii xdOL-UX woiE 


^ft n 

J o u 


ft 4 oon 


1282 


AB014 607 


Homo e^^oione K'TAAmn7 ovot'oin 
noiu^ od^xc^iio i\x/A^^vj 1 \j f ^xwL.cxj.1 


\J\J o 


41 Sfi4 

X . J O T 


1283 


AFO 52831 


T T~\703 n o e om^i ovn^i nnVn own 
X X y ^di lo o wiiid v.'X Li^x LiiiiS.iivjvvii 


1 34 

X O T 


Ifi 111 
JO. XXX 


1284 


AC003038 


Homo sapiens R30923 1 


575 


72.993 


J. ^ (J ^ 


L>>^ ^ ^ X ..J 


Homo c=oionc: K'TAAnn'^9 


91 d 

4^ X *1 


^ ^ 010 

O J . U X u 


1 9ft 

J. ^ Q U 


AFl Oft ft 4 
nc X vj o O T J 


Homo Q30T onQ onT7 'Ovo'f~oT n 
OxJiiLw od^Xcilo ciiV ^X U t::; X 11 


T -7 D 


R9 99Q 


1287 


A.T94 ^4 fiO 


T.o 1 Qhm^ni 3 m 3 ~i o V o vol" oooVio coVio/t 1 \/oan 
Xtc X oiiiiidiixd iiid J ux ^x u co^iivJo^i ivjy X y v_dii 


1 ft 4 

X O St 


9 Q ft R1 

Z . O J X 


1 9ftft 

J. ^ o o 


Tift Q4 "^Q 

O ^ 1 J J 


Roe ■t~^iiviie iiWt oi 11 "t^Tn — 1 t Vo ovoi^onn 
DUo LdUXLio UJJX\_^u.x i_ XI 1 xxJs.tr ^xvJLtrXil 


4 


9 R (^4 1 

Z J . O 4 X 


1289 


AL049759 


Homo sapiens dJ930Lll.l (similar to KIAA0397) 


286 


84 .615 


1 9 QO 
± ^1 ^ U 


YQQ9 1 ^ 

Ay y X X 


Drosophila melanogaster ubiguitin— specif ic 
protease 


c; Q Q 

D o y 


O Q 0-7-5 


1291 


X53556 


Bos taurus type X collagen 


252 


30.534 


T O O O 


AC UUZoo3 


Arabidopsis thaliana SF16 isolog 


180 


32 . 192 


T O O "3 




Human endogenous retrovirus K pol protein 




4 5 . 000 


iz y 4 


Ac U / lUo i 


Mycobacterium tuberculosis proline-rich mucin 
homolog 


192 


35.7 66 


1 9 Q c; 

J. z y 0 


77 on c; 9 
ii / y / 0 z 


Homo sapiens predicted using Genefinder; 
oirnxxarxty lo nuxnan KiN/i nexxcase 
(SW*P68 HUMAN); cDNA EST EMBL- 


1 D Q 
X O O 


AC. one;. 


1296 


Z22968 


Homo sapiens M130 antigen 


929 


54.386 


1297 


AB007862 


Homo sapiens KIAA0402 


1117 


82.126 


1298 


AB006755 


Homo sapiens PCDH7 (BH-Pcdh)a 


434 


37.611 


1299 


AF180920 


Homo sapiens cyclin ania-6a 


295 


29.500 


1300 


AF003385 


Caenorhabditis elegans No definition line found 


1156 


37.434 


1301 


AL035311 


Unknown l-evidence=predicted by content; 1- 


484 


36.564 
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mol" H oH=rTOT^ o "F T T^Hoy • nft4 • 1 — otjTi Hon/^o or^H • 9 — 

iUCL.Xi\^vJ. — C^l X X 1 iUC X f \JOH f X CVX\-lCm_C dlLl/ 






X ^ V ^ 


M99040 


^'t"Torirr\/l or'<»n't~"roi~n^ T\^^ ttmi "t^I"!!^ ^^Iinhpi — 1 r^ol l^rr^n 

X Wl 1^ ^ X ^ i X ^ U. LX O ^ LX X ^ U X Cl U. Ul O dX^ilCl X V_>(^X X CI ^ CX i 


X u u 


31 31 Q 
J X . ox:? 


X J W J 


AF003535 


11 Vi/lllw 3 Ci ^X d io XXTVC ^XUL,CXIi 


9 S6 


40 777 


1304 


L31840 


r\ci liuxvc^^x^Lto iiuv^xccix ^uxc ^ ^iLik^x s^j^ x ^ l. c x 1 1 

NUP107 


513 


ft S 714 

(JO* /XI 


1305 


U97553 


inujrin© hGirpGSviirus 68 unknown 


191 


37 . 143 


1306 


X00318 


Hoino sapiens apoferritin H chain 


570 


73.276 


1307 


D30648 

L-/ ^ w \J ~ Vi/ 


Homo *?r50i pns "f 1 avooTol'p'i n snhimi 1" o'f comnl py TT 


677 


88.4 96 


1308 


AF010144 


Hoino ssoipns npiiTon^?! 1~hTPr9fi OTn1"P'in Ar)7p— NTP 


274 


54 . 321 


1309 


U01317 


Homo sapiens G-gamma globin 


559 


70.492 


1310 


D79996 


Hnmn c!?5nipn<5 KTAAni74 


990 


ft 1 3QS 

ox . O ^ J 


1311 


Y17267 


Mus musculus ubiquitin-conj ugating enzyme 


322 


57.143 


1319 


n(=;3ft ft 1 

L/ D -J O O X 


noiuo bdpxfcjiiia i\x/-i/-\u X o u geiic pxcjuiiCL Xo novex. 


71 

J X O D 


y y . X D X 


1313 
± o ± ^ 


n4 9 1 SO 


/^aTTno ^alliic oV^n/^L^QTi /^SiHl^QT^in 7 

VjciXXUo yaXXLlo t-OXCKcn CaCinexXn / 


QO 


ft 4 14^ 
0 4 . X 4 D 


1314 


Ml 914 0 
LYl X Z X 4 U 


noiuo sapxens envexope pxOLexn 




4 "7 "7 04 

4 / . / y 4 


1 31 S 

X J X J 


Arnn7 97 n 


M.X aijxciupo Xo L.naxxa.na conLaxns s xiuxxaj- X L.y T-O 

iiiywoxii iicavy ^iiaxii 


O D 


* 0 D f± 


1316 


U66561 


Homo sapiens kruppel-related zinc finger 


1607 


57.067 


1317 


AF08114 4 




97 7 


"^ft S37 


1318 


M25984 


r^p11n<? rr^^llnQ ^1"P»hp — 9 wTi p T or^llarrpn 
oaxxLio yaxxLxo ox^iici ^jlr^ ovjxxciydi 


IPO 
X o u 


31 1 6Q 
ox. X o ^ 


1319 


X66363 


H r^TTi r\ c^^TTi PTi^ c^-*-"inp/t'hT~Pon"inf^ r^i^o'hoTn VinaQo 
xi^-i'iiiu oci^xc;iio ocxxnc/ i_iix cwiixiic ^x l.c::xii js.xiic1oc 


4 97 


9SQ 


1320 


AL022603 


Arabidopsis thaliana putative protein 


219 


43.590 


1321 


Y11145 


Pacifastacus leniusculus masquerade-like 

px (J L C Xll 


174 


27, 919 


1 399 
X o ^ 


Y1 7 ft 33 
IX / o o o 


nuiuciri t=iiu.oy enous reurovxrus r\ pox protexn 


O fi u 


ts 41 . UUU 


1 393 
X J z. o 


Y1 7R 39 
XX / o o ^ 


nuiuciri eiitioyenous xetrovxrus r\ env protexn 


D y ts 


DD . bo / 


1324 


Y12713 


Mus musculus Pro-Pol-dUTPase poiyprotein 


748 


49.770 


1 9 R 


n Tnn 4 q n i 

/^U U U 4 C3 U X 


Bovine herpesvirus type 1 . 1 immediate— early 
Lx diiociL- L. X Vci uox procexn wxcn uy\ xmger ^cexx 
nucleus ) 


1 Q O 

1 y ^ 


6 A . 1 bo 


1 39fi 

X O £^ U 


YQQ7 S3 


nuiiiu isdpxtirii^ Mxiio protexn ^H.r\c excnange xacuor; 


9 1 "7 
1 / 


-3 C OCR 


1 397 

X o ^ / 


MQ4 0 fi ^ 


iKJunj oo-pxciio uxf lycirooroT^a. ue osnyarogenase 


4i u y 




1 39R 

X o ^ o 


APn7 97 Rft 


rjuo iiiu.ot-.uxuo Xaucy d-cxo. uransporL pronein 
FATP3 


Z X 04 


on c c: 0 
0 U . OO J 


1329 


AJ006693 


Homo sapiens ultra high sulfer keratin 


182 


28.155 




VI C\O^C 


Homo sapiens NIK, serine/threonine protein- 
Kiriase 


/ 4 


00 n 0 n 

. yoy 


1 331 
X J O J. 


Y7 Q4 4 ft 


Homo sapiens type I 




4 0 . /oU 


1 339 
X O o Z 


7\ pn7 117 9 


nomo sapiens ribKUii; 




bU . bUb 


1 333 

X O O J 


nsni Q3 

U O U X ^ o 


L^aenornaoaiuis eiegans weaK simixaritiy tio 

^P'YAHR PT OAR ^P3'^74f^\ H \/T^r^4- Ho-h i /^a 1 T-^r-r^^- ci -5 

o IT . irt-uj v^xiWM.D vroo/fiD; nypuune uxcax protein ana 
to PIR"C48583 st rp=5 9-indnr i hi p nrotpin *^TT1 

^ v-f t J. irv .v^itj^tj—j oL-xcoo xiikjtu^XJ^xc ^xt^L-CXii OJ-XX 


d4 U 


J 1 . D / y 


1334 


AB012223 


Cani*5 f;^mili;5ris ORF9 


99R 


37 Q63 


1335 


AF106682 


Homo sani pns *^ni ndl i n 


1 00 Q 
X \J vj 


Q3 1 6R 


1336 


U07358 


H nmo ^^^oipn^ *^PT"irip/l~hT'Poninp "ri'r'ot'Pin Irin^Qfia 

l«uI'l'L%u' Odk>rXC110 OwXXlJ.^/ L. i IX C 1 X 1 1^ k./ X W U ^ X 1 1 fVX 1 id O 


7 1 fi 

/ X o 


37 3S3 


1337 


AF016507 


H om o ^^^^oipn^ P — i~p ttti in^l hinHinrr or*oi~pain 9 

ii-uiLiv./ ocLkyj.dio \_f ^^xiiixiicix X 1 iv_i.x i ivJ k^xwLvirxii ^ 


7ft 6 


ft 3 Q1 6 

0 J . ^ X D 


1338 


L15309 


llwillW Ouk^XCliO ^XXl^ J Lll^Ci^X LJXUL.CXXi 


S7 4 


74 1 3ft 

/ 4 . X J 0 


1339 


ARn94n7 s 


nv^xui^ od^xcxxo ox^vj 


QO 
y u D 


4 7 Q 9 
4 / . 0 Z 0 


1340 


M12140 


Homo sapiens envelope protein 


508 


54 . 615 


134 1 

X O *a X 


nnQ4 1 3 

U U _? 4 X o 


noino sapiens zinc linger prouem ZiNcud 


1 U J 4 


bU . uy U 


1342 


AF074086 


Homo saoipns envelone 


699 


71.533 


1343 


M11902 


Mus musculus proline-rich salivary protein 


221 


33.582 


1344 


D50464 


Mus musculus SDR2 


263 


28. 636 


1345 


X57527 


Homo sapiens alpha l(VIII) collagen 


201 


33. 125 


1346 


AC004890 


Homo sapiens similar to zinc finger proteins; 
similar to AAC01956 { PID: g284 3171 ) 


240 


30.405 


1347 


L04159 


Plasmodium falciparum 3* end., gene product 


151 


24.519 
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1348 


AL096846 


Schizosaccharomyces pombe similar to yeast DECl 

lUX L, vjv_i ivJl lUX X Ci X XililCX X I. dl dliU CtV^L.Xii 

pvt o <5 kp 1p t on o"ra;3 n i at ion DT~otein 


281 


22.651 


1349 


AC002389 


Homo saniens GAPDH— 2 like 


262 


47 . 525 


1350 


AC0054 98 


Homo «=?f3nipn<=; Rll 66S 9 


160 


43 . 284 


1351 


M63595 


Xpnoniic; 1 ;^pvi aloha — 1 tvop TT pollaopn 


238 


27 . 397 


1352 


AL035472 


Mvpoha p t PT"ii]TTi IpDTap nntati vp OTot p i n *=;\/n t h p "i *^ 

L J y \_r W Jt_/ CI V.r ^ .1. J. 11 J. C 1. CI ^ ^ U L> CI L. U. V ^ J_ \J o_yii^i-i^ou.o 

initiation factor 2 


172 


35.780 


1353 


L i ^ ^ (J ^ 


f^alln<=: rralln<=! alnha — 9 t vnp T Pol larrpn 

VJOXXLIO ^ CI X X Li O O.Xka'iiCl ^ L-j^^v!? X k^WXXO^di 


180 


31.169 


1354 


AL049759 


Homo sapiens dJ930Lll.l (similar to KIAA0397) 


813 


66.509 


± O ~J ^ 


79479 ^ 


iKJlUvJ ocl^XcrXxo illXUL/ycil XXivULLv^XJOX C y^llc iUXy c. 


1 QS9 
X o ^ 


Q1 4^7 

J X . 4 O / 


1356 


M11052 


Mus musculus envelope polyprotein precursor 


176 


34 .375 


1 J O / 


H.r J- o ^ 1 o u 


Drosophila melanogaster unknown 


o o o 


ox. / yz. 




RR 

UO X O O J 


nOulCj bapxcllo oXinxXcix LO an docxri JOUIlUXXriy 


O -? _7 


R4 07 4 

O 4 . U / 4 


X J 


AT.1 1 7 900 


V-'O.d lUX ilCtJJ^X L. X o CXCvJOllO CV^X L^ L. LloXllt^ 

r^^np'F'i nHpT"" m^pT ittit naT'\7 "OTPrii pi~i on 
vjci ic X X iiv^c X / kj X c X xlux 1 ici X y ^x clj.xv.^ l. xv_/ii 


90R 


^7 71 Q 


1360 


AFT 4 fi04 0 


C* ^ ^ r^oTf^pTliiQ PnHo1~hpTial ni^hr'TP oviHp 

V_ra.VXCl k/LJ X L.>C X X U O CllUW uxicxxctx I1XL.J u.^xlj.c 

synthase 


185 


30.98 6 


1361 


Ar009^1 0 


Homo csaT^i can Q FlnkT^own rr(^np "oi^oHnol" 


630 


52,151 


1362 


M647 91 


£\ci L.L.IXO iiv^xvc^^x^uo odxxvdxy k^'xv^'xxiic i l^ii kjxuucxii 


901 


32,308 


1363 


AL021747 


Schizosaccharomyces pombe hypothetical protein 


205 


55.172 


A. 0\}H 




T5^"H"Hiio ■n T*TTQ 1 1 T ^ P\T? IT* 9 

xAcicuuo n(jirveyx(_Uo wi\e z 


X o o 


4 Q 19^ 

4 J? . X Z. O 


± O O J 


Y0R71 ^ 
I U O / X o 


Ml TO TTinc/^iiliic TTaor^iilav ^^a/HViOY^Tr^ — 9 
LYlUo IllUoCUXUc) VcioCuXcix (-ciQilcxXri Z 


X O X / 


7fl S QQ 


X J o u 


U O O X X J 


Homo caoT ono T~i r\Y\ — 1 one V\0"t~a /Ta mma — o r* \/ c i" a T T t ki 

rioiinj bapxciio noii xerio joclci ycUTuiia l,x yo uaxxxri 
like protein 


94 4 

^44 


R 9 Q9 7 


1367 


\j \j ^ ^ ^ \j 


R^^'h'hnc; r^oT~\7■^^o^ol^Q PAR 'in"i~OT~^oi~i"nrT 07"0'f~onn 
r\a.ULU.o liLJX V xt^Lio rrrtix xii i^trx ciL^ u xii^ ^xuu^xii 


1 S49 

X ^ 4 ^ 


fiR 4 91 

U O * 4 ^ X 


1368 


\J J. ^ ^ Z/ \J 


PToniTio T7^r^'t"07" o^ooT*"t"T l^cii-a — oalao^hoQi/H^cjci aloh:^ 

^X^ilXllLj VCL-.L.UX ^O^L/XL.X Jw>CUCl Lj Ct X d O L. U o X t^Ct O C CtX^ilCt 

opot i rip 


1 7 

X / vJ 


4 4 Q9 R 

4 4 * ^ ^ O 


1369 


U01351 


Homo sapiens glucocorticoid receptor alpha-2 


758 


93.443 




/V J X J -7 X 


lJ/-\nio c a o "ionc V^o"t~a m\70Q"ln ViciaT7'\7 oV^ain ^ITRT AA\ 

nwiinj oci^xcriio utJUci iiiyuoxii iitrdvy t^iidxii ^xxox r\r\} 


9R 
^ o o 


971 

O O * ^ /X 




APOOQfif^fi 


miil'H'iolo GoToT'oc'ic accooia't^o^ r~o'f*voTr*iT~no 
lUUXLXpxt; oL.Xcx<JoXo dooOOXclLtrU xcUxOVXxUo 

OO 1 \7r^T~0't*01 T~\ 

^Jvjxy^jx \J i_cxii 


o _?o 


4 7 14*^ 

4 / . X 4 O 




AR009 14 ft 


Homo Gar^-ionc: KTAAOl'^O 


900Q 


R 4 R Qfi 
o 4 . o o 


1373 


M30023 


orf virus 0RF2 


167 


35.252 


1 "^74 

X sJ / ft 


AT 091 Q1 R 
r\Lt\J Z X ^ X O 


nomo sapxens 004x0. x ^rvruppex rexauea ^xnc 

CXll^CX ^XkJLCXll X04/ 


X 4 / 4 


0 / . X U U 


1375 


24 9651 


^ 0 oh ^1 T*om \70 0 G ooT~OT7i Q T ao OR T*^ V.TR 1 o 
0 dL*.oi Id X vjiiiy v^c 0 ocxcvxoxdc wrvc ±UiN.xjx^ 


1 fiR 
X u o 


97 ^fi^ 


1376 


AC002365 


Homo sapiens APXL 


266 


42.991 


1377 


AROl S4 4 0 


Oana oa'i~o^V^o'iana aloha T 1~ \/oo T ool la/Ton 
ixdiid ^d L c oXJc X di Id dx^iid x uy^c x ouxxdv^cii 


^90 
o ^ u 


9 q 4 7 0 


X J / o 


An 7fififtft 


T?a"f~"f~iio 0 T^TTQ T 1 1 e c 0 W T 1 Tm / a 1 t i im / t^*^ 4" a c c? t i itti 
XAdLLLio XiUX V y Xl_U.O o ULIX LIIIL/ V^d X X 1X111/ £JvJ L d o o X U.111 

pvohanrrpr NPPCYI 


1 Q1 

X J X 


- - - 

O O . X X o 


137 9 


X jL U \J •J ^ 


Homo ^ a o "i ptiq ARr'R 


900 


4 9 ^Q1 

4 ^ . J ^ X 


1380 


X7S996 

/\ / -J J £^ \J 


MiiQ mnQoiiliiQ aV^oT 

LilXO illUo^LlXLlO dXJV_r X 


^ \j 


fl ^7 


1381 


V01555 


Human herpesvirus 4 BYRFl, encodes EBNA-2 

/namHanrrh o-h al 1 QR4 • Hn 1 1 no-r o+- a1 1 QR4 ^ 
\ L/dlllUdUy 11 cL dX/ Xj?04^ UXXXllcX cU dX/ X^04J 


181 


31.707 


X J> o ^ 


AFO 1 4 S 4 


A.CllvJ^Uo XdtJVXo l_ji\X 


(^1 

D X O 


■^1 4 fl S 
OX, 4 O O 


± oo o 


Yl fi4 fiR 

A X D 4 D O 


H i^iTi <^ c a T~* T Q Ti o V V i/^q /Z^Z\ T— T^TQX 
nUllHJ od^Xcllo {Jx C{JX tJ^C^ L X Uc ^ /-liT. X X4XO/ 


900 
^. u u 


9Q Q1 1 

* -? X X 


1384 


D80004 


Homo sapiens KIAA0182 


640 


90.000 


1385 


M11902 


Mus musculus proline-rich salivary protein 


199 


33.793 


1386 


D86969 


Homo sapiens similar to Human zinc-finger 
protein, BR140 ( PI : JC2069) 


1479 


68.403 


1 "^07 
±oo f 


AT on R 14 
rt.XiU 0 0 0-34 


ocnx zosdccndx oiuyces ponuje serxne xxcn pxouexn 


1 7 
X / D 


"^0 0^^ 1 
OU . U D X 


1388 


AF167320 


Mus musculus zinc finger protein ZFP113 


789 


55. 140 


1389 


Z68335 


Caenorhabditis elegans predicted using 
Genefinder; similar to collagen; cDNA EST 
EMBL:D68967 comes from this gene; cDNA EST 
EMBL:D69298 comes from this gene; cDNA EST 
EMBL:D69331 comes from this gene; cDNA EST 


157 


35.514 
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tiMbii : u / Uobo comes irom tnis gene 






1390 


Z69361 


Caenorhabditis elegans Weak similarity to 
Eimeria thrombospondin (PIR Acc. No. A45517) ; 
cDNA EST EMBL:M89266 comes from this gene; cDNA 
Ijo i yKc. zfDDy , D comss zrom unis gene 


199 


40.000 


1391 


AC005396 


Arabidopsis thaliana putative proline-rich cell 
WdX± prouem 


197 


38.793 




Qi QA 1 n 

O / Z7*i X U 


Mus sp. nuclear localization signals (NLS)~ 

JJillUXIly pxOUc-Lri — bpOL J. 


1 Q /I 




± o y o 


l*i J / J O X 


IT ocucioiuOii 0.0 dCrx ug inood. txa.nscxxpt.ion xegUXaX-Oxy 

^X \J u Xll 


1 ^ fi 
X J D 


77 nnn 


1394 


/AC X U U O / 


iWX i ICtk^V^X ( — Lo CXCV^aiiO OXiltXXoX L.\J OLlL-X^LlXClX 

collaoenr coded foT bv C elenrin*^ pDNA vk6Qp4 S 


1 R 1 

X O X 


7R fiS9 


1395 


M83822 


Homo sapiens beige-like protein 


413 


82. 192 


1396 


AF08 SI fi S 


Ar^^TThhsmo^h^ r^oQ+^ol lani H M\/oi q "i n — T A 
r^v^cii i L.1 idiuv^dJCL L. c X Xdiix X L J_y(Joxii Xrt 


9 9 


4 9 4 00 


1397 


[787318 


V^nrM^nQ 1 ataTT-l c ManP*— 9 


1 son 

X -J u u 


S fi 04 1 


1398 


Yl S4 91 


twiiyij y iiidc U.O xcxuxxxii dx^iid ^xuutrxii 


Q7 


Q4 1 fil 

J 4 . X D X 


1399 


AB002321 


Hnmn c-ar>"ipn«? KTAAn'^9'^ 


9^S1 


4 07 


1400 


v7 SQ? 6 

/ J J ^ u 


Mnc; miiQoiilne ^V^ol 
rjLio iiiu.odixu.o diJCX 


99 fi^ 
z z o o 


R R OCT 


1401 


M1824 7 


ccxxiit; xc u JvcriUXd vxxlio ydy ^(JX ^XtrCLixotjx 
no 1 vnTTil" R "i n rrPTfiO 

^ j. r V— cj.li J- \j \j 


9 Q 

Z O _7 


-3 c 7 Q9 


1402 


Z97340 


Arabidopsis thaliana extensin like protein 


144 


39.344 


1403 


Y12713 


Mil Q mn e CI 1 1 ne Pt~o— Pol — HTTPPa*?*^ Tiol \/r^T'pii~ n n 

LJUO ItlLL O ^ LIX LiO J- H KJ X \jt.\J -L IT Ci J KZ W X y X (J L C X 1 i 


1 R4 

X O T 


4 77 7 


1404 


S80119 


Rp^+"1~n«5 *50 r*ci T7(^T"QO t'T~^ri«?r^T~"i'n"}~;5<;^i homo 1 on 
r\.di_L.Lio o • xcvc^xoc u X diio ^x x^ L.d o c iitw'iiit.jxuy 


^7 Q 


JO. DUO 


1405 


AF071172 


Homo sapiens HERC2 


299 


88. 636 


1406 


AFl ^4^04 


o^iiKw' od^xciio OCdX^ 


X ^ u 


O 1 QC7 
J X . ^ D / 


1407 

X 1 / 


Xi W U O \J >J 


^X X t; U LiX Llo yxXocLio Ly^c vXX t_\JX X ay tr 11 




7 7 77 7 


J- *i VJ O 




r\dLLUo JlvJX V try X(_Uo pULdboXUIu CndnilcX xGgUXdLOxy 


9 9 Q 


o 4 . u y X 


1 4 DQ 

X "i VJ J 


M^7 7 S Q 


L^'juo iiiuoouxuo ocxxiic X uxi^Xd nxgn suxxux prouexn 


9 R 4 
Z o fl 


/in 7 7 
4t U . oo o 


1410 


97 4 4 ?Q 


oUllLUyx lllUXX — oXXKWOXIllo ^ rtrpLXQc tdruXdX/ OOj dd. 

■pih'r'oin ho3T7\/ oh.?5in /P*— "f-o t*tti "i a 1 \ 
oxx7\. J — LXJXwXii iicdvy ^iidxii Lcxxiixiidx/ 


4 9 A 
fl Z D 


4 U . J X fi 


1411 


D80009 


Homo sapiens KIAA0187 


323 


57.944 


1412 


M12140 


O^JllHJ C3d^Xt^IiO CllvCXU^tr ^XL^UoXll 


'^1 fi 

J X D 


71 1 R 
/ X . X 0 D 


1413 


M13100 


Rattus norvegicus unknown protein 


263 


64 .516 


1414 


AFl 1 fi4 fi^ 

r\x. X X U 1 U J 


o L X cp Luiuy i> xxiiooxiicnoXo unknown 


9 1 Q 

<ii X y 


7 7 17 7 
o o . X / J 


1415 


[]0n039 

V VJ \J O _7 


iiit>^-.iit;x xciixd t^uxx iNu vjc X xiix i_ xon xxne xounu 


7 Q fi 


Q7 R f^l 
VI . J DX 


1416 


AROl 7 fil 4 


iiUo lllLI O O LiX Llo WrtO X O pXULCXXl 


1 Ql Q 
X ^ X y 


Q9 f^t: 9 

. D oz 


1417 


AF042379 


Homo sapiens spindle pole body protein spc97 
noinoxog \j\^r^ 


180 


25.532 


1418 


D87459 


Homo sapiens Similar to Volbox carteri extensin 
/coo aQi \ 


204 


35.766 


1419 


U33834 


Homo sapiens helicase 


350 


52.713 


1 z! 9 n 
± fi z u 


AC u u / o / 1 


nomo sapiens kiaau 4 x x 


C HQ 

DOO 


60 . 938 




7 /I Q 1 /I Q 


Saccharomyces cerevisiae similarity with H. 
puxyiiiox piid nypouneuxcdX protein xn x»ijU^ region 


169 


32.4 32 


14 99 

X *3 ^ ^ 




rnjiiiu odpxtjiio odXiVciry proxxne rxcn prouem 

^X C^LIX oUX 


1 7 "7 
X / / 


7 7 fi 7 "7 
JO . U / / 


1423 


XiV^ \J \J ^ ^ KJ ^ 


rnJlllU od^Xclio ^LiLdLXVc rvflW / rvrik-/ CXXct^LCJX pxCJUcXIlf 
^ ^ o oxiiLxxdxxL.y n *i y -J \LXL7.yxjTJOUVjy 


R n 1 

O O U X 


Q Q 1 

y Z7 . X D 0 


1424 


AiTn04 fi 39 

±X<J \J \J ""l \J ^ ^ 


Homo Q J5 o 1 one TionT~oo3'f"h\7 "f" ^ y'lTO'f" oc^Hoi^aoo 
O^llLW od^XCilO 1 LIX w^d u I ly L.dXyt^L ti^oLcXdoc 


1 9 n R 

X Z U J 


7 Q 7^9 
/ y . / DZ 


1425 


X64346 


Saimiriine herpesvirus 2 ORF 73; ECLFl 


221 


29.070 


1426 


Y08986 


Brassica naous nl eo*^ i n — 1 i kf=» Drritpin 


190 


36.84 2 


1427 


M99063 


Homo sapiens cytokeratin 2 


372 


54.348 


1428 


AF099976 


Mus musculus schlafen4 


710 


47.012 


1429 


D13636 


Homo sapiens KIAAOOll 


374 


41.579 


1430 


AJ245569 


Mus musculus hypothetical protein 


249 


67.273 


1431 


AF139744 


Streptococcus pyogenes serum opacity factor 
precursor 


144 


31.304 
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1432 


D70831 


HoTHO <5aDien<5 Zinp— f increr nrotein 


710 


59 . 016 


1433 


X52235 


Homo <?aoipn«; ORFTT 


197 


42 . 667 


1434 


AF042379 


Hoino *?ar)ipns soinrflp doIp hodv orotpin *50c97 
homolog GCP2 


534 


82 . 569 


1435 


AL049608 


Arabidopsis thaliana extensin-like protein 


160 


37 . 662 


1436 


AB014514 


Homo sapiens KIAA0614 protein 


347 


73. 973 


1437 


AF043944 


Mytilus edulis nongradient byssal precursor 


223 


31.092 


1438 


U44898 


Homo saoiens SNAP4 5 subunit 


301 


54 . 237 


1439 


X89383 


Rattus norvegicus SNFl-related kinase 


308 


73.684 


14 40 
J. 1 1 w 


rtC VJ ^ / X O J 


V-fX y ]|^ L.UO^WX XUX Llill ^ClX V Llitl Lli i J\.i 1^ Wi 1 


2 38 

^ -J o 


33.735 


± *i 1 X 


r\L. \J >j Zf\J ^ 




£. 4L. ^ 


?9 0R2 


14 4 9 


O J O X 


R ^ 1" "i" 1 1 Q noyTrorri ^ ORT<^1 
r\ci(_uuo iivji vtsyxoLio \ji\c x 


900 


4 0 SOfi 


14 4'^ 
J. *± 1 J 


AFn4 ^9Q7 


v^iiXdiuy vjvjiinji la 0 x cxiiiicix vj l, x x ^\jxy \t\) uxiiuxiiy 

protein RB47 


1 Q9 

X 


1? 4 R4 


14 4 4 

J. *i T *i 




r\.ciL.L.LiO 1 IvJX V y X 0 LXo V^X J\. Ct 0 0 wOX d L. oLlJ^oL-XCtUCf 

pl30 


1 R 

X O J ^ 


R 4 90 


1445 


M27 878 


Homo <=?aoipn^ DNA bindincr OTotpin 


734 


74 . 265 


144 6 


AF057557 


Homo '5aoipn<=5 ant" i — Fa =5 — i nriiippd aoooto^^i*^ 


196 


63 . 462 


1447 


AJ133125 


Mus musculus immunity assocated protein 38 


315 


48.387 


1448 


U64608 


Caenorhabditis elegans coded for by C. elegans 

oDNA vk17^n19 ^ 


334 


34 .706 


14 4 9 
J. 1 *i J? 


r\£ \J ^ ^ ^ ^ \J 




88 6 


90 . 972 


1 4 


AROI 4 SR4 


H rMTi Q^Tti^riQ ]^TAA0fift4 r^T"r%"l"^"in 
riwiinj od^xdio rvxrtrtuuoi ^xwucxii 




77 0R3 


1 4 S 1 
X 1 *J X 


AROI R 9 


H /^TTi c3ar^ionc3 1^X112107^0 r^T~o'}"Ci"in 
fUJiinj od^xdio rvxrij-iu / ju ^xulcxxi 


1 OQO 

X U 17 U 


SO 1 4 

■J\J . X 4 D 


1452 


Z78064 


Caenorhabditis elegans predicted using 

VJtJIlC X XllUcX / oXlllXXdX LvJ V-vJ X X dy Ci 1 / OULNrt iitO 1 

EMBL:D69730 comes from this gene 


151 


31.544 


1453 


U12134 


Homo sapiens RAD52 


223 


69.091 


1 4 S4 

X 4 J *i 


uu / y / 3 


oa±xu.o yd-LXuo dxpiid ± coixdyen type xx± 


1 "^4 
X J 4 


10 R Q7 


1 4 S 

X 4 J J 


AT DRDI 4 1 

rtXf VJ O vj X 4 X 


rivjiuo oapxciio iiypoi-iie t X odX pxot-ein 


1117 
XXX/ 


D / . ^1 I? O 


1 4 S 

X 4 J o 


AT n^i 


OOIlX ^t^bdL-OlldX uiiiyoco pOuLUtr pULdt-XVe 
L. X di io i^x X L. 1 (jx o^xx^xiiy xd^UL^x 


1 «0 

X 


9R R7 1 


14 57 


04 ^SR S 

L/ *S O J O J 


LiLLo lULio^ixxuio ^xwucxii /vxiidoc xcxdi-CLJ. r\d X 
T)TOl"Pin k'ina'=!PS' Mp'hhori* oonopTThna 1 1" T'an <=5 1 a 1~ "i on 

supplied by author 


?R0 
o w 


S7 141 


1458 


AB029335 


Ha 1 op\/nt*h 1 a myf^t^i HrPF.T— 


238 


32 . 738 


1459 


U82982 


Cavia porcellus GEC-3 


227 


38.679 


1 4 fin 

X D VJ 


7. 1 Q S 7 4 


nv_/iinj od^xc^iio o Y JS.CX d L XXI x / 


1 7fl 
X / o 


fil lfi4 


1 4 fil 

X *i D X 


ARDI 4^91 

U X *a J ^ X 


rHJilHJ od^Xoilo lA X r-Lrt U D Z, X ^XtJLcXll 


-3 O D 


IQO 


1 4 fi9 

X *i D ^ 


A.T1 "^1 S9 fi 
rtu X ^ X ^ ^ u 




X O D 


fiR 9 Ql 

DO . ^ -? J 


1 4 fi^ 

X *i \J J 


rtO U ^ ^ 17 / 


wx y o njx a y Lio L^Liiixi_,Ltx lio ixy^jc^x^juxdx xz.d uxtjii 

activated cation channel 


1 R 

X O D 


11 9R0 
«J X . ^ o u 


14 64 


\J \J *i \J \J \J 


v.-'d ci iv-^x 1 Id J.jmx L. X o cxcydiio ^(j^^cui xu^x ^» tsxcyaiio 

cDNA vkl73cl2 5 


114 

»J J ri 


14 70fi 


1465 


X70944 


Homo <=;aoipn<=; PTR— a<=;c!OPia"t"pH ciolir'Snn 'f ^ c^i" nT 
Li^iiiKj od^xoiio IT ± o a. o o u X d u cm o^xx^xiiy xd^u^^x 


231 


30 . 366 


1466 


AJ24 34 60 


T.cii Qhmani a manoT ■n'roi~PO'nho<5ohorrl x/c^'n 


221 


33.173 


1467 


U81788 


Drosophila melanogaster kinesin-73 


257 


61.538 


1 4 fiR 

X 4 DO 


ni 4 fi^s 

U X *d \J J ^ 


V^dcIlUx XldJJUi U X o cXcgdllo bXIUXXdx L.(J \jr\Dr\ anci 

glycine receptors 


D 0 X 


14 


1 4 fiQ 

X *i D ;? 


M94 ^SS 


mjiuo odpxciio xxxdyyxxn 


R 1 R 
O X o 


14 014 

J 4 . U X 4 


1 4 "70 


Ml 91 4 0 


noiuo sapxens envexope protexn 


4 Q7 


qn 1/1 R 
OU . 04 O 


1471 


X97675 


Homo sapiens plakophilin 2b 


186 


77.778 


1 4*79 


AP004 R 


rnjiiiw od||JXcriio oxiiixxdx vn-tULf h ^ i\xrt.(jvj _? j ^ f 

similar to P46934 ( PID : gll71682 ) 


91 1 

^ X X 


S4 fiRR 

J 4 . D O O 


1473 


U42471 


Mus musculus Wiscott-Aldrich Syndrome protein 
homolog 


226 


39.669 


1474 


AF001305 


Pneumocystis carinii f. sp. carinii protease 1 


195 


27.485 


1475 


X75931 


Bos taurus Cleavage and Polyadenylation 
specificity factor (CPSF) lOOkD subunit 


2445 


98.660 
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1 4 7 


AFflft 4 S9 1 
rtr u o 4 J ^ X 


nuiiiu odf-zxeiio iJxcXcicixri i\ xrinxux t.tru yucirixric 
nucleotide-exchange protein 2 


1 SS9 
X J J z 


Q4 9ft 

.ZOO 


14 7 7 


yft ^4 1 ^ 

AO O 4 X J 


nUillclil IltiXptso VXx Uo D UOO 


1 7 S 
X / o 


4 1 ^OQ 

4 X . O U 


1 4 7 R 


AF1 fi4 fil 9 


Homo QaoT OTi Q onTrol r^r*o+*0"i n 
rnjiinj oCl||JXCllo CllvCXvJ^C ^XULCXll 


J J 4 


41 991 

4 X . Z Z X 


1 4 7 Q 


API 1 ^^4 

rti: X X J 4 o J 


r\a uLUo iiuxvcyxL>Uo oyiiudAXii x/ 


9 "^4 

^ J 4 


fi9 '^?P 


J. 4 O U 


/-i.^ U VJ ^ J D J 


nuiinj od^-JXciio pu-t-dLxvc r\nw/ iVri^ cxxcl-uux ^xolcxii/ 
95% similarity to P49205 ( PID: gl345860) 


O O U X 


j3 . X D D 


1 4 P 1 
14 0 1 


ni "^^^4 4 

UX J D 4 4 


noiiio sdpiens proLem xexduea ln cexniinus ox Lxe 


9 '^P 

Z J O 


P 4 4 4 4 
O 4 . 4 4 4 


X *i O ^ 


AFnnQ9 4 ^ 


Homo ^^noTOTiQ or"ol"iT*iti— t't/^Vi f^la or'ot*oir^ 9 
nvjiiivj od^JXciio ^XL^xxiitr xxv_ii oxd {jxuucxii c. 


O ^ ~J 


Q4 lift 
Z? 1 • X X o 


1 4ft ^ 

X *i O J 


*J o o 


Homo ci^joicinc: K'TAAnn'^7 


^R7 


7 ^ft Q 


1 4 ft 4 

X *i O T 


Y1 7 1 ^7 




^ ^ / 


7Q 1 (^7 


1 4 ft S 

X T O *J 


AFnnn7 ft q 


D(-/xxcxxd ij U.X y JL X c X X d. i^ux y uux xcx x jyx cvj.xo ucvj 
porii nrr rprfi nn RRTI 


91ft 

^ X o 


9 Q ftft 


1486 


AF146531 


Homo sp^'nipn*^ Irri rini nn i nt pnT'^itoT— 9 


175 


64.286 


1487 


AB023161 




566 


56 . 954 


1488 


ABOl 8288 

X^LJ \J \J ^ \J \J 


Homo c'jqnipinc: FCTAAn74^ 'nToi"<=i'in 


«j ^ 1 


39 837 


148 9 


AL02192 9 


M\70oV^;^ r^'t" *^T~ 1 nm 1" nlop> i^on 1 o^^i <5 PPF 


193 


37 . 500 


14 90 


AROPR 998 


H om o ^^TTipn<5 PCTAAin7S OTol'^in 


38 6 


57 . 692 


1491 


AF124435 


Danio rerio p55-related MAGUK protein DLG3 


776 


82.482 


1492 


X65546 


Mycobacterium leprae proline-rich antigen 


145 


44.186 


1 4 Q 
1 4 ^ J 


ARH? "^1 7P1 
t\Ci U <C J X / O 


nomo sapiens i\iHH.uyDi protein 


1 1 c; 
1 D 1 D 


7 Q n 1 
/ y . u o 1 


1 4 Q4 
1 4 4 


7 4 ^7 Q 1 
4 D / -? X 


Caenor habdi t i s elegans similar to collagen 


IRQ 
loo 


00 . 0 4 y 


1 4 Q R 
1 4 Z?0 


t\z UO O X 0 o 


/ican Lnaiuoeoa casueiianii ixiyosm i/\ 


9 n c; 
Z U D 


"5 oil 
OO , o 1 1 


1 4 Q 
X 4 _? D 


TO R 4 QQ 
u U O 4 ^ y 


Rattus norvegicus L~glutamine amidohydrolase 


1 '5 9 7 


7 0 9 R Q 

/ y , z 0 y 


1 4 Q7 

X 4 17 / 


AT 091 4 Q9 

rtlj U ^ X 4 J 


UI1A.I10WI1 oxiuxxdx uo oxycooyx t.rdnoxsx dsss ^ cjjinr. 
F^T FMRT.*n33QSn mTr\f^<z frnm i-hic? rr*=>n<a • nDKIA F^T 

X l_jLiOXj> L^O.J^w/VJ ^(JiilCo X X (.JUL L^XlXo yCXlC;/ OUlNr^ EjO 1 

EMB 


9 4 
Z 4 D 


14*^ 
O O . 1 4 0 


14 98 


U27459 


Homo QJioT on ^ HORP'9T. 

iil^lllVJ OdLJXdiO livJXN.^^J-1 


91 ? 
^ X o 


fin 000 


1499 


U5007B 


Homo sapiens p532 


333 


88.679 


1500 


AE000351 


Escherichia coli orf, hypothetical protein 


899 


98.473 


1 0 U 1 


Aoy uo y 


Homo sapiens 165kD protein 


O / 4 


bz . / bb 


1 n o 


Lii y z u i 


Escherichia coli glutamine synthetase 


Iz DO 


yj . 0 b4 


1 c: n "5 
1 3 U J 


uy Uo 4 o 


Escherichia coli Acriflavin resistance protein 
r ^rjnvu protemj . 


1 bi y 


y b . bl / 


X J U 4 


i\iLt u u U Z 4 o 


Escherichia coli persistence to inhibition of 

mnycai n ot~ PlKlA V^i o c \7n"t~ H o o i c PiMZi— V^i n/Hi n/T 
lllLXXCrXil iJX ULN/T. UXtJiDyiiLXitioXo/ ULMrt. lJXIl(J.Xliy 

y^rrnl 3i~oT~ 

J- w U ^ Cl w J- 


1 J Jo 


y 4 . o4 u 


1505 


D90730 


Escherichia coli MukB protein 


1416 


94.515 


1506 


D90709 


Escherichia coli Yhhl protein 


784 


90.152 


1 ^07 
X o u / 


AO -/U 0 


noiuo Sapiens xooku protein 


1 Q 

1 y D 


/ U . 4 0 0 


1 RDR 
X o u o 


nnnn 4 ^ q 

t\Ci\j\j 4 DO y 


Acidiphilium multivorum ArsB 


bz 1 


on /I Q o 

oU . 4 o o 


1509 


X73143 


Escherichia coli NikA 


885 


95.620 


1 c: 1 n 
1 0 J- u 


T 1 n "5 O Q 


Escherichia coli f772 


d4 1 


90 , yOy 


1511 


D90731 


Escherichia coli Asparaginyl-tRNA synthetase 
(hC b.l.l.zz) ( asparagme-tRNA ligase) 
(asnRS) . 


485 


94 .872 


XDlZ 


AZ) / D OU 


Escherichia coli pspB protein 


294 


8 6 . 000 


1 O X O 


nam 1 c 
uyu /lb 


Escherichia coli Hypothetical 54 . 3 kd protein 
in Ipd— 3 5 * region (orf2) . 


716 


94.73/ 


1 S 1 4 
X 3 X 4 


nQm 4 R 
uy u / 4 0 


Escherichia coli Virulence membrane protein 
phoQ. 


O / /i 

o 4 4 


n A TOO 

yu . /oy 


1515 


X16531 


^xitr X xoii xd ^oxx CAyr\ y<^xxt:r ^xuvXull^l. 04Jvl/ ^xuuc^xxi 

(AA 1-305) 


ft R ^ 
o o o 


Q1 OQfi 
^ X . U _7 o 


1516 


AB011180 


Homo sapiens KIAA0608 protein 


560 


63.566 


1517 


AB012725 


Mus musculus zinc finger protein 


943 


91.447 


1518 


AB018274 


Homo sapiens KIAA0731 protein 


527 


.67.500 


1519 


AL035632 


Unknown /prediction^ (method: " "genef inder " " , 
version: ""084"", score : ""113 . 36"" ) ; 


573 


59.028 
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/ k</ X w ^-1 -1. L> V./ 1 1 \ lll^ 1 1 






1520 


Z11518 


Homo sapiens histidyl-tRNA synthetase 


2152 


100.000 


xD ^ ± 


\j y O J «J 


OLxo oOXvjxd £j otrxcrouxii 


1 ft7 
X o / 


^Q9 

0\J . O -7Z 




rtC U U / X / u 




1 S4 

X J *i 


ft S 714 

O J . f X 4 


1523 


AF160798 


Rattus norvegicus calcium transporter CaTl 


1513 


90.041 






nomo sapiens ine rMH/iuiftfi gene proaucu is 
novel • 


xDD 


ft 4 (^1 R 

0 . bio 


X J ^ .J 


A.T1 '^'^1 90 
rtU X J O X ^ u 


i\ci(-L,LLo 1 n_/x V try X U.O irxwxxiit; xx^ii oyiici|yoc: 
A or* 1 1" pH Ti'mt'pin 9 




ft n 1 ft Q 


1526 


A58331 


Hnmn *=;Pini pn*? nnnsinpH r>TDt*Pi"n DTOfinpt" 


831 


99 . 115 


1527 


U39060 

W ^ _x V-/ V-? W 


Mn TTin *=; pn 1 n nl nrrirTiTi" i H TPPPntnT" 

L J U. 0 illU 0 ^ U. U. 0 U X Li ^ Vu/ Li X X luiL .1. C ^ ^ k> L^ W X. 

interacting protein 1 


219 


84 . 091 


1528 


U7 1273 


^ ^pT'O'f^ rr 1 n pn e H H ^ p TT 

U O O J- \J J- d y -1- LlV-r w O X vlCl O ^ XX 


704 


60 . 667 


1529 


J. \J \J \j \j 


R^iM-n*^ norvprriPiT^ rm910 fAA 1-1RRfi^ 

ixCtCL^LIO ilWXvtryXv^Llo ykJ^XVy ^ r\t\ X X \j O \j f 


9 Sft 

i. -J o 


ft 4 4 4 4 


1530 


U66707 


Rattus norvegicus densin-180 


558 


60.432 




Ml ft Qfll 

L i X O I? U / 


noxilL} od^JXtrlio llXXcUX^Xllc (JAXvadotr 


D O 4 


ft 1 Q*^7 
ox* D / 




ADA 9 m 1 f^ 


flOIuO odpitrllS rxlrirtU U I? pxOLcin 


'^1 ft 
O 1 O 


ft Q Sft 


1533 


AF156856 
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Sinorhizobium meliloti choline sulfatase 


254 


35. 417 


1542 


D78572 


Mus musculus membrane glycoprotein 


747 


65.000 


1543 


M63180 


Homo sapiens threonyl-tRNA synthetase 


174 


42.500 


lo4 4 


f7 ^ o n T 1 


Unknown Similarity to Xenopus F-spondin 
precursor (PIR Acc. No. A47723) ; cDNA EST 
hiMnLi : jJooiJo comes 


1 ri 1 

191 


33 . 708 


1 /I c: 
1 O 4 3 
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Mus musculus GSG2 
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Rattus norvegicus prealpha-2-macroglobulin 
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Caenorhabditis elegans predicted using 
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Xenopus laevis KLP2 protein 


191 


90.323 


1636 


AF062187 


Homo sapiens immunoglobulin heavy chain 
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Homo sapiens Protein sequence and annotation 
available soon via Swiss-Prot; available at 
present via e-mail from LABEITGEMBL- 


488 


97.403 



75 



Attorney Docket 784 







nexaeJ-Derg . utj 






1 DOO 


/\r 1 bo o 1 U 


Homo sapiens ATP cassette binding transporter 1 


1 "7 Q 

1 / y 


/I O /I O /I 
4 Z . 4 Z ^ 


1 D J y 


z»y o / o 0 


Caenorhabdit is elegans similar to Protein 
phosphatase 2C (2 domains); cDNA EST yk27 9g8.5 
t^oiiico X X vjiu. uiixo gene 


0 no 


Ob . ZoU 


1 fid n 

X D 4 U 


API :?7 Q7 Q 


nuiiiu ocipxeiio Xaiiujua. ^ xiiuiiUiiL)gxQ-)iju.xxri xxgnu 
chain variable region 


4 ftl 
4 O X 


7 4 7 4 7 
/ 4 . / 4 / 


1 fid 1 
J. D 4 X 


M.D U U / 3 O -? 


noiuo ocipxens j\xririU4 f \j pxTotexn 


1 Q7 

X -/ / 


y O . / OU 


1642 


D26067 


Homo sapiens KIAA0033 


208 


96.970 


1643 


U04267 


Gossypium barbadense proline-rich cell wall 
protein 


210 


44 .578 


1644 


AB018311 


Homo sapiens KIAA07 68 protein 


1321 


43. 644 


'\ C A ^ 

1 b4 o 


7\ ^ C O O O 

AbOoo o 


uniaentixiea PuROMYCIN-SENSITIVE AMxNOPEPTIDASE 

/ DO A \ QQ 

\ r oA; — y y 


loz 


1 n r\f\r\ 

100 . 000 


1 D4 D 


TTO o Q 1 
uz^ y b 1 


Homo sapiens similar to human albumin, Swiss- 
rroTi H.ccessxon LNumjoer ruz/DO/ ixietnoQ. 

L^vJi lv_e]J l_ Ho X L X dlio Xo I. XUli oQ^J^XXeU *-^y dULlUJX 


O T Q 

z / y 


/ O . O / i 


1 fi47 

X U 4 / 


rii R Q7 ^ 

U X O -7 f O 


L^X UovJ^liX Xo. iUe X cLI log d o L e X ^XULeXll LIXo U.X X XUtir 

isomerase 


X 0 3? 


OU . o^ o 


1 fi4R 

X VJ O 


jT.r \j o \j ^ ^ 


nLiiudii ci itJvjy ei iL/ uo xeLXvJvxxLio i\ ^(jxyiiiex doe 


R 7 

O J / 


fift fi4 4 

OO . D4 4 


1649 


AC006530 


Homo sapiens unknown 


186 


44 .286 


1650 


AF055634 


Homo sapiens transmembrane receptor UNC5C 


347 


100.000 


1 fi R 1 

1 DO 1 


Uooo / b 


Homo sapiens repressor transcriptional factor 


c: "3 "5 
ooo 


b / . Z / o 


1 ^ c; 9 


ALiUO XZ OU 


nomo sapiens au/oixizo.o (KiAAUoiyj 


1 QQ 

i y O 


bo . u4 o 


1653 


X06148 
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Canis familiaris albumin 
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Canis familiaris stimulatory GTP binding 
protein 
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88.614 
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\j y ±. 




1814 


Y16790 






JO. 


S8S 

J O J 




181 ^ 
J. \j J. ^ 


AF1 Q1 7 S? 


H om o Q^OTPnc onanocin— ■o hocoV^a+*aco 1 t l^ci 
rnjiinj od^Xdio LidiitJo xii ux^injo{JHd Ldotr XXJvc; 

px o L exn 


D X 4 


DO . 


D J D 




1 8 1 fi 

X O J. u 


ARO 1 1 0Q4 

r\SD U X X U -7 1 


nuiinj oapxerio x\xr\riUo^z pxouexn 


■^9 9 
-3 Z Z 


O J . 


7 1/1 
/ X 4 




1817 


ARO? fil 


H omo QaoTPT^Q T^ploh mo'Hi'F ooTTHanTiimrY ovoi'OT'n 
nvjiinj od^JXdio rvcxoii iliolxx (.^(JII Ud xiixiiy pxvJLcXli 


4 ft 
ft J o 


Q 
O 17 . 


1 Qf; 
X y D 




1818 

X O X o 


riO J D U J 


uf ixucii u X X xtrvj. uiiridiiievj. pxrotexn pxociucL. 


1 0 Rl 
X U D / 


1 nr 

X U L 


on n 
. u u u 




1 8 1 Q 

X O X _7 


An 09 1 9 Q 


rvdLLUS nox vegxcus ivirXiZ 


X u y 4 


O O . 


D DU 


18 90 
X o ^ u 


AT 091 08 


unKnown / px euxcLXon— ^nieTinoa. . genexxnaex , 


z y / 


du . 


R 1 1 

oil 


tF= 






vpr «5 1 on -""084"" <^ ootp • " " 1 4 7 QO " • 








=^ 






/matrh^ f dpc;r * " "T.T 








£o 


1821 


M61 18 5 


RoQ t"^iii^iiQ nliTh^mio ^ioiH — r'loH oT'O'hoiTs 

£JkJO L-dULXLlO ^XLlUdlLlXC dOXU XXOIi ^Xv^UCXll 


917 

^ X f 


R9 


17 4 

X f 4 




1822 


D16226 


wx y 1- (J X dy u o o ixiix^ llx ixo uiitr ux uiiti iiiciiLUcXo UX 


X J J o 


Qfl 

yu . 


R (^ft 

0 D 0 








c^oHinm — rrliioocp ooi"T"3nQooT^"hciY" "familx/ 
o^J^JXU.lU yXLI^vJOC L. X di lo^iwix Ltix Xdiuxxy 










1823 


AB02321 S 


Homo <2-SOi priQ P^TAAOQQR or"0"l~o"in 
xiwiUw odj^xc^iio r\ X rtrt vj _7 ^ o Ljxoucxii 


JO/ 


O D . 


ft R 




1824 


AB001772 


^^xwiid odvxyiiyx zrniii j 


91 1 

^ X X 


4 R 
4 D . 


Rft ft 
DO O 


y s 


1825 


D4204 3 


Homo C5 ja o 1 pn Q THp h;59n99 rrono oyoHiio"!" i q noTzcaT 
fujiiiw od^xc^iio J. lie Lia ^ ^ yciic ^X(,j(^LiOL. Xo ilvjvtiX * 


9 4 0 


9 ? 


01 Q 

U X ^ 


5 


1826 


U93872 


PC^oo*5T * ^ 3 y oom is — Q <3 oo "i a"i~pH Hoi"oocttt vitc F "7 
i^-d^JWox o odx ^vjiiid dooi-/^XdL.t3v^ iicx^ti^ovxxLio \Jt\£ 


9 9 
o ^ z 


97 


4 R 1 

4 J X 








oori't'^T rt c; 1 ^y-ric^ oomol Pv" T"POPa"t~ r^R 7 

V^^llUOXllO XdXUC ^L^ill^^XCA XCkJt^dL. / ^ 










1827 


AC005614 


Homo sapiens F23269 2 


635 


64 . 


463 


n ^ 


1828 


AR009 ^7 4 


Homo J3 o "1 oriQ P^T A 3i 0 
nvjiinj od^j-criio rvxrviu^ / O 


(^00 


4 7 
4 / . 


Q 4 
y D 4 




1829 


AF019236 


Dictyostelium discoideum TipD 


146 


37. 


288 




1830 


M12140 


Homo sapiens envelope protein 


297 


48. 


421 




1 8 1 
X o O X 


nam ^ 


Escherichia coli Hypothetical protein in pth- 


O / O 


inn 
1U(J 










prsH xncexgenic region 










1832 


M64658 


Oryctolagus cuniculus phosphorylase kinase 
De ua suDuni L. 


191 


96. 


429 




1833 


Z78201 


Unknown Similarity to E.coli 2-oxoglutarate 
dehydrogenase (SW: 0D01_EC0LI ) ; cDNA EST 

JlirioX) . U D i7U com 


776 


58. 


163 




1834 


AF065215 


Homo sapiens cytosolic phospholipase A2 beta 


559 


45. 


506 




1 ft 7 ^ 

± O J o 


n T9 Zl ft 9 R /I 


Pyrococcus abyssi chromosome segregation 
protein (smcl) 


1 / / 


o o 
ZZ . 


4 6/ 




1 0 J D 


Uo O / / D 


Homo sapiens The KIAA0191 gene is expressed 
ubiquitously.; The KIAA0191 protein retains the 
C2H2 zinc-finger at its N-terminal region. 


zl9 


96 . 


ceo 

552 




1837 


X64346 


Saimiriine herpesvirus 2 ORE 48; EDLF5; sim. to 

FRV RRRF9 


720 


66. 


355 




1838 


U93872 


Kaposi's sarcoma-associated herpesvirus ORE 73, 
contains large complex repeat CR 73 


218 


20. 


952 




1839 


AC007138 


Arabidopsis thaliana predicted protein of 
unknown function 


191 


50. 


000 




1840 


Z75540 


Unknown similar to BRCAl C Terminus (BRCT) 
domain (4 domains); cDNA EST EMBL:D36641 comes 


173 


30. 


508 
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X X v^lll UllXO 






± O *i X 


XI S6S7 


ux o vj^i IX X a iiitr X di ivjij d o u cx £jXX x ^xwL-cxii ^rtj-i x 

1063) 


^74 


R8 1 fi^ 

JO • X D O 


1842 


J03916 


E'^^r'hpri phi i r3 pol "i r>hoc:Dh;5'l" i Hvl «=5Pri np 
decarboxylase 


945 


98 . 630 


1843 


U90880 


FuQU mbriDes zinc finaer nrotein 


665 


92 . 632 


1844 


D63881 


Homo saoiens KIAA0160 oene oroduct is novel 


219 


97 . 059 


1845 


U35376 


Homo sapiens repressor transcriptional factor 


706 


73. 134 


X O *3 \J 


ARn?8<578 


H om o <5aoT^nQ K'TAAIDSS r^T"(^i"^in 
ov_<nukJ od^xciio i\xrtrtx\j J J j^xwLCXii 


60^ 


62 41 1 

\J ^ • '3 X X 


184 7 

J. O *a / 


AF1267 16 


Homo QaoTf^nc; iiV^"ioni't~"in TTV"oocvc;<5in(T nT'0"t~ca3c;fa 
ri\-^iiio oct^xdio Lii^x^LiXLXii |jx oocio o xii^ ^x^ucctoc^ 


4 4 8 

*1 T O 


4 6 8 Q7 


1 ft4fi 

J. O rt O 


Z71906 


V^dCllL^XilCtih^U.XL.Xo C^XC^i^dilO ^.^L/LNr^ 1 HjI JOXj * i iO O O U L> 
v^VJlllCO X X L.iXX.O v^dlC 


1 *^8 
X u o 


^6 1 4 R 


1849 


AL031032 


Arabidopsis thaliana extensin-like protein 


285 


47.059 


1850 


AF181856 


Rattus norvegicus tRNA selenocysteine 

doouoxdutru ^xuutJ-Lii 


153 


95.833 


X O sj ± 


r\c vj J *j u u O 


I^iLlo lllLXo^LIJ.LLo JvXXlcroXIl XXyiiU OXldXil ^ 


90^ 
^ u o 


1 on nnn 

X W u . u u u 


IRS? 

X O J ^ 


7. 1 :> fl 4 1 

£j X ^ O *i X 


wx y v_ L, ux dy Uo L^LiiiXL^Lix uo iriiuo^iiuxx^do t: 


X ^ o o 


7 Q fi4 


1853 


M27878 


Homo <5a"0'i or^Q HMA hi nHH nrr oyol"^"! n 


87^ 


7 ^ nR4 


1854 


AL031 667 


H omo c^o-pv-iaric H.Tfi2nP11 la ^noTz^l Hf^lTr'ac;^:^ C* — 
tprminal domr^in and SNF2 N— "hPTmi ns 1 dnTn;^in«? 
containing protein, similar to KI7VA0308) 


£. \J \J 


Q'^ S4 8 


1855 


AB023155 


Homo •=5301 pn*=? FCTAAOgiR OTohPin 


955 


59 . 615 


1856 


AF167320 


Ml mncjonlTic? ^ino "finrr*^?" OTo1~P>'in 7. F'Plll 

iJLXO illLXO ^ Li.X IXO ^XilV_> J Lli^CX ^XV.i'L.CXii tj £ X X ^ 


829 

U ^ J? 


7 6 871 

/ vj . U /X 


1857 


AB000512 


f^alln^ rralln^ r^aHh^r"in — 10 
odxxLio ydxxixo ^d^j.iicxxii x\j 




78 S7 1 


1858 


Arnn4 227 


Homn c?aoipnc5 KTAOni T.R 


27 41 


1 no nnn 


1859 


M97 639 


Homo ciaoi^nc; i~ Ta n c;momHr"a n p> "roof^ol" ot" 
nvjiinj odi-'xciio L. X di ioiiiciiLk^x di ic x l.*jx 


84 0 

O H \J 


87 SQl 
o / , ^ y X 


1860 


D63476 


Homo sapiens The KIAA0142 gene is related to 
human KIAA0006 gene. 


236 


85.000 


X O U X 


AFD^il 628 


MiiQ miiQ/^nliiQ P'Rr^ — ac:c;oo"la1~oH 07*o+~0"1ti FQTT'T' 
iJLio iiiLtov^UXUo CirS-o dootJv_XdUC(wi ^xu(_cx.ll i-jOEjI 


S 9 
o ^ o 




18 62 


ARn2n 86 


Homo c;ao"if=i'nc; P^TZiZXnQ^^Q o'To+'oin 
inwim.j od^xti^iio i\x/tjt.u u ^xi^^fLcrxii 


^fl 1 

J O X 


?1 ^4 ^ 


1863 


X78933 


Homo sapiens zinc finger protein 


1018 


64.516 


1 R fi4 

X O O *4 


AT 04 Q7 R 4 


nvjinu odpxeno nypouneuxcax pxotexn 


1 1 R9 
X X 


Q R Q7 7 
yo , y I f 


1865 


Z48809 


Unknown similarity to the yeast MET30 protein 

/DTD ^ £^ c a ■{ r\n rt-ii-mi^ci-r- Q/l'5'7^^^ • r^HMZi TrCT" 

^irxn. dccession nuuiijer oio/ouj / cuiN/i ejo i 

FMRT •MRQ9fi1 o 
i-ji^ioxj , vio y ^ \j X o 


377 


29.880 


1 fl fifi 

X O D D 


AT.n sn 1 fi7 


H om o ca'O'io'nc Vt \ /t^ 0'f~V^O'}~'l T^T"^'l~ci"i n 

nuiinj odpxciio xiypoT-fie t iCdX pxutexn 


'^7 ft 


4 4 nn 


1 R fi7 

X O D / 


A.T24 2 Q1 4 


lYiUo uiuoou.xu.0 iicux X opnxn xecepuox xnuexact,ing 
factor (NRIFl) 


R 

o o o 


en ft 


1 R fiR 

X O D O 


AFn4 If^QS 


Vw-deiiox ndDcix I- X 5 exeyans oxiuxxax lo luxcocnonarXdX 
carrier protein 


9 ft 7 


-37 7 7ft 


1 R fiQ 

X O D _? 


77011 n 

£j / U O X u 


r^aonovViaV^^'l'l~TC oTo/^ane D1T2ifl 
V^dtrllUX f IdUUX U X o cXcydllb r\X XrlO . /D 


^4 0 
O fi U 


riA 977 


1 R7n 
X o / u 


L^O O X *i O 




ft 9 ^ 
0 z o 


ft T Q'^R 
OX . ^0 J 


1871 


AB029290 


Homo sapiens actin binding protein ABP620 


1516 


100.000 


1 R7 9 
X o / z 


/^u Z f± J O U D 


L/Ox amyaomondS rexnnaruuxx x axpna aynexn neavy 
cha in 


9 

Z D D 


T "5 Q1 

/ J . y X J 


1873 


AF004813 


Homo sapiens electrogenic Na+ bicarbonate 

0 0 "t" T* a n c 'O or~i~Q"r"* 

COU X dllopOx Cex ^ INDw 


700 


74.453 


1 fll 4 
X 0 / 4 




lYius muscuxus nunLxngLon yeast partner 


z / u 


y / . ouu 


1 R7 R 
X 0 / o 


U X O Z? ^ J. 


nomo sapxens retxnax pxgmenu epxtnexium 

cociOi"Pio ^1 VP^a ovoi" o i ■o 
o^crOXXXU' DX JS.L/d ^XUUtJXIl 


9 Q 

z y o 


J J . 0 J J 


1 R7 

X o / u 


y74 ^4 


pGohoT^ioV^Ta ooli T.\7cD ViomoT omio Zi 
HioOllcX X^ilXd L^UXX XiyorS. 1 HJillwXUy Lie M. 




1 nn nnn 

X u u . u u u 


1877 

X o / / 




Lidi_-di— d xuoL^dLd j ijcud iiyuxUAy J cxic oUfcrxuxu 

dehydrogenase/delta— 5-delta— 4 isomer ase 


R SR 
O J o 


R R 4 ^n 


1878 


Z21707 


Homo sapiens polypeptide 


202 


32.576 


1879 


U37775 


Mus musculus tuberin 


349 


69.231 


1880 


AF022729 


Rattus norvegicus HNK-1 sulfotransf erase 


361 


41.667 


1881 


AF081941 


Rattus norvegicus soluble adenylyl cyclase 


178 


38.961 


1882 


AF004715 


Homo sapiens jerky gene product homolog 


328 


41.270 


1883 


M60172 


Gallus gallus novel collagen protein 


342 


48.696 



81 



Attorney Docket 784 





1884 


AF056617 


Homo cj^nipn^; RW^PR? ^^cicnpi^'hpH ^inr"— "FinnPT 

nUlll^ OCl^XCliO i^VVOV-flx^ CI O O ^ X CI L> C U ^X1IV_> XXil^C^X 

Drotein BAZl 


825 


70 . 


440 




1885 


AL021482 


Caenorhabdit is eleaans Y39A1B 2 


269 


36. 


220 




1886 


D63478 


Homo saoiens The KIAA0144 apnp orodur't is 
novel . 


312 


45 . 


455 




1887 


AJ131021 


Mus TTiusciilu*^; ribosomal OTol'pin S6 kinasp 3 


720 


79. 


365 




1888 


U49974 


Homo *5aoi pns mafinPT 1" Tan ^oosa *=?p 

iiv^iiiv_/ ou^-'j.^iio Ilia. JL X 1 1 ^ J. J. a 1 1 >3 o a o ^ 


158 


64 . 


865 




1889 


AF016448 


pa pnorhahH plptians No Hp'F'ini1"i on 1 inp "fonnH 


719 


47 . 


083 




1890 


AB008164 


Homo «5anipn«? ^TIP? 


234 


94 . 


44 4 




1891 


U27196 


^^a^^^^ oallns 7inp "finnpT OTO'hp'in 

V^CIXXUXO ^CIXXUIO oXilk^ XXlil^CX ^X^L-CXIX 


250 


4 1 . 


304 




1892 


Y08564 


Homo sapiens UDP-GalNAc : polypeptide N- 
acetylgalactosaminyltransf erase 


546 


63. 


303 




1893 


AL021492 


Caenorhabditis elegans Y45F10D.il 


230 


51. 


429 




X O *i 


r\C X O U 1 C.O 


Pl -y" o r^r^ h n 1 a Tnol a n orra c +" o y" ciil "Paf"0 va ti ct^/^ r~'t" o v 
Uo upilXXd IllcXdlKJy cio Ucx oUXi.clCc LxariopvJX Ctrx 


4 9 Q 
4 ^ J 


O D . 


7nQ 




1 ft Q'S 

X O -7 J 


riR ft 1 10 


r^a on<^i^ha W olo/^a'Pic Kf^ /Ho"FTTi'!f*i/~\n lino ■F^iin/H 
k^acliux IlcliJUJ. U-Lo cXcydllb INU x XIIX L XOIl XXilC XvJUilvJ. 


^ u z 


9 S 


nnn 
u u u 




1 ft Qfi 

X O -7 U 


AT.l 1 7 (^9 

r\L} XX f DZ. O 


H /^m r\ G a none \ /t^ /^■f~V^o+*"i ^al t^v^'Hot t\ 
nUilHJ odpxtillo IiypULIlcL.XL.dX pxoLcxn 




f^9 


R Qn 

O ^ U 




1 ft Q7 


A. ^ VJ J D O 


fiLniiD odpxtriio irxoLcxii oetjuence dna dnnOLdLXOn. 
civcixxcii^xc i^\j\jLi vXd o w X o o IT X L. / dVdXXdX/XC dL 

oresent via p-mail from TiARF.TTPRMRT.— 
Heidelberg . DE 


X y u / 


Qft 


Z O o 




1898 


AB023155 


Homo sapiens KIAA0938 protein 


726 


66 . 


111 




18 99 


Y13367 


owiiiL' odpxdio jJilL'opiit.JXliL'o X L XLltr O JvXlldoc:? 


4 4 9 

1 *i ^ 


Qft 

17 O . 


*i X O 




X u 


7\ rn ft Q 1 

t\]l U O O O Z? X 


nomo sapxens puLaLXve wnoL-x proLexn 


1 Q 1 

1 y 1 


/I 1 


/ y 1 




X \j X 


rtDU U f -7 O 4 


nUlllU odpXcllo l\±r\ri\JHOD pxOLGXn 


X J 4 / 




9 Q ^ 
Z O D 




X 17 VJ ^ 


A. O -7 4 ,7 U 


nUIULJ odpXfcJllo LXLXri 


1 9 HQ 
X Z U £5 


y / . 


QQ n 

you 




X -3 J 


AFl 1 7 ft ft ft 
t\£ XX / O O O 


nuiuLf od^jxt^iio iiiyuoXii XAd 


X O fi / 


1 nn 
X u u 


nnn 
. u uu 




X ^ \J 1 


y ^ fift 


ilLJlUU odpXfcJIlo irXULtiXIl 0 cc^ueiioc dno anOOLdLXOn 


ft ^ ^ 
O O D 




AQ^ 
fi O O 


rn 






^tj^^tI^^V^I^^ c;oon ^ri^ ^TaJtqq — Pt'O'I"* a^ranlaV^lo ai" 
Qvaxxauxc owuii vxd owxoo tXLfLf dVdXXdi^xc dL 














nrp<^pn1~ vi ^ p— m;^i 1 "Prom T.ARF TTfBFMRT.— 

^XCOdlL. VXd C ItLCl XX XX Will Xl.nOi_j X i. Cjl ILJ J-l 








ru 






Hp 1 Hp 1 HpTfT DF 










X _7 VJ J 


A o *s ^ u 


noino odpxens lxlxh 


Q 9 tf; 
y z o 


Q Q 

y y . 


O Q 1 

Z HI 






A U ^ 4 !7 U 


nUillU odpXcllo LXLXIl 


X D O / 


1 nn 
1 u u 


nnn 
. uuu 




1 ^07 
X ^ w / 


y fiQDft Q 

A O ^ U O -7 


nuiiiLj odpxciio ixjdku proLSxn 


0 y o 


O D . 


'5n 
oou 




X J *J o 


rtD \J ^ J ^ 17 U 


nuiiiu odpxciio dCLxn JL>xnaxny proLSxn r\DirD^u 


1 9 /I 
X 0 Z 4 


D X . 


n Q 
uo y 




X ^ VJ 3^ 


y QO^ fift 


nuiiiD odpxciio irxOLcxn bcqucncs ana annoLaLXon 


1 

1 Do 0 


1 nn 
1 uu 


nnn 
. uuu 








dvdXXdJsJXC oLJL/il vXa OVvXoo trXtJLf dvdXXdUXtr dL 








1™ 






nrpspnt via p— mail from T.ARF.TT(3FMRT,— 

^ ■'- v^h^^ll^ CL lllOJ — 1. J~ X. Will ±J£^LJ iLt X i. i—iL J_l 














Heidelberg . DE 










1910 


AB014601 


Homo sapiens KIAA0701 protein 


390 


40. 


909 




1911 


AL031230 


Homo sapiens dJ73M23.3 (KIAA0319) 


258 


41. 


129 




1912 


L J ^ ^ U \J ^ 


Homo Q ^5 o 1 OTIC T^n oy*^'t*OT ■n ciiVmitit 
nwltHJ oapXdlo IxU, lyXULCXil oLiDLlllXL 


1 R7 
X o / 


1 nn 
X u u 


nnn 
. uuu 




1913 


AFO^ft 007 


Homo QaniOT^c; TT'TP'T 
n^iiii^ odpxciio E xv_fX 


4 7 


DO . 


Q7 1 




1914 


D10712 


Mus musculus nedd-1 protein 


614 


92. 


079 




1915 


D26069 


Homo sapiens KIAA0041 


156 


29. 


921 




1 1 D 




unKnown cuina boi hMBij : u / iy4 1 comes rrom tnxs 
gene, cun/\ ejoi cjv^dLj , u / noy i comes rrom tinxs 


z4 0 


28 . 


TOT 

387 




1917 


AFT 4 O'^fin 
/AC X 1 \J J o vj 


nwiiiL/ odpxc^iio iixoLuiic dCcLyxLx dns xcxase 


1 ^ Q 

X J y 


X uu 


nnn 
. uuu 




1918 


D4204 6 


nuiiiLf odpxcxio lilt; iidjoox gene pxouu.CL xs xeXdLea 
to S.cerevisiae protein encoded in chromosome 
VIII . 


9 Q Q 
Z 


Q7 

y / . 


Q1 7 

yx / 




1919 


AF125386 


DTOSOoh"! 1 3 mpl 3 n orrp PT* T.ft^P 
L^x w o 1 X X a. i.Lic X a 1 1 ci o L. X xjO^v^ 


99 
^ u 


O X . 


o o ^ 




1920 


D16611 


Homo sapiens coproporphyrinogen oxidase 


207 


75 . 


610 




1921 


AB028958 


Homo sapiens KIAA1035 protein 


402 


48. 


000 




1922 


X79131 


Mus musculus IB3/5-polypeptide 


1535 


78. 


105 




1923 


U72192 


Homo sapiens lysosomal trafficking regulator 
LYST 


160 


100 


.000 




1924 


AF027955 


Mus musculus G protein-coupled receptor 


754 


60. 


221 




1925 


M34551 


Homo sapiens 52-kD Ro/SSA ribonucleoprotein 


226 


34. 


307 



82 



Attorney Docket 784 



1926 


□10401 




391 


30.741 


1927 


U87965 


Mus musculus putative G-protein 


337 


50.000 




r\ij\j ^ ^ X ^ f 


rnjiinj oa.|JXdio rvxrirtvj ^ *i u ^xwLtiXii 




■^Q 94 1 




Arm fii Qi 

t\Z VJ X D X ^ X 


IxdUUUo IlUx V Xt_-Uo pOLdooXUIll Oildllllox 




Q7 Q1 7 


1930 


Z71264 


Unknown predicted using Genefinder; Weak 

o xiiix X dx X L. y HJ L^iULlotr x Ovjill^XcA d o o vJ i^x d L Ll 

t st P S — PXT*iTP*=? «?pH — 
^ o ^ ^ r ^ ^ 


325 


33. 908 


1931 


J05194 


Oryctolagus cuniculus myosin light chain kinase 
f EC 2 7 1 -1 


1077 


97.590 


1932 


AF124 396 


D;^ n "i o t~pti p> R — r^^HViPTT n "OTPP'nT'^oT 

1 1 X J- ^ J. -L. W i.\ V.r Cl V^l J_ J- 1 1 h' ^ LIJ. O \J J- 


38 9 


4 1 . 722 


1933 


U79587 


H OTTio ^^^iDTPnc? 1 TTiiTin n orr 1 il tti V— "pprrion 1 "irrVrl" 

llVu/lllW CI ^^ -U ^ 1 1 O ^llLLllUi i Vi/U -1- ^Jw' U ^ J. 1 1 V J_ ^ ^ _l_ W 1 1 J L 1 1 ^ 

chain 


320 


79 . 032 


1934 


AF035537 


Homo sapiens DNA polymerase zeta 


285 


89.583 


X 17 O J 


riQT T ft 1 
U -/ J X O X 


nwlllD od^XcIio ilLit-XcdX UUdX o^cOX X X L.X L y 
nVi oc?TihA"h^ QP 


1 R 
X o J 


R 9 Q4 1 


1936 


AF12 9756 


Homo ^p^oi pnc: RAT9 


7Q^ 


4 0 Sfifl 


1937 


089677 


LJL.IO iLiLi o ^ Lix Lio rvxyii 


^ J _? J 


7 R 00 R 


1938 


Z93372 


Caenorhabditis elegans predicted using 

OC^llCXXllUCX f y^lJVir\ CjiJ 1. yJVJ'iJLiJiJ V^(JliltSO XX kJHI L.IIX o 

rrenp : cDNA EST \/k^4Sri^ ^ pomps ■Ftotti thi ^ cif^r]^ 

^ \^ X f \^ I^LTI U O -1- y i^. ^ T ■i^ ^ m ^ ^ WlllC O J- J- Will l^llXO ^^llO 


746 


48.052 


1939 


AF104414 


Mus musculus large tumor suppressor 1 


944 


78.261 


1940 


AB002376 


Homo sapiens KIAA0378 


780 


76.220 


1941 


1,20303 


odxxuo ^dxxLio d^uxxi xxxdiUdiL doovjwXd ^xuLcxii 


Sfi 9 


^7 ?7 0 


1942 


AJ133521 


Drosophila buzzatii protease, reverse 

L_ X dl 1 o L,X X|J l_ d o c / X XJJtJIl Lit- X t; d is c tl^ XIlLcyxdotr 


228 


29.787 


X ^ 1 J 




iiUo ILllXo O LlX LLo lllOXll^r^ y^im |JX(JvJ.L10L 


P HQ 
0 u ^ 


1 nn nnn 
X u u . u u u 


X J rk H 


771 9 64 


FIt^ L^'Pt/^TnT'Pl T" £^ /"A llOTY^^ d n £^ 1 TTX /"A £^ * Ta7 iii ■a l/" 

Uil Jvl ivj Wl 1 ^XcUXl_L-fc;U LloXiKJ otri Ic X X IlvJ.tr X ^ WcdJs. 

similarity to Mouse T-complex-associated- 

■t*PQ"l~PQ — PVT^T'PQ QoH — 
L. C O L. C O C A X ^ O O U 


4 fi9 


"^4 PI 9 


194 5 


X15187 


nvjiin^j od^JXCiio |JX trt^U-X ovJX ^vjxy^c^ L Xt^lt; ^rtrt. ^X LvJ 

782) 


1 7 1 
X / D X 


Q7 T 1 9 
J? / . X X ^1 


1946 


D78572 


Mus iniispi^lns thpttiIdts np nl vporiTotp i n 

L -1 lifA O ILL YmI O \JL ^ KJL *^ llt^lilA^ ^ a 1 1 W ^ y K-/ J- W ^ ^ ^ 1 1 


184 


so 000 


1947 


D87077 


Homo saoiens KTAA0240 


483 


93 . 750 


1948 


AE000699 


Acjuifex aeolicus chromosome assembly protein 
homolog 


143 


22.414 


1949 


AJ131244 


Homo saoiens Sec24A orotein 


433 


95 . 161 


1950 


U09820 


Homo sapiens helicase II 


259 


100 000 

J. V V • \J\J\J 


1951 


AB030502 


XenoDiis 1 apvi XDRPI 


729 


82 S7 6 


1952 


M74165 


Galli3<5 cr;^lli]«^ tpnsin 


4 fi4 

1 VJ 1 


4 S 27 6 


1953 


AE00014 2 


Rsohp'TiohiA pol 1 oi Th^ii~iTrP 1~T*anc3r^or"l~ OT~oi"0"in 

l->0 ^llC X X 1—1 1 X Cl V^(../XX ^LiL.dL.XvC UXdllO^UX L. ^XWL.CXli 


1 04 Q 

X U *1 ^ 


Qft 94 


1954 


AF0254 67 


popnoTh^iV^H'il""!^ Qlprr^^no oo'ni~a'iT*i<5 QiTn'i1ar''li~\7 t"o 
ci iij'x 1 icij^v_ix u X o cxcv^dixo v^vJii l. dxiio o xiiixxdx x L.y HJ 

drosoohila DNA-bindina orotein KIO fNTD'a814fi) 


X O X 


4 ^ S4 ft 

4 sJ . J 4 O 


1955 


A56817 


unidentified unnained nrotpin DTodnpt 


255 


53.571 


1956 


AF060246 


Mus musculus zinc finaer nrotein 106 


1295 


80.543 


1957 


X75342 


Homo sapiens Shb 


335 


42 . 636 


1958 


M74165 


Gallus gallus tensin 


1269 


87.879 


1959 


AB002384 


Homo sapiens KIAA038 6 


67 6 


54.545 


1960 


AF017112 


Mus musculus non — prvt hTocvt p hptp? sDPptTin 


170 


100 000 


1961 


X12492 


Homo sapiens CTF-1 factor (AA 1 - 4 99) 


1087 


95. 906 


1962 


211527 


L^x (jovj]Jiixxd iiicxdinjy do Lex v_,iDorixo xxiiger prousxn 


7 4 9 


7 4 910 

/ 4 , Z X 


1963 


J02974 


Acanthamoeba castellanii myosin IB heavy chain 


183 


37.000 


1964 


X90840 


Homo sapiens axonal transporter of synaptic 

VP H p 1 P <5 

V KZr O _1_ ^ _L v3 O 


1904 


99. 647 


1965 


M27266 


Mus musculus p59fyn 


168 


25.424 


1966 


L40459 


Mus musculus latent transforming growth factor- 
beta binding protein 


1279 


88.701 


1967 


Z48583 


Unknown similar to ATPases associated with 
various cellular activities (AAA) ; cDNA EST 
EMBL: Z14623 


267 


42.553 
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1968 


AF181631 




94 S 


98 


4ft T 

*i O X 




1969 


S48472 


i.v?XXO v.'ClL.UlkS a.X^XOLIiXXCll,.ClOC ''^f x^lA o o 


171 


S7 


ft "^ft 
o o o 




1970 


Z70683 


[Jn krinwn WPrik <?'iTTi'il?ir"i1"\/ Iri Hnm^n +'VT"oc;in*=> — 

wllJvllv^Wll »¥ C CI J\. OXillXXClJ L U ^ C ilLilLlClii L.yxuoxiic 

protein kinase CSK (SW:CSK HUMAN); cDNA EST 
EMBL:C10908 c 


396 


4 7 

4 f • 






1971 


AF078790 


Caenorhabdi t i plpOr^n*? Nn Hpfi n i 1~ i on 1 i np "FonnH 


159 




*J U 1 




1972 


Z22642 


Homo sapiens PO-GA 


214 


28 . 


488 




1973 


X56203 


Plasmodium falcinarum livpr <5t"aap an1"iapn 


314 


23 , 


566 




1974 


X73882 


Homo Sr50iPns mi r'TO'hnhnl p 3 cj'^irip'i "hpri nTn'hp'in 


298 




77fi 




1975 


Z71178 


Unknown similar to pro-collagen domains; cDNA 
EST EMBL '027978 romps from thi <^ opnp* nDNA F9T 
EMBL: D 


380 


40. 


411 




1976 


D10627 


Mus musculus 73 np ■finoPT* Drntpin 


747 


56 . 


287 




1977 


U09413 


Homo saoiens zinp finaPT nrntpirt ZNFl 3S 


1082 


52 . 


797 




1978 


AF106682 


Homo sapiens spindlin 


770 


75 . 


159 




1979 


AL023781 


Schi zosaccharomyces pomt)e N— terminal 
acetyltransf erase 1 


686 


40 . 


876 




1980 


U53332 


Caenorhabdi t is elegans No definition line found 


190 


30 . 


7 69 




1981 


AF111169 


Homo sapiens unknown 


1357 


77 . 


741 




1982 


U41164 


Rattus norveaicus Cvs2/His2 zinp finopr nrntpin 


1089 


75 . 


879 




1983 


AJ131720 


Homo sapiens alpha integrin binding protein 80 


2396 


98. 


652 




1984 


U69262 


Mii<^ mi]*^pn1n^ mp^^tri 1 "i n — 9 ■nTPPiiTc^nT' 

1 1 U k3 ILlLdt h3 ^ LIO lllCl ^ X X X X 1 1 ^ k</ X ^ LI X O X 


91 SO 


ft 


7 fiR 

/ U J 




1985 


AC007193 


IT.'^lllv-.' oaj^XdiO XU.L.CIL.XVC XlUillV^XW^ t^'X iiy|JwAXci 

indnpiblp 'f^pi~or' +"hTpp sl'nh;^ 

X 1 ik^ULL^ Xi.JX C XClV^Uv^X LllXCC CtX^ild 


1 fi 4 Q 

X O 4 ^ 




1 79 
X / ^ 




1986 


AF1131 31 

C\l. J. J. <J X ..J J. 


Homo QSn'ionQ h/^Q^f" /^olT ■far^4~/^v H/^mol r^rr T PD 
nwiLHj od^xtJiio injo u ^.^cxx XdULUx injiilvjxtjy Xiv_,ir 


4 1 
4 0 X 


^ 1 
0 1 . 


y 0 y 




1 QP7 




riuo iuuc>(-.uxu.s ULN/i oxnaxng procexn 


"7 n "5 


Oo . 


Q Q 
oy y 


rn 


1 QPR 


rtHi U U U / -7 o 


lYie unanoDaciier xum Lnermoautorropnicum u iinKea 

oXCLNiT,(_ t- X dllo X ex a 5 e 


loO 


Jl . 


z yj 




1 Qft Q 


r-VD U ± X 4 X fl 


Homo sapiens Kruppel— type zinc finger protein 


T Q n 
/ 0 (J 


O O 


o o o 
ZZZ 


ru 


1 QQO 


o / ^ X O 


urosopni±a sp. nis— xoo Kua putative Uh— h type 


"DOC 

Jib 


Z 1 . 


0i7 








r\LNi-i ucpeiiueni- rase nexxcase/ klnr, xocaxxzing 








1.: E 






px u Ucxn 








5 


1991 


Z48241 


Caenorhabditis elegans similar to coiled coil 


166 


23. 


316 








uomaxnS/ culnm. cjol yKjuzgx^.o comes xrom tnis 














gene; cDNA EST yk365dl0.5 comes from this gene; 








n = 






cDNA EST yk4 61cl.5 comes from this gene 












rvr U X z ^ 4 ^ 


uic tyostex xum aiscoiaeum nexu 


con 


oU . 


C O 

5oz 




-L -7 _7 O 


riT qp CI 

U J -7 O J X 


L-aenornaDuxii. is exegans coaeu xor Dy u . elegans 


C 1 1 

oil 


4 o . 


O ^ T 








cDNA ykl21e3.3; coded for by C. elegans cDNA 
yjvx^xco. J/ t-uojctj. xox jjy . exegans cuiNri cmuog^t 










1994 


AFnfi7 fi99 


v-^citiinjx iidjjux L X iD trxtiydiio k^onudxns Similarity to 

X X dill i^wiiid xii* xcvjvju^o ^irnLj'^/ ol^ljxc — xj 

value=l . 7e-07, N=2 


"5 9 0 




O O T 

ZZ / 




1995 


AJ003112 


Homo sapiens doublecortin 


202 


28. 


947 




1996 


AL109832 


Schizosaccharomyces pombe putative gtpase 

^p't~i\7^5"t~Tno OT"o1~P'in 

d ^ L. X V d L. X 1 i.y L^XUL-CXii 


433 


35. 


484 




1997 


087908 


Ml 1Q TYiinQonlnQ Tm/^To^y tm^^'Hotti ttt^ Q R 

LILlO ilLLlO ^ LI X LlO llLl^XCdX UXULtrXIi 1 1 L) ? O 


1 0 0 1 


OO , 


n c; 7 




1998 


ARm 4 S3ft 


H OTTio Qar^"i one WT1X7^C\^'^Q. r-\y-r\'i~ a ■{ -n 
n^iiiKj od^Xciio i\Xrvrt.vjDOO £JX(JucXlX 


Z O 0 


O O , 


"7 7/1 




X J y y 


MQ S7 f;9 


rxdLLUo iiox vtry xcuo kjriDri Lransporter 


/ y 1 


yz . 


y 1 -5 




2000 


74 QQfi7 


uiijs.injwii t-L/iNri ooi ijLudxi . 1 u u / f± -3 comss xrom tms 

y CiiC / L-L/lNrt EjOI XiL'JDJj.L-'UI^JJJD L>L^iLlCO X X DILI Ui IX O 

gene; cDNA 


Zoo 


A 1 

4 1 . 


Q T T 
O J / 




2001 


U78180 


Homo sapiens sodium channel 2 


794 


56. 


281 




2002 


AB011094 


Homo sapiens KIAA0522 protein 


940 


95. 


946 




2003 


L25055 


Escherichia coli NADH dehydrogenase 


440 


98. 


413 




2004 


AF126867 


Mus musculus calpain-like protease 


1088 


73. 


585 




2005 


L02897 


Canis familiaris beta-spectrin 


241 


49. 


315 




2006 


X85214 


Mus musculus ox40 


1059 


100 


.000 




2007 


D13159 


Escherichia coli transaldolase 


821 


98. 


450 
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o 



2008 


AF064604 


Homo sapiens KE03 protein 


493 


54.264 


2009 


X52574 


Ml i«? mnc'r'nlnc; nTP HinHinrr nr'O'hpiin 


363 


50.420 


2010 


AF060503 


ilWlLlW Odk^XdlO £jJ~LL\^ J LliU^X J- W ^ X 1 1 


780 


83.453 


2011 


D78174 


LJUO illUlO v> U X. lU O &j X V-r ^ ^XVJL.CX.11 


1436 


92 . 453 


2012 


L07736 


£\ClL.v,UlO I l\J 1. vC^X^LiO ^dXiiXL-XIlC 

palmitoyltransferase I 


J. ^ ^ £. 


55 . 828 


^ U X -J 


T.9fi04 Q 

J_i^ U w 1 ZJ 


IX diiiy ^JwiiKJi Id o X xiiiidx (J. L X X ^^yiicxii nx^cxv y oiidxii 

alpha 


1 ft4 

X O *1 


9ft 4^1 


2014 


M80537 


Drosophila melanogaster fat protein 


180 


28.767 


2015 


AF100956 


Mus musculus Bingl 


367 


41.497 


Z U J. D 




Caenorhabdit is elegans No definition line found 


1 

J J 1 


oz . 00 b 


2017 


AF005654 


Homo sapiens actin-binding double-zinc-finger 
protexn 


1835 


96.471 


Z U X 0 


q o Q /I 1 
o DZ 4 1 


nomo sapxens rs ^— Dasxc proxxne rxcn 

px u ucxil ^ rr rvDXXj pxccuxoOx pxQcexri — Ddsxc pxToxxne 

r'ip'h OT~o+~^TTiQ Pm P Pm ^ ^^nH Po^ myor^nyQr^r'^ 

{C-terminal} 


O "5 


00 , yz y 


2019 


AFn7 1 OR 1 


I jy o^jkJdo L-tsx X (xiti u Liucx Lix u o X o ^xuxxiit; xxl^ii iiiu.(^xii 
hrnnn 1 on 


^ U -7 


"^S S07 


2020 


AB029013 


Homo sapiens KIAA1090 protein 


1055 


67. 633 


2021 


r^XJ W U W X ^ ^ 


rnjiiiw od^xdio 1 iy ^ w uiic L. X d X ^xwuc^xii 


111 
III 


00.00/ 


2022 


ri7 s?7 


Homo ci^^OT P^n c; TF'TTR T"^^l a1-oH ■F^r-'hrir" hRRP 
ri^iLiv^ od^xdio X IT xxo xcxduct^ xdOLvjx iiO£\£ 


17 9 
X / ^ 


1 R4 
-? 0 . X 0 


2023 


D907 14 


F'Qr'hoT'ir'hi^ r^i^li ZilHoco 1 — or^Tmov^co ( T**f^ 
HiO L'iitrx X L>iiXd ^<w'XX rlXvJ.Uoc:; X c:;^XilLt^X dot^ ^ 

5.1.3.3) (mutarotase) . 


1 '^7 1 

X O / X 


Q7 1 
/ . X 0 0 


2024 


AF015297 


Human herpesvirus 6 (strain Uganda-1102) IE2hom 


194 


24.583 




nfi 7 7 4 


noiiio od-pxciio oxiiixxdx Lo nuiudn LNax/nx excnanger 
9 fAS7644^ 


1 Q 
X y J 


RT i^Q9 

0 / , oyz 


2026 


AB001735 


Mus musculus ADAMTS-1 


546 


54.286 


9097 


U -7 *i J O J 


nuiiiu od^xciio xec[uxGrii noiuoxoy 


1 9 1 
X Z J X 


R Q 0 4 4 
0 y , U 41 4 




AT. 0^1 Sft 

/t.Xj U O X J O J 


uii rwiiuwii / px ctixc L xon — ^lueLnoa, yenexxncier / 
vpr 1 on • " " Oft 4 " " c^oore^ • " " 1 90 f^ft"'M • 

/prediction= (meth 


91 A 


4 9 P R 7 


202 9 


AFn'S7ni Q 

r\L \J U f \J d. Zf 


UXt^, LyvJo Ltr XXUXU UX o CUXUcUIU XIlLtrxcipT-Xri 


1 Q4 
X 4 


9 0 R ^ 
Z U . ODD 


^ V J \j 


VJ V *1 O _7 J 


Homo cia-n-ionc; Qimil^-r -ho KTPnn— 4 /P^TZinOQ'^\ • 

similar to P46934 { PID : gll7 1682 ) 


7 7^ 


QP 91 4 
y 0 . Z X f± 


2031 


U094 13 


H om o ^^^oi^nQ TiTir^ i nrre^ir OT~(^"hoin 


-7 o 


c, R / R Q 
00. T 0 


2032 




LilXXXiit:^ X Ll i\.dLlX d vXXLLo \^Cl\j J~ X y ^X vJ L. tJ XI 1 


1 SQ 

X O J 


Afi 1^4 
4 D . X O 4 


2033 


0288 31 


Homo c;aT-\nonc r^TT^'t'O'in "hhai" ^mTmlT^r^— t'o^^^I'ttt'o 
OvJlllW od^Xt:^ilo |JX(w/L.CXii UlidU Xo XilUllLlIlU X^dOUXVc; 

with anti-PTH polyclonal antibodies 


J X o 


ft 9 R94 


2034 


AF038599 


OIXO OL^Xl^Xd C^ilv k^XV^L-CXli 


1 Q^^ 
X ^ o 


9 000 


2035 


D63476 


Homo sapiens The KI7VA0142 gene is related to 

hnm;:^n KTAAOOOf^ rrono 


210 


75. 610 


2036 


Z18361 

u X O ^ U X 


wvxo dxxco i_x X oxiuiiy dxxii 


9 4*^ 
Z fl O 


9 R 1 4 




AR009^0^ 


Homr^ c;=ir^Tonc: K'TZiZiO'^OR 
nUiUU iaapXCllo fxXrirVUOUO 


9 c 9 


0 0 . U 41 0 


^ u ^ o 


AR01 Rfi9Q 


nuitio odpxciib Lype xx nieuLDxarie protexn sxiuxxar 
to HIV gpl20-binding C-type lectin 


fi'^ 7 
DO / 


/ 0 . z 0 X 


2039 


Y12400 


Drosophila melanogaster putative organic cation 

LXdiio^tJx L-cx 


470 


42.222 


2040 


i\ 1 \j J ^ ^ 


Homo caoi one •7Tin^ "fiTirrov i^voi'^im 
nkjiiivj od||JXtriio z.Xiit^ xxii^crX ^JxvJLcXil 


O X D 


C 7 c: QO 

D / . oyz 


2041 


X06704 


Homo sapiens trk-2h polypeptide 


301 


89. 130 


904 9 


T 9fi'^07 


rjuo luuscuxus inyocyiie nucxear xaccor 


Z 4 O 0 


Q 7 0 C Q 

y / . z bo 


904 ^ 


no ^ fift 1 

U VJ O O O X 


noiuo od-pxens noiuoxogous uo memoers ox cne i 
kaooa B familv; orotein binds NF— Ic^^ooa R 
proteins 


O "5 tf; 
Z J O 


oo . Uo b 


2044 


M55169 


Homo sapiens tripeptidyl peptidase II 


339 


96. 154 


2045 


U53420 


Rattus norvegicus sodium-calcium exchanger form 
3 


894 


95. 652 


2046 


U84248 


Aedes aegypti blood meal-induced protein 


630 


57.042 


2047 


AF121781 


Homo sapiens unknown 


244 


25.201 



85 



Attorney Docket 784 



Z U 'i 0 


n t?n4 R09 9 


DOo uau.xUo pnospna u xcixc aCiQ pxexexirxny 

pi nj opi nj X xpct o ^ rtX 


1 1^91 

X O ^ X 


QR f^Oif, 
-/ 0 . O J? o 




AR09'^1 7ft 


HoTTi^^ c^'pi'ionQ P^TAAOQ^T i^"rT\'t"OTn 
n^jiiLv^ oapxciio rvxr^raU^vJX pxWL.CXll 


6ft7 


fiO 94ft 




7fift7fi0 


ovjiLiv^ octpxdio o xiiix X dx X L. y L,w oixitiaii aii7\cixyxii 

(SW:ANKB_HUMAN) ; cDNA EST EMBL:D34286 comes 
from this gene; cD 


J \j -J 


4 0 141 

1 VJ • X M X 


2051 


0874 33 

LJ\J / J J 


Hnmn c;;^nipnc; KTAA094fi 


14 30 


4 7 103 




AF1 04 9fin 


O^ILIV^ OCipXCliO iiXWX 


395 


39 . 412 


2053 


AF03266ft 




897 


98.561 


2054 


Ar007 99ft 


Hnmo «^3nipn«^ Rr379QS 1 


1253 


65.748 


2055 


7.Q393Q 


Fin Vnown 'O'roH'ir^'htaH nQinrr r^on^^'FinH^T* HMA F 

1 i JS.i WI 1 X C^UX ^ L. U LlOXIlU v3d 1(3 X X 1 X / OLVL^I/^ XjOi. 

FMRL'DfiftfiftO romps from this apnp • oDNA EST 
yk212g2.5 c 


288 


SI ft 


2056 


U09874 


Mus musculus SKD3 


1468 


92.500 


2057 


Y10601 


ni^^llLW OCipXdlO Ctlir^Vi Lli XXA.C L^X U. C X 1 1 


285 


97.619 


2058 


U09411 


Homo sapiens zinc finger protein ZNF132 


689 


60.839 




AR0931 fi3 


rnjiinj octpxc:;iio ixxrtyrtvj 4 t) px(jut;xii 


7 4 7 


QQ IIS 

^ -? . X X ^ 




API OQQO*^ 


lILlo lllLl o LIX Ul o LNO^^ 


4 ft 1 

*i O X 


9 S 7 7ft 




AF07 S "^ift 7 


vwjwwj octpxtriio px(^uc:xii doouoxdut^ru. wxuii Ljyo 


37 3 


Qft 914 


2062 


AF041 3ft9 


L.'X (u/o(^jpilX X d lUC X dl 1 d 0 L. C X lUX ^X 0 U LIU LIX JkJXllUXiiv^ 

orotein D-CT.TP-l 90 


31 

O X u 


33 Sft ft 
^ ^ . ^ o o 


2063 


AF055636 


Homo sapiens leucine-rich glioma-inactivated 
protein precursor 


649 


51.813 


90fi4 


AFT ^ SSOQ 


nuiiKw' odpxciio Xir\r\ rxix x xiiLc^xdv.^ l.xiilj pxwuc^xii d. 


91 4 

^ X 'i 


1 00 000 


^ U D J 


\J X X J O ^ 
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uxi A.iiL>wxi / px fciuxo L xoii — viuccnoci. yenscan f 
T7£ir s 1 on • " " 1 0"" <?nnrp """9(^4 ^ft""^« 

/match=(desc: " "THIAZ 


4 1 
4 X J 


DD , X ft U 


2213 


AF081825 


Rattus norvegicus sodium-dependent high- 
dxxxiixuy uxcdxijoxyxdLe LxansporLsr 


980 


91.358 


2214 


X74904 


Gallus gallus alpha-2-macroglobulin receptor 


1086 


57.795 


9 9 1 S 


7\ irn 1 Q n "5 
/\r u 1 D y Uo 


Homo sapiens agrin precursor 




yo . yUz 


2216 


AF038564 


Homo sapiens atrophin-1 interacting protein 4 


219 


39.286 


9 O 1 "7 


7 "7 c: T 1 O 


Unknown Similarity with yeast gene L3502 , 1 
fTRFMRT. TD r;fiOQ494^ • rDNA F9T FMRT.'H^^^IT nompQ 

from thi 


4 D 


zb . 000 


2218 


Z75537 


Caenorhabditis elegans Similarity to 
Aspergillus acid phosphatase (TR:G755244) 


396 


47.934 


2219 


U74586 


Rattus norvegicus double-stranded RNA specific 
adenosine deaminase 


688 


89.286 


2220 


M19501 


Escherichia coli f ormylglycineamide 


814 


96,032 
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ribonucleotide synthetase {EC 6.3.5.3) 






2221 


M96625 


Gallus gallus cardiac muscle tensin 


1139 


53 . 165 


2222 


D25215 


Homo sapiens KIAA0032 


492 


50.694 


2223 


AF006465 


Mus musculus B cell antigen receptor Ig beta 

^ ^ ^ i ^ "h TTmi~^"in 1 


941 


80.838 


2224 


AF125455 


Caenorhabditis elegans No definition line found 


349 


37.368 




r\Li \J O ^ \J O *i 


1 } 


R ^ ^ 


4 Q 7 1 R 
ft ^ . / X 0 


9 9 9 


7ff 1 1 9 

£jO J. ± ^ ^ 


opnp * pDNA p. \/k"lQ9r'4 S r'OTnp^ ■F'roTin i'hic! rrf^np* 

M V 1 / l^L^C^ LJkJJ. yi\.X_/^v^*4.<.J WitlC O .1. J- will l_,liJLO UdlC/ 

cDNA EST 




9 fift ft 


2227 


AF176688 


Rattus norvegicus sodium/calcium/potassium 
exchanger NCKXl 


216 


32 . 632 


2228 


X52022 


Homo sapiens collagen type VI, alpha 3 chain 


2313 


99. 180 


2229 


AB004906 


Ipomoea purpurea transposase 


227 


21.290 


2230 


AL023799 


Homo sapiens dJ322P7.1 (zinc finger) 


561 


64.138 


2231 


D38255 


Homo *=;riioipn«? PARI 


99 6 


94 176 


2232 


AL009171 


Drosophila melanogaster 62D9.0 


1052 


59. 109 


2233 


AF060500 


Homo sapiens liver specific transporter 


803 


53.219 


9 9 

^ ^ O 1 


Y1 4 Qd 


noino bd.pi ens orrxiN prouein 


OO A 


1 nn nnn 
lUU . UUU 


99^S 


U ^ VJ <J J M 


L'J- UoO^ll-L ia illc X dl Ivjy d o L c X UUt 

glucose : glycoprotein glucosyltransf erase 
precursor 


-5 / D 






LtKJO f ^ ^ 


uiijs.iivjwii px cux utru. ubxiiy oenexxncier/ oxmixarity 

1~0 r^lni^Oc?P — ycir^v'^QQ-iV>ilo alr^r^nHol Hoh \ /<H y/^rran ^ oo 
oxu^^_l'oc J. ^ C o o XUX C dJ. L^L^XIK.^ J. tj.t;liy(j,X uy cJldoc 

t rrsn '^c 

\^ ^ Cj. 1 1 


9 Q 

z y o 




2237 


AJ004832 


Homo saoipn^ npi3roo;ii"hv 1"r5Trrp1~ p'^t'p'r^^ 


J. o ^ VJ 


79 R 


2238 


Z80220 


On known ^^ittiiIat" "ho nnr'lpo'hTHp hinrlinn ■n'ro'hP'in* 
cDNA EST EMBL'M75897 comes from thi<5 apnp • rDNA 
EST 


1 R9 
J. o ^ 


9S RR9 


2239 


AB000216 


Rattus norvegicus CCA3 


1343 


61 . 747 


2240 


Y17832 


Human endogenous retrovirus K env protein 


616 


63.636 


2241 


AB009024 


Homo saoiens caDoincr pn7VTTip 1 R 


240 


Q7 9Q7 


2242 


D50455 


Rattus norvegicus phodpholipase C delta4 


195 


84 .375 


2243 


AB002377 


Homo sanipns KTAAn'?79 


9 4 1 

^ *i X 


^ y I, ,7 1 _7 


2244 


AL033534 


^cY\\ y c^^r\C* c\\r\y c\TT\\JCf^<^ TionnHp <5P7"i hp — tH r^h r^T^^i"P*i n 


9 T 4 

^ X 'i 


9R Q'^4 


2245 


U09367 


Homo Sf^Dipns 71 nr* "FinnpT nTo1~pin ZMPl'^fi 


S7 n 


fio ft no 

\J\J . O VJ U 


2246 


AF019380 


Arabidoos 1 *5 thalisna nn1";^1~'ivp 

ohosohat idvl inos i t o] — 4 — nhosnhat p S — lcin;^c^p 


17 9 

X / ^ 


71 4 

«J O . / X 4 


2247 


U07817 


Diet vostel ium di spot dpiim rrl nt ami np — ;^ <^r^a rani np 
rich protein 


164 


9 S S^9 


2248 


AF078786 


Caenorhabditis elegans No definition line found 


210 


32.836 


2249 


X94335 


Saccha rom vpp ^ pprpvic;iap YnR'^'^4ftp 


1 QP 
X ^ o 


9fi SOD 


2250 


AF100960 


Rattus noTVPOions nrol'OpaHhp'r i n 


9fi9 
^ o ^ 


■^Q 1 fil 

O -7 • X O X 


2251 


AF140674 


Homo sapiens zinc metalloprotease ADAMTS6 


372 


44 .030 


2252 


AF094 508 


Homo Q a o 1 pnQ Hpn1~i n r^Hr^cr^hoy^/n 


X D D 


1 Q R7n 
X y . 0 / u 


2253 


AJ010045 


Mn mii^pnl rfnani np mir"! pr^l" i r^e^ — e^vr^y^^nrtc^ "f r^i- r^r 


1 9 (=;9 

X ^ D ^ 


(^Q R1 1 
D . O X X 


2254 


D86971 


Homo saoipnQ no c;imil^T~i't*iPQ "ho r* pt^/^ r"!" pH ooti p 
iiwiin^ oa.^-Lc?iio iiw o xiiiJ. J.CIX J. u xco U(J J.c:;^Ci. ^^dic 

products 


1 Q9 


97 71 7 


2255 


AF134918 


Mus musculus seroaohorin *?nbplac:q 4 mpmbpr n 


952 


9? SI 7 


2256 


AF179369 


Mus musculus insnl i n— 1 ^ kp rrrowt'h ■Fap1~or* hi nHi nrr 
protein 5 protease 


517 


S9 071 


2257 


D37793 


Mus musculus synaptotagminII/IP4BP 


348 


63. 636 


2258 


AF167320 


Mus musculus zinc finger protein ZFP113 


626 


63.281 


2259 


AL049688 


Homo sapiens hypothetical protein 


493 


39.512 


2260 


AB023151 


Homo sapiens KIAA0934 protein 


2089 


73.500 


2261 


X14805 


Mus musculus DNA methyltransf erase 1 


201 


55.814 


2262 


AL035403 


Homo sapiens bK134P22.1 (novel protein similar 
to mouse Immunosuper family protein BL2) 


552 


50. 968 
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2263 


U35376 


Homo saoiens j^eoressor transcriotional factoi" 


890 


65 . 922 


2264 


AB002298 


Homo saoiens KIAA0300 


1347 


99.519 


2265 


AF056302 


Dto '^ooh i 1 a mpl anoCTa^"t~PT pTF— Paloha k"ina*?p 


338 


48 . 214 


2266 


U28373 


Sacchai"om\/ces cerevisiae Ycir365cD 


638 


37 . 500 


2267 


AC003682 


Homo sapiens ZNF134 


649 


49. 162 


2268 


S66427 


OWillt^ OQ^XCliO X X 1 iUi^ X a. O U ^iUa JufXliV^Xli^ ^X^L.<3Xil JL f 

RBPl 


476 


4 7 399 


2269 


AL121800 


nT~o«?o"nhi 1 a mpl a nnrra ^^l" pt RAPN5T9 "i 


237 


28 . 916 


2270 


U10281 


OLIO OV^Xt^rXCl ^ a. O L. X X lllU.\wXll 


205 


24.497 


2271 


AF111168 


Homo "=?aoi pn<? nnlcnown 


882 


52 . 000 


2272 


AL021997 


ZFP47 LIKE) 

£J J. £ ^ f XJ X X\J_I / 


427 


63 . 636 


2273 


AF013969 


Mus musculus antigen containing epitope to 

inonnd onal airhi hoHv MM?1 — fi S / 1 9 


929 


73.301 


2274 


Z68302 


PapnorhahH-i f 1 p1 pnanq ZK799 8 


280 


36 000 


2275 


AL04 9667 


llVJltlL^ OQj^XdlO ii^^W — LL^dX ^XWUCXil 


7 60 


98 30S 


227 6 


AF007157 




139 


78 . 125 


2277 


X12593 


Mus musculus mkr4 


1169 


71.493 


2278 


24 6970 


XjC X O i ilLtCL i 1 X CL lUC X O 0 1 id O C O X C L. CI? LJ. dOXLJ. LJi ILd/ O ^Jl id L. d o c ^ 

(SAP2 ) 


141 


30 . 667 


2279 


X82153 


Homo sapiens Cathepsin 0 


233 


64.286 


2280 


064 67S 


HoTTio t^^^T^i pn Q <5riPT~m TTiPmhyAnp TiT~ot'P'i n R^ — fi*^ 

llk^ilKsJ Od^XCliO OkJCXlll iLLdlLLJX d 1 ^XWL-CXil vJ J 


4 37 


95.714 


2281 


U80227 


Mus musculus ELL 


181 


34.615 




U U 4 _7 4 O 


n\Jii\\J od^Xc^iio dX^ild J- c; L (J^x U L c XX i ci 11 Idl iOc: i. iJXIlU.XIiy 

protein; 99% identical to A41948 ( FID: g283975) 


J ^ 


C,Q QQ9 


9 9 P 7 
^1 ^ o J 


Tip 9 c: T c; 
U O Z O J Z> 


nomo sapiens laLuy acxa amiae nyoxoxdse 


9 9 4 
Z Z ft 


D y . -JO o 


2284 


X97674 


Homo sapiens transcriptional intermediary 
factor 2 


336 


100.000 


0 O Q R 


T\r'C\r\ A QQ1 
AL. u u y y 1 


Homo sapiens ain— xiKe; similar to aluzzo/j 


4 OZ 


Q Q c; 9 Q 

y o . oz y 


2286 


L19102 


Rattus norvegicus sodium dependent sulfate 

"l~ V 3 O T^/™\ f-\v 

uxdllo^vJx UCX 


719 


53.171 


2287 


AB007901 


Homo sapiens HH0601 cDNA clone for KIAA04 41 has 
an 82-bp deletion at positions between 1455 and 
1538 of the sequence of KIAA0441. 


220 


100.000 


9 9 ft R 




Rattus norvegicus SCOP 


^ ^ A n 


Q Q 9 9 R 
CS O . -5Z 0 


0 0 Q Q 

z z £5 y 


7 "7 9 /I Q Q 

it / z y y 


Homo sapiens herpesvirus associated ubiguitin— 
speciric proLease ^tiH-Uorj 


AHA 

4/4 


inn n n n 
1 UU . U UU 


9 9 QH 
y U 


FTQ n Q c; 

uo u y 


Caenorhabdit is elegans weakly similar in serine 

T^^T^^3"t~ V Q T r\Y^ "i" /~\ "y ^ 'i~ *f~ Vi ^ 7 *y~ V T t^^— Vnt t**Ht ■n T /^V\i i T t 
XC^CdL XcyXL^Il LU X d L, CliyxvjAlllti UlllUlIly yivJUUlxll 

(PIR:A39567) and to D. melanogaster ecdysone- 

inHnoihlp nrn1-pin F7S-r f9P'F7Sr DROMF Pl'^OSSl 


t; / "7 


9 9 Q ^; 1 
JZ . yol 


2291 


M63510 


Rai~i"n*=? noTVPrri pn«=; iifomoHiil i n 

Ivd (_ ^ LX O 1 L\J XV^U_LV_rUO UX WlllL^ v>l U. X X 1 i 


4 4 5 


50 000 


2292 


AF081158 


Rattus norvegicus CL3BB 


308 


72.308 


^ 4^ ^ ^ 


rtO \J ^ U U O *i 


Homo caoionc; T^TZiZinft'7'7 r^r"o1~o"ln 
rnjiinj odj^xciio rvxrizAL'o / / i-'xuutjxii 


99 4 

Z 4 


D / . O U O 


2294 


[110556 
\j ^ \j 


OdL'L^lidX L-Hllj^V^CO L^CXCVXoXdC J.11XVJ / 4vV^ 


^4 ^ 

J 4 O 


/ O . J o ^ 


2295 


U75321 


Mus musculus chromaffin granule ATPase II 
homolog 


601 


67.391 


9 9 Q 
Z Z D 


MRR CO -3 


nomo sapiens precereoeiiin 


9 19 
Z IZ 


e; / 9 99 
04 . ZO / 


9 9 Q7 


Uo J y 


lYius muscuius uouDie srranaea KNA~Dinuing zinc 

xlliyex pxvJtciri Or\cj 


c: Q 


/I "7 Q 9 /I 

4 / . yj4 


2298 


AB011370 


Mus musculus Ankhzn 


816 


98.496 


9999 


<J ^ ^ J X 4 


v-j-d t;i iLjx 1 iduux L, X o cxcydiio oxiiixxdx o. t—cxcvxoXdc 

SSDl protein ( SP : SSD1_YEAST, P24276) and to E. 
coli VACB and Ribonuclease II genes 


O X ^ 


J 17 . ^ ^ X 


2300 


AB029034 


Homo sapiens KIAAllll protein 


230 


34 .021 


2301 


AB014600 


Homo sapiens KIAA0700 protein 


2128 


99. 689 


2302 


U81035 


Rattus norvegicus ankyrin binding cell adhesion 
molecule neurofascin 


942 


94.000 
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2303 


U58203 


Mus musculus Lsc 


563 


42. 


424 






7\ Ann 'i A 


Mus musculus melastatin 


CQ 1 


bU . 






2305 


Z79598 


Unknown cDNA EST EMBL:D3474 8 comes from this 
gene; cDNA EST yk218e6.5 comes from this gene; 

CUIN/i tiO 


217 


23. 


894 






anno "5 c^q 


Rat t US norvegicus Ca / calmodulin- dependent 
proLcxn Kxnase Kxnase axpna, L^arj Kinase Kxnase 
alpha 


1 C^A 


O / . 


/ n 9 
4 uz 




2307 


AL031583 


Unknown /predict ion= (method: ""genef inder " " , 
version. uo4 , score: izu.do j , 
/prediction= (meth 


384 


48. 


872 






AnU X 4 0 D o 


Homo sapiens KIAA0666 protein 


9 / c; 
z 4 0 


9 Q 
ZO . 


A Q9 

4 yz 






TV Tr>r\ n ^ n Qn 
Pit U / X / o / 


Homo sapiens melastatin 1 


Q 9 O 


33. 


523 




2310 


Z35597 


Unknown Weak similarity with sea squirt nidogen 
precursor protein (blastp score 71); cDNA EST 

Eji^lDXi . 


303 


46. 


875 




Z O X ± 


t\L U D J y J D 


Homo sapiens putative neuronal cell adhesion 
moxecuxe 


9 T R 
ZOO 


94. 


444 




Z O X <i 


O 4 O OZ Z 


nomo sapiens caxcxneurxn i\ ca uaxy lic suDuniu. f 


1 o / 


100.000 








calmodulin-dependent protein phosphatase 

t-d LdXy LX(_ t> UXJUIIX L f ^dfJ cLc L-ciT-ciXy t. X L. oUDUnXU 










Z J X o 


ZIRH m 9 QP 
H.DU U / Z O 


nomo sapiens ntaXiiz 


1 ^A 


69. 


799 






U J / y X 0 


Escherichia coli Reverse transcriptase like 


^ ^ A A 
114^ 


100.000 








p X o c e 1 1 1 










9^1 =^ 

Z O X 3 


ri^.^ U U O D U U 


nomo sapiens ±rr\ux 


1 1 1 "5 
X X X O 


100.000 


CO 

s : s 


Z J X D 


U 4 X O f± ^ 


Unknown Similar to Rat t rg gene product ; coded 
ror Dy t^, exegans cuna yKoie/.D; coaea ror oy 


9 n 


28 . 


994 






\^ , ex e 








\j 


^ ^ X / 


rt.^^ V V J D U U 


nvjiinj bdpxerio LU.ijexxn 


D X 


94. 


340 


41. .J X O 


XQ7 fi7 S 


nvjiinj odpxc^iio px d is.tjpiil 1 111 ^XJ 


9 9 
Z Z D 


69. 


231 




^ .J X ^ 


U ^ J o / ^ 


I\dp(Ji5X o odXC-OIlld d o ovJUXd Leci nexpeoVXxuS VJr\r '-3/ 


9 Qfl 

z y U 


28. 


629 








^'Jiiucixiio xdxyc ^'JiupxtJA xc-pt^dU f J 








E 


9^90 

Z O Z VJ 


71 9ft d n 

ij X Z O ft u 


wxycuoxagus cunicuius prouem ox un Known 


T Q9 


78. 


231 


o 






X LiilO UXUii 










2321 


X97 67 S 


nuiiivj oapxciio pxd Js.vjpiix x xii 


X D D 


92. 


308 




2322 


U 1 V V W 


oy iic(_iiwoy o u X o op. iiypu L lit; c x v_-dx pxvjueiil 


9 '^1 
Z O X 


33. 


333 




2323 


r^c V ^ J *i J ^ 


ndxxuuxo xuxcoL^dlo XUoUXXll r\ 


zoo 


27. 


232 




2324 


AP000058 


Aeropyrum pernix 24 6aa long hypothetical 


257 


34. 


247 


















2325 


API 4 Sfi^4 


1-/X ^pii X X d iiic xdinjy do u t;x DOUiMrt, . onu D X _70 


^ 

O O D 


33. 


047 




2326 


□10281 


OLLo ooxwxd ^jdouxxo lUiiOXli 


90 R 

z u o 


21. 


849 




2327 


AF17 6069 


Homo Q^^T^if^nc; nV^i on t Tin 
iHijiin.-' odji^xtriio Ui-JX L^Lix X XXI 


4 HQ 


52. 


941 




2328 


009367 


nuiiivj odpxdio ^xiiv_ xxxiycx pXUL.c;Xll tjLNrXjD 


X O O X 


59. 


819 




2329 


AFnn64 6S 


iJu.o lULio^LixLio o ocxx diiLxycii xev_*epnjx xy ueud 
r3 ^np "i p*d DTO't"P'in 1 

o o o ^ u. a C V>4 J_ W ^ X 1 1 X 


91 ^ 

Z / 0 


29. 


474 




2330 


AF060152 


HoTTio c:ar>ionc; MFTH1 oT^o'hf^'in 


4^1 

fl O X 


43. 


796 




2331 


M81591 


Ml nnn^onln<? rTlTO Tif^iTh'rj^sl onHoooTrh "iHaco 94 11 

LJLIO illU O L' UX Llo \^LJX\J llCLlL.XdX 1 lU^pcT p L X Ud o c • XX 


o / o 


58. 


462 




2332 


L08505 


c\aL.LLio iivjx V cy x^Lio uyiicxii iicdvy oiidxii 


1 fi9n 

X oz u 


99. 


177 




2333 


AC005169 


A 7"^^ H 1 Hon ■hhali^nj::^ H \7oo"t~ ho'hioal ovoI-otti 
iT-x aux ^-lu^o X o uiidxxdiid iiypu uiic U xod x px^JUCXil 


7 Q 


38. 


235 




2334 


AJ000517 


owiuvj o dpx Clio opxinjocxcxJtJXXdX dUdAXd / 


4 09 
4 U Z 


51. 


493 




2335 


AF017433 


Homo Q a "O "i one tm tH a "h t t70 ■hr'ancjO'rTO'f-Ton 'Fao+*ov P'R'^'^ 
nwiinj od^xcxio ^uuduxvt: u x diio^X xp L X Oil XdL-HJx v^r\JO 


Q9 
O 3 z 


65. 


306 




2336 


U41663 


Rattus norvegicus neuroligin 3 


1003 


95. 


597 




2337 


AB020678 


Homo sapiens KIAA087 1 protein 


1157 


59. 


871 




2338 


X70514 


Mus musculus nodal 


640 


64 . 


238 




2339 


AC002328 


Arabidopsis thaliana F22O2.20 


226 


43. 


678 




2340 


M77697 


Caenorhabditis elegans acid-rich protein 


237 


31. 


847 




2341 


AF143946 


Homo sapiens transcriptional activator SRCAP 


293 


39. 


394 




2342 


AF098504 


Caenorhabditis elegans contains similarity to 
protein kinases ( Pf am: pkinase . hmm, score: 


338 


40. 


449 
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149.36) 






2343 


U88181 


Caenorhabdit is elegans similar to glycerol 
kinase 


632 


44 . 340 


2344 


AB014532 


Homo sapiens KIAA0632 protein 


1956 


100.000 


2345 


M24282 


Gallus gallus alpha-3 collagen type VI 


220 


24 . 667 


2346 


X99384 


Mus musculus paladin 


1033 


80 . 208 


2347 


AF144629 


Mus musculus SLIT3 


405 


31 . 967 


2348 


AF033339 


Caenorhabditis briggsae UNC-4 5 


195 


23.897 


2349 


AB018293 


Homo sapiens KIAA0750 protein 


1097 


84.896 


2350 


X54135 




729 


79.433 


2351 


AB012033 


LJUO illUOv^UXLlO r\.^XO.L.Xll W OXkifllO 


64 1 


71 . 014 


2352 


M98776 


iiv^iiiv^ ociv>^x^iio rw^xciL-xii X 


602 


62 805 


2353 


AB000216 


Rri1"1"ns nnTVPrrir'ns PPA*^ 


201 


4 6 . 512 


2354 


246241 


[Jnknown PriT'hnxvl 1"PTTnimis df "hhip trrprli r'i'pH 

w 1 1 rt>i iv./ w i i a. ^ y X o^xiiixiiuo wx k^x c^x 

protein shows similarity to chimaerin; cDNA EST 
EMBL: Z14 


602 


45 . 685 


2355 


AB018348 


Homo sapiens KIAA0805 protein 


1146 


76.168 


2356 


U81453 


Mus musculus myosin Vila 


722 


55.959 


^ o o / 


.Id A A 9 S 

u U 4 4 O 


vjd-Lxuo yoxxus type vx cuxxagen^ axpna suijuniL. 


f± O J 


4 9 ft 


2358 


U39573 


Homo sapiens salivary peroxidase 


203 


93.333 


^ o o ^ 


rt.r U X U X 4 4 


nomo sapiens neuronax unreaa protein /iu/c LNir 


0 AD 


DO . D 1 H 


2360 


X90568 


Homo sapiens Protein sequence and annotation 
a.va.iia.Die sooo Via owiss irrou, avaiiaDie au 

^XCocilU vXo C lUoXX X X (Jill Xir^O ill X 1 ^ i-j L^J O J-i 

11^ X X Jk^^ X \^ • I— J 1— 1 


1192 


87.156 


2361 


U48363 


Mus musculus alpha-NAC, muscle-specific form 
gp220 


472 


37.860 


2362 


M87306 


Tetrahymena thermophila micronuclear linker 

liXoHJiiC ^(w>X y ^X L t; X 1 1 


192 


24.567 


^ \j .J 




v.-ctd i^x 1 iaU\J.x l_ X o C-Ltsydlio oX(i4/ ^^odlNldoe 


fl Z O 


4 1 7 14 
fi X . / X 4 


^ J Vj t 


U ^ *i ^ VJ 


H c 3 none ■l~i"f~"in 
rnjunj od^xtJiio uxcxii 


X Z fl D 


Qft QQ 0 

0 . you 


^ J D J 


A. sj DO 


noiiio odpxens irxOLein secjuence ana annotation 
available soon via Swiss-Prot; available at 

^XOOdlL. VXa C llLCl XX XX will Xi/^O Xj X X HtL JOXi 

Heidelberg. DE 


1 4 T Q 
X 41 / O 


Qft 9 Qft 

y o . z y o 


2366 


X90569 


Homo sapiens elastic titin 


207 


94.286 


2367 


J^l. \J *J X ^ M 1 


OoXXLlO VjCtXXLlO z\xli 


O U X 


-20 4^9 
J O . 4 DZ 


2368 


AB00S047 


fujiiivj od^xdio oru xjxiiu.xiiy ^xuufcixii 


4 7 R 


4 9 1 (^9 
4 Z . X DZ 


2369 


AC004974 


Homo sapiens spa-l-like; similar to AF026504 


888 


66.176 




U O / J -7 X 


rnjiiiu odpierio oxmxxdx to tne xoxiowxng iijoi 
sequences: GenBank Accession Numbers T96213 and 
Ly\j±o±f o u i r\ iiiuu. oet^ueiice xuuiia. xn uju^^o 


3X0 


AO AO A 
41 Z . 4 Z 4 


2371 


J u J 


x X d oiinjvj.x Lull X dxu.x^dx uiii xxvex oLdye diiLxyeii 


910 
/I X U 


9 7 9 7"^ 


2372 


n J_i Vy ^ ^ «^ ^ U 


Homo Q^OTfinc: H.T'^^'^H^'^ 1 T RiKocomal 

Protein L'?^ 


7 9 


y D . DD^ 


2373 


U25739 


Mii*=; inii *5Pn 1 11 Y5iPTi— 1 'For'Tn P 

L.IUh3 ItLUO U. X U. O X O L XI X X \J X ill ^ 


228 


*4 -7 . «J J X 


2374 


Z93244 


Homo sapiens bK116F5.2 (PUTATIVE RhoGAP {CDC42 
GTPAsp Artivat"ina Profe^in^ J.JKF x^mtf^in) 

vjAx.r^oc ^^^^ ( — Lvoi — Lii^^ irxwucxiiy xixrvni ^xv^'ucxii/ 


125 


77.273 


2375 


U09413 


Homo sapiens zinc finger protein ZNF135 


904 


54.338 


2376 


AF162681 


Drosophila melanogaster maroon-like protein 


327 


37.419 


f 1 




nomo sapiens zinc linger protein 


T /I "7 
/ 4 / 


-7-7 "3/1/1 


2378 


AF168795 


Rrittns norvprrir'ns c;ph 1 "f f=»n — 4 

Ixu U O I 1V_/ X V ^ U. ^ Lil O ^1 IXuX^ll ^ 


601 

VJ W X 


"^ft OfiO 


2379 


AE000799 


Methanobacterium thermoautotrophicum 0-linked 
GlcNAc transferase 


235 


29.560 


2380 


Z38061 


Saccharomyces cerevisiae mal5, stal, len: 1367, 
CAI: 0.3, AMYH YEAST P08640 GLUCOAMYLASE SI (EC 
3.2.1.3) 


196 


23.973 


2381 


AC004877 


Homo sapiens sco-spondin-mucin-like; similar to 


1073 


92.453 



93 



Attorney Docket 784 









P9fil67 f PTD* al 71 1 S48 ^ • dpf-^^^ils of infrnn/pxon 

L_?UXVJ/ ^XXLi^«^JXfXX<J^U / / VJ.^L.ClXXO WX Xlll.Xwil/CAVJil 

structure uncertain 








2382 


AF060246 


Mus musculus zinc finger protein 106 


2195 


72. 


837 




^ ^ o o 


API 32478 


LiLlO ILILI O ^ LLX LlO I-iOCX ^Xl^L-CXll 


211 


27. 


155 




^ J O 'a 


AF1 1 S4 Rn 


nucl pot 1 rip pxchancrp f^^ctcr 


1 68 

X u o 


34. 


177 




2385 


AF135440 


M\i^ rnu<=;cnlu<5 himtinaton vpa^t nartnpr C 


3683 


95. 


608 




2386 


AL04 94 81 


A'r;=5h 1 rlcD*=; i ^ thal'ian;^ nutativp orot pin 


334 


48. 


148 




2387 


AC002451 


Homo saoiens ovruvatp dehvdrocrpnase kinase 
isoform 4 


251 


100.000 




2388 


AB007897 


Homo sapiens KIAA04 37 


587 


4 9 






2389 


AF016679 


Caenorhabdi t i s elecrans No definition line found 


199 


z. u . 


11 

f f \} 




2390 


AB023139 


Homo saoiens KIAA0922 orotein 


423 


^ o . 


91 fi 




2391 


Z71264 


Capnorhahdit i s elpoans similar to C? domain 


176 


27. 


815 




2392 


AF053368 


Mus musculus lysyl oxidase-related protein 2 


1945 




n R*^ 

U D J 




2393 


U16726 


Chlamydomonas reinhardtii histone HI 


164 


"5 9 


9 R Q 
ZOO 






r^r U -/ O U O D 


noiuo Sapxens squamous cexx caxcxnoma dncxyen 

xcfowyiix^cu Ocxx 


R 30 
O J U 


39. 


437 




2395 


XI O \J X 1 U X J 


MiiQ TTiiTQr^iilnQ F(^^ r^'K~(^f*0'l"n 

LJLlO iULlo^LXXLiO OVJO |JXI,^CCX11 


X U O X 


y~5 . 


C /I 9 




2396 


AB000199 


Rattus norvegicus CCA2 protein 


312 


Q 9 


>1 R 
4 O D 




O -7 / 


77 34 9 R 


^^cicllUx liciXJQiX t X o eXcycinb SXmXXax UO iiXIiC XXnyex^ 

r^Hr4 tvnp ^RTMC; finaprl • cDNA F^T FMRT.-nfi7^?^ 
comes from this cene 


S R3 
O 0 o 


D / . 


f )p f 




2398 


AF032668 


Rattus norvegicus rsecl5 


931 


94 . 


667 


2.V. S 


2399 


AFD Q4 SPD 


LiLlO illLlo ^ LIX U.O IN Hi 1 X 1 i VJlLlVJ X 


3ns 


4 n 






24 00 


nR74 sn 


noiinj oci^xdio oxiiixxdx L/ . xutrxcLiiL/y do uc^x ^dxdxxtix 

sister chromatids protein 


X / J 


ft 3 


333 
O O O 




2401 


l-iKJ 1 X J ^ 


x X d oiiLv,/UX ixiii X d X ox]Jdx Liiii ^ trxiu . / yoiifcr |JXvJUUOt_ 


1 f^3 

X D J 


9 ^ 


/ Jo 




24 02 


AJ^RR SS7 


^^diixo xdiitxxxdxXo ^xiio xxxiycx ^xwutrxii 


_7 D O 




Q 1 Q 
y 1 0 


ru 
m 


2403 


23390 S 

£J -J -J ^ U -J 


n^jLUKJ od^xc;;iio 'iOJS.L/ rtotr Ly Xv— injxxnt; xtfU-c^LUX 
associated orotein fRaosvn^ 




QQ 


R Q 9 

D y^: 




2404 


ABO 18 3 17 


Homo saoiens KTAAn774 orotein 


267 


95. 


556 




2405 


AF012273 


Mus musculus rho— tvoe GTPa se— act i va t i ncr orotein 
rhoGAPX-1 


893 


A T 


"7 "5 1 
/ 




2406 


AF109906 


Mus musculus G9A 


127 6 


R Q 


1 /I n 

1 41 U 


R 5 


2407 


U40410 


Caenorhabdit is elecrans C54G7 4 oene orodnct 


226 


9 Q 


RT 1 
0/1 


5 3, 


2408 


X51760 


Homo sapiens zinc finger protein (583 AA) 


391 


R A 


•5 1 n 
J 1 u 




2409 


M61199 


nvjiinj od^xciio oxtsdvdyc oxyiidx x ^xoL.cxii 


^ u u 


Q ^ 
O O . 






241 0 


vj vj ^ J J U 


rix duxuupo X o Liidxxdiici i lypo L oc u xcdX pxouexn 


91 1 
Z 1 X 




T R Q 

/ oy 




^ 1 J. J. 


APT R fi?7 3 


rnjiuu odpxciis xcuc^xiic xxcii xepsdus conuaxnxny e 
hov FiT^otpin FRT.3 


9 4 Q 


30. 


994 




2412 


AC005614 


Homo sapiens F232 69 2 


701 


58. 


974 




2413 




ixxpiiGUsucs yxdLxxxci uynexn nedvy cndxn xsotype 
5C 


A QA 
fi r ft 


73. 


958 




2414 


APOfil 7 SR 


vjdxxuo ydxxLio {J^jxy ptjxyiiicx do c XX 


1 4 f^n 

X fl DU 


83. 


794 




2415 


AFT ^A99^ 


L^x Wo (J^ilX Xd lilc:; X dlikjy d o L. c:X .l^LNrt. , vjrHJ ^ U *i J 


7 Q3 


38. 


692 




2416 


AB012223 


r'anic; faTniliar"ic; CiT) T9 
^diixo xdiiixxxdxxo wr\r ^ 


9fifi 
o 


71. 


186 




2417 


U37263 


v^wiioc^LUdx L. X di 1 o X d u X t^ii o Li^jk^x X cvj. *-'y dulL-llUX 


9 S 

^ O D 


66. 


102 




2418 


L09742 


Carassius auratus gene, complete cds . , gene 
product 


146 


40. 


449 




2419 


AF038007 


Homo sapiens FICl 


701 


51. 


643 




2420 


273424 


Ca£inoT"haHHi'l~ic; fi^lorrariQ C44RQ 1 
v.'dCi iijx i idULix u X o cxc^ydiio v^^id^. x 


3 R 9 

O O /I 


26. 


254 




2421 


AF117675 


Homo sapiens nebulin 


183 


71. 


053 




2422 


X64697 


Homo sapiens titin 


1593 


98. 


016 




2423 


X90568 


Homo sapiens Protein sequence and annotation 
available soon via Swiss-Prot; available at 
present via e-mail from LABEIT@EMBL- 
Heidelberg. DE 


953 


100.000 
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9 4 9 4 


A 3U O D ^ 


nunio sap-Lens elastic Ln_xn 


1 1 9 

X 1 Z D 


Qp o "3 n 
y o . 0 ou 


2425 


AF060246 


Mus musculus zinc finger protein 106 


574 


89.362 


2426 


X90568 


Homo sapiens Protein sequence and annotation 
avaixaoxe soon via owiss rroc; avaiiaDie at 

^i-Cociii- vxa c xudxx xxuiii Xjr-^oiiiX i iri-ii-ioij 
n c X v^c^ X i>_/c x ^ ■ lJlj 


1391 


100.000 


2427 


X90569 


nwilt^ OCl^XdlO t;? X Cl O L. X L-XUXll 


^ 1 y 1. 




2428 


U41534 


Caenorhabditis elegans Contains similarity to 

tXcliil UOiUciXIl . trrUU^/X ^ lie X XL-a } f oCOxe — 4^.U/ 
R-valnp=^ 1 N— 1 

l-J VOXUC -^(^C XX/ LN — X 


332 


37.500 


2429 


ABO 14 54 2 


Hnmn cjoTripn^ KTAAnfi4? DTn1"Pin 


4 

*i *J J 


S4 fil 0 


2430 


AB029335 


Halocynthia roretzi HrPET-3 


243 


36. 641 


2431 


AB029018 


Homo sapiens KIAA1095 protein 


584 


49.038 


4 O ^ 




nomo sapiens ujfiooj/.x ^cexiuxar repressor or 

IliXr\ o L. XiULlX Cl L. VJdlCo J 


4 ^ J 


0 y , 4 1 0 


2433 


XI 4 "^SS 


HoTYir^ Q^^t^T one; Pr^RT 1^ "F/^ttti / AA 1 —"^44 \ 

rnjlllW oo||.<'Xdlo £ L^IaX U XvJXiU V X J44 / 


1 ^4 

X O fi 


'^Q 9 4 1 

0 Z? . Z 4 X 


2434 


ABOl 1 ^70 


LJLLO lULl O ^ LIX Li O r^i 1 1 Z. 1 1 


X -? o 


7 7 4 


2435 


270269 


v-fi 1 Jvi-H-J wi i ^x ctjx \— i_ LioXiivj OCT 1 ic X X 1 iuc: X f o xiiix X d X X L. _y 
to Yps'^it hvnot h pt 1 r*^ 1 "nmtpin YHf^l 
(SW: YHGl YEAST) ; 


J U X 


4 nn 

JO . *i U U 


2436 


X97650 


liuo iiiu o ui X Li o iii_yuoXii x 


fl 7fi 


_7 U . 4 X X 


2437 


U11843 


Homo sapiens fructose transporter 


356 


65.333 


2438 


AC003007 


Homo sapiens KIAA0220 


333 


100.000 


94 '^Q 


U X J ± 0 


nomo sapiens pixio \ o partial } 


Z 4 D 


f U . y DO 


2440 


AC003681 


Homo sapiens match to AB002369 (NID : g2224 682 ) 


295 


60. 606 


2441 


D87845 


Homo sapiens platelet-activating factor 
acetylhydrolase 2 


202 


83.333 


9/1/19 
Z ft fi Z 


7 9 91 Q 1 


Caenorhabditis elegans cDNA EST CEESN66F comes 
xrom tnis gene, cuna hjoi yKjyDcy.o comes rrom 
tiixo ycim 


199 


34.641 


944 ? 

^ *i 1 J 


7 ft ^^9 9 S 


v^ciciiuxiiaiju.xLio ciGyans 5 iiuixar to anKyr m 
domain; cDNA EST yk219g4.5 comes from this 
gene; cDNA EST yk590gll.3 comes from this gene; 
oL/tNri Hioi yjs.jj70oo.-j comes xxom tnis gene 


Zoo 


-DC n "7 R 


24 4 4 


AFn4 "Sfid 0 

rt,E U4*JU4VJ 


\..^ciciit)x iiajjux Lio trxeyantj lno oexinition line xouna 


"3 Q c; 
J O 0 


/IT c; 1 Q 
/ . 0 1 0 


2445 


AB018336 


Homo sapiens KIAA07 93 protein 


230 


34 .711 


9 4 4 

Z 4 4 D 


rt-OU ± X J. X D 


nomo s apiens 3\±hj\\j 044 protein 


DZ 0 


/ U . / l4 


9 4 4 7 

^44/ 


M.^^ U U D O O U 


unKuown xaenticai to gDiui^ooo j 

llic L-iiyxt_X f LvJliyx K^\jr\ v^^dxijuxyxaoc pxtrt-uxoOx 

protein from Arabidopsi 


o / / 


DO . 1 y 1 


2448 


X64697 


Homo sapiens tit in 


903 


99.259 


94 4 Q 


I X O Z U 4 


Eguus caballus high affinity immunoglobulin E 
receptor alpha subunit 


1 y o 


ou . y 4 0 


94 

4 J U 


aRn9 ft Q 4 


nomo sapiens i\xh/\iuji protein 


1 "7 T 
1 / / 


/I C 0 0 "3 
4 0 . ZO J 


2451 


AF040944 


Mus musculus P140 


413 


41.317 


9 /I 9 


AT n91 "509 


Homo sapiens aJ4JyFo.z (novel KIAA0279 LIKE 
cadherin domain protein (similar to mouse 
Celsrl, rat MEGF2) ) 


191 


32 . 090 


9 4 t; 

Z 41 0 o 


7\T 099*^99 


riomo sapiens DKzzoAy.X (bo KDA CALCIUM- 

T KirMT DirMr4t?KTP "DU/^ODOPiT TOACT? 7\0\ 

1 NUhiirbNUbN 1 JrnUornUlil rAob FaZ) 


175 


100 . 000 


2454 


Z67990 


Caenorhabditis elegans similar to cuticle 
collagen 


167 


37.705 


2455 


□4154 3 


KJLiti.iiKjviiL oxiiixxdx r\ci uxy yciic; ^xuuut-t/ OUUcU 

for by C. elegans cDNA yk31e7.5; coded for by 
C. ele 


X y y 


9ft 1 
Z 0 . 0 /X 


2456 


D87908 


Mus musculus nuclear protein np95 


244 


62. 963 


2457 


Z73428 


Caenorhabditis elegans similar to Zinc finger, 
C3HC4 type (RING finger); cDNA EST EMBL:D67323 
comes from this gene 


604 


69. 697 
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2458 


Z50142 


Schizosaccharomyces pombe unknown 


213 


34 .821 




rtr xu^4xx 


ixdl-LUo lHJXvtsyxOUo trixTXlN 


4 9'^ 

4 ^ ^ 


Q9 ^"^7 


^ 1 o u 


L J ^ vj U ^ ^ 


^aiiXo X diiix X X cL X X o iiv^iiikjx^jt^ Lie oc^ux 


S7n 


• VJ VJ 4 


^ 4 D X 


ApnQftn7n 


L/x o IX X ct iiic X di d o c ex XjXoX ilWiUUXt^^ 


X J ^ 


9S 1 fifi 

^ J • X u u 


94^9 

^ 4 U 4^ 


7 QQ7nft 


rtx duxvau^o X o i_iidxxdiid d^Lxii xii uex dO L xiiy ^x u uexii 


fi9ft 

\J ^ o 


71 ft7 R 


2463 


Z82268 


Unknown cDNA EST yk338gl0.5 comes from this 

ei le / ^ UV*r\ Xj O 1 EjI^JOXi . / 17 O 4 OUlLlc o XX (Jill I, IIX o 


208 


48.276 


24 64 


34 5710 


llV.i'itlW O CI k-' -1. ^ 1 1 O L. \^ V_i CllllIllCl J. ^ ^ J- 


254 


36.496 


24 65 


X9084 9 


VjClJ L LX O M d ^ J. U O \J ^ Y i~ \J J. J- V.i' l_> C -1- 1 1 


2241 


88 . 525 


24 66 


AB023230 


Homo QP01 p»n^ K^TAAl 01 otoI"^! n 


1012 


58.582 


24 67 


AF067136 


Homo ^rJDipn^ ■DTO'hpin ohosoVial"^^ sp— 1 TPn\] 1 tOTV 
subunit 7 aipha2 


203 


37 . 374 


2468 


U24070 


Rattus norvegicus Muncl3-1 


1637 


83.013 


24 69 


J. \/ U (J ^ vJ 


Rai-fnc^ nOTV(=n 1 on c; an9in ^AA 1— Iftftfil 
r\d ct^Lio ii^xveux^uio vjLj^xvj v ^^-^ x x u u u j 


1915 


86 . 604 


94 70 


r\D \j u ^ J u J 


Homo ^^oi oriQ VTAAn'^fi7 


^91 

^ ^ X 


R4 


94 71 


ri4 T S S9 

VJ 4 X J J ^ 


r^acanoT"haV^HT"t~Tc; tilci/^aric Mo H^'f'ini+'no'n In no "FoimH 

^d d lOX ildJhJLJ.X U X O eXeLjdilO Vi\J UCXXllXLXUli XXllO XVJLliK^ 


4 fid 

4 U VJ 


o o > y ^ •J 


94 7 9 


AFTIR ^4 9 4 

rt.r U O J 4 41. 4 


A't~ol hoyr^QCTn t"ii^ oi^'F 4ft 
^L.CXXilt3 1 iti; X O V X X LlO ^ WX X 40 


97 S 


9Q Oft 9 


2473 


Y16008 


Mus musculus neuronal-STOP protein 


1523 


60.227 


94 7 4 

^4/4 


M'^n 9 7 0 


ioxpcUvj CdXxxornxod cxcOT_xoiuoi_ur iicurori 
associated protein 


^07 


R4 99 ^ 


2475 


AF173829 


Mus musculus neuropathy target esterase homolog 


1046 


68.778 


2476 


AF057019 


Dictyostelium discoideum interaptin 


183 


21. 918 


o Ann 


Ar 1 4 o b y U 


urosopnxxa mexanogascer ocuna. XiU^iodo / 


n on 
/of 


bU . jX / 


0 Al Q 
/.H / O 


T T Q Q Q 1 


Homo sapiens polycystic kidney disease— 
assocxacea procexn 


n n o 


y o . / fi o 


9 4 7 Q 


y c o f; p 1 
AO O D O X 


oaccnarouiyces cerevxsxae une prooucu ox rtKrz.^ 
geiie dCCo XdCc xri tne bpxxcxrig or ycdot. pxc 

o cilLj c;X IMNr^^ iLlCUXd L-XllLj UIlc XcXt:;^dotr UX Llic 
c;ol T op>H mRKIA fTom "hVif^^ ^ol "i of=»o=?ompi 

Ok-fTJ LVv-C^^ lllxXLNi^ J- J- v./lll O -1- J. C W O 


171 
X / X 


o y . oz 4 


2480 


D86966 


Homo ^riDipn^ ^■imilsT'to hnmsn ZFY dtoI" p "i n 


437 


48 . 630 


2481 


AB029035 


Homo sapiens KIAA1112 protein 


505 


63.248 


2482 


U43194 


Ml 1 Q mnc;(^ii1 iiQ "K'hooVi'i 1 i n 

LJLlO 111 U. A ^ X Lt O X 11 W k^l i X X X 1 1 


215 


36 . 2 90 


2483 


AF087697 


Rattus norvegicus dig 3 


175 


89. 655 


94ft 4 

^ 4 O 4 


ARDI 4 S'^'^ 

rtO U X 4 *J J J 


HOTTIO C^OT OT*lC ^^TAAOf^'^'^ OT*0"t~CiT Tt 

n(jlll(j od^Xtriio lK ± r\t\\j U O O ]«>XULtrXIi 


99^7 


QQ 707 


94ft ^ 

4 O J 


yft fi(=;ft ^ 


r^yocoohi 1 3 mol ^ n oo3 c o v /Hooo ovsn/^o ^^ot"\ 
ux vJo LJ^i IX X d iiic Xdi l(jy do LtrX Ucc^ OXdiiytr ^UvJX } 


O ~J o 


9 Q 9 1 R 


2486 


AB025411 


Mus musculus Ten-m2 


1087 


98.137 


94 Q 7 


H.r u X y J o u 


Arabidopsis thaliana putative 

pnospna u xoyx xnos X uox fi pnospnaue O Kxnase 


9 Q "=4 

z y 0 


ft 9 1 
JO . Z D X 


9 4 ft ft 
Z 4 O O 


A X O f± J U 


uxcuyos uexxum oxscoxaeuiu gexacxon xacror \hj\ x 
- 857) 


9 4*^ 
Z 4 O 


■^7 n Q7 


9 4 Q Q 

z 4 o y 


AoU X H dUU 


Homo sapiens KIAA0700 protein 


9 Q Q 

z y O 


o o . <i oZ 


2490 


X80535 


Rattus rattus thyrotropin-releasing hormone 
degrading enzyme 


921 


94 .521 


9 4 Q T 

Z 4 ^ X 


Anfi n 9 n R 

iAtSU U Z U O D 


Rattus norvegicus p47 


-J u o 


4 1 1 9 Q 

4 X . xz y 


9 4 Q 9 


AO o y D y 


urosopnxxa mexanogas cer sxxc protexn 


9 9 R 


"3 Oil 
O O . Z X X 


2493 


AF055357 


Arabidopsis thaliana respiratory burst oxidase 
protein D 


238 


54.386 


z 4 y fi 




Homo sapiens alternatively spliced product 
using exon 13A 


A C A 
4 04 


on 0 "3 T 
oU . ZjO 


^ 4 y 0 


Ad U z o Z J U 


Homo sapiens KIAA1013 protein 


1 '3 Q 

X Jo O 


/D.Jo/ 


2496 


AJ007395 


Homo sapiens QA7 9 membrane protein 


440 


49. 689 


z 4 y / 


7\T nOT /tQ"? 

axjUz X ^ y / 


Caenorhabdi t is elegans predicted using 
Genefinder; cDNA EST yk673c5.3 comes from this 
gene 




"id c: O c: 
J D . Oo J 


2498 


Z54308 


Schizosaccharomyces pombe putative major 
facilitator superfamily protein 


642 


42.435 


2499 


AJ242914 


Mus musculus neurotrophin receptor interacting 
factor (NRIFl) 


245 


54 . 688 
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2500 


AB023227 


Homo saoiens KIAAlOlO orotein 


766 


29.806 


2501 


AF151847 


Homo sapiens CGI-89 protein 


285 


52.500 


2502 


249212 


Sarr^ha Tom\/pp*=? cprpvi i ap unknown 


277 


45 , 217 


2503 


Z23024 


Homo sapiens rhoGAP protein 


159 


37.500 


2504 


U67322 


Homo sapiens HBV associated factor 


216 


74.419 


2505 


U44731 


Mus musculus purine nucleotide binding protein 


676 


70.629 


9 R n 

Z O U 0 


U DZ ^ D / 


fiomo Sapxens LNdx/ nucxeosxae cocir anspox tex 


zoo 


-7 J . U U U 


zou / 


H-LiU JO / U 1 


nOmO sapxens QUOdX.O ^SXmXXar UO rL»iAoLYlr\ L/CjXjXj 
MPMRRZiKIP f^T YPOPRnTPTM PP— 1 \ 


A 9n 

*l z u 


O O . U D O 


z O U 0 


70 1 cicn 
00X00 / 


UaenOx ilaJjClX L X o exeyano pxcUXCLcU UoXIiy 

OCllCXXilUcX f K^UViri £j01 yJV^vJjyO.J (_UiUCO XX will l_ i IX o 

rrpnp • pnNA F,ST vkPfiSnfi S r'OTnp<=! ■Ftotti "hhi s crpnp * 

VJ ^ 1 1 C f ^ 1^L><X^ YJ\.^\J<_/yV/*->^ V_r Wlll^ O J- .1- will 

cDNA EST yk656g4.3 comes from this gene 


9 Q9 


S9 4^9 


2509 


X96618 


Mus musculus novel stromal cell protein 


214 


76. 190 


2510 


AF117892 


Homo sapiens aspartic-like protease 


482 


89.024 


2511 


AJ007395 


Homo <?ar>ipn*^ OA7Q mpmhTanp crot'pin 


194 


73. 810 


2512 


U15131 


Homo <?aDipn*=5 d126 


427 


37 . 959 


2513 


AL022238 


Homo sapiens dJ1042K10.3 (novel protein) 


209 


32.164 


^ J _L 1 


AT. 0^1 

/A Jj 0 X 0 ^ 1 


O 1 X ^ O CL O Oi id X Will_y O ^l^illX^C X/CL.CI L* X ClliOl^Ll^_'Xll 


478 


38 . 021 


2515 


U81788 


Drosophila melanogaster kinesin-73 


1309 


67.961 




I X oz f± 0 


LXlOx dXc X Xd op. LNr\U UcpcIlUcllL XvJXillclUc 


7 4 ft 


79 n7ft 


2517 


L33861 


Heliocidaris erythrogramma fibropellin la 


540 


41.209 


2518 


AJ243535 


Synechococcus elongatus possible thiophene and 
furan oxidation protein 


242 


37.778 


9 R 1 Q 


AL, u u z 0 y 4 


Homo sapiens Gene product with similarity to 
aynexn oeua sujounxt. 


7 y! Q 




9 t^9n 


XX / D X U 


noiuo So-pxens nypoLnei_xcax pxouexn 


o o z? 


Rft 904 


9^91 
Z O Z X 


7 "7 ft 4 1 7 


^^asnox no-Dcix u X s exeyaiis cuiNi-i. iiioi HjIyid Xi . uz / o 
nom<=ic? -From "hhit? rrpinfa • r-FlMA F^T FMRT. • 09 7 R "^7 

comes from this gene; cDNA EST yk315g9.5 comes 
■fTom 1~h'i s rrpnp 

J- J- Will L. 1 1 .l. O ^^^liw 


9Pl Q 

Z O _7 


9*^ ^ f^7 


2522 


AF101361 

*i.C A, \J J. ^ \J J- 


DTOcinrihi la mp 1 p^nons ^^jI" pt AhnoTTnal X cjprr-roria i" "i on 


318 


36.242 


2523 


K0258 1 


Hnmn <?^iriipn<^ "hh vm iHinp Icin^^^p ( FP ? 7 1 ? 1 ^ 


192 


96 . 667 


2524 


X6127 6 




192 


27 . 354 


2525 


L07 911 


IILIO IILLLOOUXUO L-'LN/T. Ju'XlivUXliy ^XWL.OXil 


141 


33 . 333 


2526 


r\L \j jf \j \J \j \j 


HoTTin <?^5 0 1 pn *^pii Amnn <^ ppII p^^TPin nma a n1~ i rrpn 

IIWIILW Odk^XeilO O VJ U.ailLV_' LI O V_> e -I L ^ CI J- -L 1 1 LylllCl QllL-L^V^ll 

recognized by T cell 


457 


52.174 


2527 


AJ223324 


HoTTio c;arii pn^ MAX 3 ppI 1 ^^iiT'fapp ani" i rrpn 

fH^JllUkJ Od^XC^ilO L XfT-^\ < J L^CXX OLIX XdL^C dllLXyC'll 


207 


33 . 333 


2528 


AFT ?7 ^74 


O L. X H»-^lll_y L^C o XdVCiiV^LLXdC LliliS.llL>'Wll 


58 6 


38 . 645 


2529 


AF181626 


Drosophila melanogaster BcDNA. GH03694 


480 


40. 171 


9s^n 
^ J ^ \j 


AF1 ft4 Q91 


ixdCLLlO iiVJXVC^^X^LlO XLi'ii UXdilO^t^XLCX ^XL'LCXli 




4 S OSS 


^ ^ 1. 


7 9 1 ^ 


L JL1.0 ItlLlo L^ Ll X LlO O X d X LJdLli It^ O X 11 


394 

J _7 ri 


70 130 


2532 


S62035 


Homo sapiens Ras-specific guanine nucleotide- 

1 Q a c -i n rr •Far'"l"nT~ H — f^R F^ '^=PnP9 R Hnmolorr 
X c; xtrdo xiiy xdL^uuXf n orxr — k^uk^^^ injiiixjxtjy 


251 


100.000 


^ J o o 


ARn9 "^909 


H /^Tfi ^*^ caT^ie^nc K'TZiZinQftR r^r*/^"t"&'ln 
riLJiLHJ od]|JXtriio rvxr^j-iU _7 0 J ^xvjLcxii 


94 7 


fil 017 

L) X . U X / 


^ J sJ 4 


\J\j OOKJ ^ 


iHJiinj od^xciio ^XLJoUdUc d^vj^uuoxo xco]J(Jiioc 

protein par-4 


J X J 


97 9S9 


2535 


AC004794 


Homo sapiens F02569 2 


141 


41.791 


9 "3 c 
ZOO D 


Ar UUolo^ 


Caenorhabdit is elegans strong similarity to the 
K^UK^c. / \^Ur^ buoxdinxxy OX oezr/Liix pxot-exri K.xiidoco 


DOZ 


D 41 , 4 o O 


^ J J / 


±j V 0 X *1 / 


rnjlliu od^XcirXlo y(JXyxll TP ^ 


9 9 


^ 1 nnn 

J X . KJ\J\J 


2538 


L06898 


A r* 1~ 1 n vr'OQ t7i er^oene ei^l iH^ep 

/^L^ I- XI IWllL^ O vXOL^WOLIO OXdXXLldOC 


174 


30 . 657 


2539 


AC004997 


Unknown match to ESTs AA667999 (NID : g2 626700 ) , 
AA165465 (NID : gl74 14 8 1 ) , Z45871 (NID : g575105 ) , 
and 


266 


97.436 


2540 


X79568 


Homo sapiens protein-tyrosine-phosphatase 


630 


97.826 


2541 


AJ388557 


Canis familiaris zinc finger protein 


973 


61.137 


2542 


D86491 


Xenopus laevis Nfrl 


947 


77.273 
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2543 


U19361 


Petromyzon marinus NF-180 


164 


30.769 


<<i J 4 4 


n9R7 "^Q 


LYlUo UlLio(_U±Uo loirij X XOxin Z 


fi7 


RO ?0 


2545 


AF040642 


Caenorhabditis elegans contains similarity to 

i_XclIioclL'yxcloco 


498 


39.583 


^ J 4 D 




irlUo lllUoCUXUo XcUC-XHc i.xppt;X CjC IldllvJ OOIi L ciXilXiiy 

L. X Cli lOiLLdLLLJX ai IC ^Xk^UCXil X 


■^7 


fiO ft 70 

DU . O f VJ 


9S4 7 

^ ^ rl f 


v X J o o u 


MiiQ mnQ(^nlnQ Tr^r^nolsT" ;3H^ri<^c3nnfs ■hT'TT^hr^CT^Vi^^'hacp* 
iJLlO illLXoOUXLlO vctwix^xcix ctuciiuoxiic uxx^iiuo^iictuctoc; 


1 4 3Q 

X 1 *J _7 


61 891 

VJ X * O _7 X 


254 8 


D874 67 


oiw'iiiw oa^x^iio kPXiiixxcix a \^ * c^xc^*^ ciiio ^ixciiixiic 

nucleotide releasing factor homolog (S4 2368) 


189 

X tJ J 


90 . 323 


254 9 


070825 


l\Cll.l^L10 ilViJX VO^XlurLIO -J \J2^\J Xj ^X X X 1 iCL O C 


969 


74 . 000 


2550 


M377 60 


Ml ic; TTin^r^nln^ co-r-irK^ 9 nl'hT"^^ hinh QnlfnT TTro1~^ir> 

ilLlO illLlO^UXmo OCJ LliC ^ UXl^XCl 11X^11 OUXXLIX ^XkJL.CXil 


4 41 


4 9 123 


2551 


AB028 978 


Hmnn *?3TTip>nc' KTAAIOSR ir>TO'i~f»in 


1 98 

X ^ o 


37 . 500 


2552 


075686 


okjiiikj oc^xc^iio ^wx ^ av-ici 1^ X a. L. c J^xii^uixix^ ^xwL.cxii 


725 


59 . 14 0 


2553 


AC004 755 


Homn c;pn'i p"n<? ■Fn<^37509 9 


4 609 


99.156 


2554 


D86970 


HoTTio Qpoif^nc; qHttiiI^^t" "ho Tn\fOt "i n h \T\r r^h ^ i n • 
nv^iLiv^ oci^xc^iio oxxiixxdx lu^woxii lixzcLv y v^iicixiia 

Containing ATP/GTP-binding site motif A(P-loop) 


24 7 


8 9 . 130 


2555 


063818 


/\C;il^J^LiO X Cl C V X O £\XLNO XXii^CX ^X\JL.CX11 


251 


37 . 037 


2556 


L12147 


Mus musculus early B-cell factor 


1727 


96.269 


2557 


AB014551 


Homo sapiens KIAA0651 protein 


287 


100.000 


^ o o o 


nfi ^7 n 

UO O 1 KJ ^ 


Homo sapiens peroxisome assembly factor— 2 


Z 41 Z 


-inn n n n 
1 UU . U U U 


9 R R Q 
^ O O 


YO R 4 1 R 
AU 0 4 X o 


Homo sapiens keratin type II {AA 1—215) 


I/O 


4 O . / D J 




non n R R 4 Q 

M.DU U O O 4 ^ 


Katuus norvegicus acypxcax irrvv-/ specxxic oxnoxny 
protein 


y D J 


0 0 . IZ J 


^ J U X 


£j ^ z o o o 


uiiK-iiowri ouiN/i iiioi ejLyiijXj . ii X 4 u z comes xrom unxs 

ne^ne^ ' r-HKIA FMRT. • MR Q1 R R r-omciQ -F-rrim -hhiQ 

^diC/ OL^LNi-i £jiD 1 Ejl iOXl • L iO _/ X J OwllLc:^ O X X OIIL LliXo 

gene; cDNA 


"5 9 7 
JZ / 


'kCl 9 Q ^ 

J u . z y J 


2562 


ri81 006 

VJ O X w w u 


Homo Q^i"Oi oriQ o7fi 


Q4 

J -7 4 


1 00 000 
X u u . u U VJ 


2563 


y07 


Homo QaTi'ionc; (^\7"}~olroT~:a't~"in 4 ^40R ZiZ\\ 


R07 


fiO Q09 


2564 


U78516 


Homo sapiens cAMP-regulated guanine nucleotide 

C^Oi icti XClV^Lv_<'X XX 


557 


33.333 


2565 


X97818 


Mus musculus samaphorin G 


914 


93.793 


Z O D D 


H.r U U J J o 4 


Caenorhabditis elegans weak similarity to the 

pep t. XCxd. XcdmXXy riZ 




on ion 


^ J U r 




noiiio od-pxeno ]\Xr\H.xujD pxouem 


c; R /I 

0 O 4 


(zr\ A A Q 
DU . 4 4 0 


2568 


D90272 


1 cH— liy ^X Llo X Xv-i.c 1 1 L d L LI o XXl[lLiXU.o XcH_LUX 

precursor 


9 0 9 
z u z 


0 c 7 0 Q 

00. / 0 y 
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AT. 091 1 S4 


riKjiiiKj od^xciio vj,ux JUvyj .X \ i_ X dJlo i_X X^ L XUIl Xdo UvJX 

E2F-2 ) 


1 RR 
X o o 


00 . 0 0 J 


2570 


084296 


o^iii^.i' odk./xt3iio xr^iNL^xxx 


o oo 


ft Q IRQ 

0 _7 . X 0 !7 


2571 


X15573 


Homo sapiens 1-phosphof ructokinase 


236 


62.264 


9 S7 9 


z\roo9'^i 0 


nomo ocipxeno uoKnown gene proQUCt 


DU4 


1 UU . UUU 


9 S7 ^ 


aP04 1 "^7 ^ 


r\dCi_uo noxveyxcus cxdtnrxn assemoxy prouem 

oiiux I. x^xiii 


4 4i D 


DU . 0 UU 


9S74 


Mfi4 7 8 0 


rvdLULio injxvtryxouo dyxxii 


9 7 
ZD/ 


'^R (^1 4 

00 . D X 4 


2575 


X74818 


Homo sapiens AHNAK-related protein 


290 


35. 948 


9 S7 


A. X J O J / 


jjxOijopnxxd lueXdnoga s uer HjXx x prouexn x 
1 063 ^ 

X u J 7 


9 9 Q 

z z y 


A ^ /I 0 Q 

4 D . 4 z y 


2577 


ABO 18281 


Homo Q^^'OTfiine; P^TAAOT'^R ■oT~oi*o"ir» 
nwiiiw od^xciio rvxfxrvvj / jo ^xtjucxii 


4 fiQ 
4 D -7 


^9 R 1 7 
o z . 0 X / 


2578 


AF151843 


Homo ^^"oi^riQ rT^T — RR 'OT~o"t~o"in 


97R 
z / o 


7R 1 R9 
/ 0 . X 0 z 


2579 


04 1558 


r'^f^nor'h^iV^Hi'hiQ ^l^rr^^nc Wo Hf^'Fini'hTon 1ir»o "Fonr*H 
N-'dcin-^xiidUL-ixi — Lo cxcydiio v*kj ucx xiix uxuii xxiic xljuiiu. 


4 9 9 


4ft fil 

4 0 . 0 D X 


2580 


Y09945 


i\di_i-Lio iiwx V cy XL^uo ^uudi-xvc xiiLtryxdX xucriiLUX diicr 

transport protein 


4 QR 
4 3 O 


000 


2581 


AF100960 


Rattus norvegicus protocadherin 


518 


58.088 


2582 


AF104260 


Homo sapiens hiwi 


268 


36.607 


2583 


AB018258 


Homo sapiens KIAA0715 protein 


881 


55.981 


2584 


U20086 


Mus musculus NF2d9 


317 


97.959 


2585 


D90734 


Escherichia coli Helicase (EC 3.6.1.-) IV. 


517 


96.386 


2586 


Y12781 


Homo sapiens transducin (beta) like 1 protein 


303 


80.000 
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2587 


AFn584 4 6 


(Valine; rrplliis h"ic;1"nnp m;^ nrriH ? A 1 ? 


225 


26 . 027 


2588 


U19463 
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56. 098 


2589 


AL022271 


Unknown similar to Guanine nucleotide exchange 
factor for Rho/Rac /rdp4 2— li ke GTPases; cDNA EST 
vk 


279 


40.952 


2590 


AB007864 


Homo sapiens KIAA0404 


345 


47 . 573 


2591 


AB011535 


Homo sapiens MEGFl 


184 


100.000 


2592 


AF0304 30 


L-ILXO lULX O X LX O O dUCl^l 1 J. J. 1 1 V J. O 


487 


98 . 630 


2593 


U14 635 


glycine receptors 


511 


43.011 


2594 


M28880 


Homo sapiens ankyrin 


224 


94 . 444 


2595 


AF064553 


Mus musculus NSDl protein 


311 


95.349 


2596 


Z9324 1 


Homo saoiens dJ222E13 3 2 f PUTATIVE oartial 
isoform 2) 


204 


90 . 625 


2597 


Z70310 


Caenorhabdit is eleaans R11A8 7b 


267 


39.416 


2598 


Z70200 


Homo ^aoipn^ US <^nRNP— ^joppi f i p POOkD OTotpin 


5272 


99 . 137 


2599 


AF099974 


Mus musculus schlafen3 


242 


37.984 


2600 


AF117754 


Homo sapiens thyroid hormone receptor- 
associated protein complex component TRAP24 0 


426 


95.588 


2601 


n9 s s^fi 


Homn can-ip^nc: T<'TAann'^7 
nwiuu oct^xdio i\±rtfT.UL/j / 


^ -J ± 


X u u . u u u 


2602 


Y12713 




7 
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2603 
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^ O 
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Z784 17 


romes from this rrpnp * pDNA F^T FMRT,'n?7837 

Wlll^ J- J- WILL ^ll^O ^^llv^^ V_r LNx^ 111 I.J X 1_|L JLJ J_l ■ ^ 1 \J ^ 1 

comes from this gene; cDNA EST yk315g9.5 comes 
from this gene 




9Q SQfi 


2605 


M76720 


Xenopus laevis egg-specific protein 


523 


64.516 


2606 


U76764 


Homo sapiens CD97 


415 


64 . 130 


^ D U / 




Rattus norvegicus m— tomosyn 


1 o Q n 


Q Q 'iOC 


^ D U O 


UZ J O ± D 


Caenorhabdit is elegans No definition line found 


z 4 y 


/II /II/ 

4 1.4X4 


2609 


Z70038 


Caenorhabditis elegans cDNA EST EMBL:D32579 
comes from this gene; cDNA EST EMBL:D35254 
comes from this gene; cDNA EST yk224b3.5 comes 
from this gene; cDNA EST yk357fl0.5 comes from 
unxs gene 
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37 . 949 


9 fii n 


^ Z 4 D O U 


nomo oapxens garp 


0 7 1 
id / X 


0 4 . D X 0 


9 (^1 1 


7700'^ ft 


v-»acllOx naDQX L X 5 exsgans CULNH. IIjoI JlilYlDij . IJ J Z 0 / J 

comes from this gene; cDNA EST EMBL:D35254 
comes from this gene; cDNA EST yk224b3.5 comes 
X X oiii LXlio yciic/ cuLNri. Hio 1 yKoo/xxu.o comes xrom 

L.iixo yciic 


7 Q 


1 Q 0 QO 

Jo . z yz 


2612 


M21389 


Ovjiil^ oa|^Xdlo JvcXctUXii ^Yir^^ XX 




DO . O O J 


2613 


AL023777 


Schizosaccharomyces pombe rna binding protein 


241 


59.016 




n9 1 "^17 


^.^cicriux nai_>Q.x L. X o exegaiis sxmxxar to iDOfi iiji-ioi 
^P3R?44^ h vno1- hp'i- 1 p;^ 1 47 ft VT) nrn-hpain Tn HC;pOfi_ 

\C^O^'rtHf ll_y^(JL.lieL.X^^ClX 1/.0 JS-JJ ^XUL-CXil Xll noiT^u 

SEC18 intprcipnip T~paion 


X y 0 


z o , y o D 


2615 


Y12781 


Homo *^P90iPns tTP^nsHnpin ( bpt" lik'p 1 trro'hpSn 


1121 


Q^Q 


2616 


AF097887 


Rf3ttn^ noT vprr 1 pii Cho 


1103 


98 780 


2617 


M77003 


Mu <5 mil pn 1 1] s o 1 vpp TO 1 — 3 — oh o ^oh 3 1" p 
acyl trans f erase 


237 


3S 032 
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L08811 


Drosophila melanogaster adherin 
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53.804 
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□20217 


IIUIO ILl IJ. O V_> U X Li O XXJkJXXXXXll ^ 


1 nn7 

X VJ VJ / 


fifi 477 


2620 


Z38112 


Caenorhabditis elegans E03A3.6 


231 


30 . 827 


2621 


Z26653 


Homo sapiens laminin M chain (merosin) 


191 


32.283 


2622 


AF155117 


Homo sapiens NY-REN-62 antigen 


355 


50.000 


2623 


AF104260 


Homo sapiens hiwi 


682 


55.495 


2624 


U03979 


Tripneustes gratilla dynein heavy chain isotype 
78 


1034 


82.386 


2625 


AF113614 


Cricetulus griseus Toll-like receptor 2 


176 


31. 973 
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2626 


D83390 


Gallus aallus connect in/titin 


193 


29. 371 


2627 


U09413 


Homo sapiens zinc finger protein ZNF135 


894 


65.405 


2628 


M92443 


Homo sapiens zinc finger protein 41 


591 


44 .920 


2629 


AF002251 


Rattus norvegicus Maxpl 


1052 


87.027 


2630 
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Homo sapiens immunoglobulin heavy chain 
variable region 
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75.591 
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domain PF00702 fHvdrolasel Score=57 4 E- 
value=le-13, N=l 
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AF121081 


Mus musculus cAMP ind.ucible 2 protein 


1113 


80 . 905 


2634 


AC005567 


Homo sapiens FAA 


228 


100. 000 


2635 


D90727 


Escherichia coli Hypothetical protein Y 


732 


100. 000 


2636 


D90811 


Escherichia coli ORF ID:o320#13; similar to 


1006 


97 . 403 


2637 


AE000232 


Escherichia coli orf , hypothetical protein 


981 


100. 000 


2638 


AL117518 


Homo sapiens hypothetical protein 


179 


68 .571 


2639 


AF101315 


Caenorhabditis elegans No definition line found 


146 


47 .727 


2640 


U28377 


Escherichia coli ORF f329 


1430 


98.190 


2641 


D90713 


Escherichia coli TolA orotein. 


880 


100 000 


2642 


AF030430 


Mus musculu'? =5PiT>anhoTin VTa 


1910 


90 . 820 


2643 


AB028997 


Homo sapiens KIAA107 4 protein 


189 


64.286 
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_7 'i VJ 


100 000 
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Homo Q ^ o "1 rr'l \tci Hf^o^ 'r"V^ov\7'l acti oT~oon t~ q oi^ 
o^jiinj od^-^xciio i^xyL^XiiC vjc^axi.j^v^j^xctotJ ^x c::t.^LiX oux 


X o / 


100 000 
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J \J \J Zf \J ^ 


Homo Q^oi one P'oni =c;a"| -i \TXiTr\/ oono^Ti^^tra 1 "i n — A 
o^jimj od^xciio ^^Jiix — odxxvcixy ouii^ciiici v ctxxii 

binding protein {exon 3} 


X -7 .J 


? fi R Ql 


2647 
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R;^ttnc; nnrvprri cn <^ TT PI ^0 — "ppm i 1 v nrntP'Tn TTP170R 


174 3 


91.54 9 


2648 


Y08260 


Mn s TTin sen 1 11 <=5 cvt on 1 «^Tiri i c ool vsHpnvl At i on 

element-binding protein (CPEB) 


1313 


93 . 137 


2649 


AF100960 


Rsttu*^ nri7"vprri cii m^otocsHhpi^i n 


555 


57.24 6 


2650 
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present via e-mail from LABEIT@EMBL- 
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present via e-mail from LABEIT@EMBL- 
Heidelberg. DE 


1021 


99.412 


Z 0 / z 


n TTO 4 1 1 
-rtr UOfi 0 1 J. 


nomo sapiens intrinsic lacuor diz recepuor 
precursor; cubilin 


OU J 


z o . 1 y D 


Z D / O 




Pleurodeles waltl fibroblast growth factor 
receptor 3 


R ^ 


"5 9 7 "5 Q 
OZ . / OO 


Z D / 4 


77 R R97 


uaenornaDui L IS eiegans preaicrea using 

OCil^ X -L 1 lUc^ X / O ilUX J. d X J. L y LtJ nLllllcl.il /T.£\1N 1 


O DU 


9ft ft 9 n 

Z o . O Z U 


2675 


088167 

\J \J KJ J- \J 1 


v^Cld J- 1 laXJU J. I. X O CXC^OilO k^^lil-OXiiO OXlllXXClJ LL.y L.\J 

C2 domains 


SS7 


2 9 268 

^ • ^ o o 


2676 


AF102875 


Mus musculus mismatch-specific thymine-DNA 
o 1 vno vl a t p 

J- v-» \j J J- a i_ ^ 


156 


95.652 


2677 


AF053700 


Homo sapiens deltex 


250 


40.952 


2678 


AB002 ^77 




99 9S 

z Z ^ J 


fift 7 '^ft 

DO. 1 


2 67 9 


ni ^6^s 


Homo c;;^o-ipn«? PCTAADDin 


90^ 

Z VJ o 


;? o . o D / 


2680 


AB018274 


Homo sapiens KIAA0731 protein 


601 


82.524 


Z O O X 


nft nnm 

UO U U U X 


nouio iao-pieno oimiiair uo nypouneuicai proLsm 

n447ft of Q ocar'OTri 


ft '^'^ 
0 J o 


1 u u . u u u 


2682 


08472 S 


liLlO ILlLlO O LIJ- Li O ^Jrtlrt *J ^cH-V^XdO L-i-dlloOXXpCXUil 

factor 


fift 7 
oo / 


7 7 fion 

/ / . OU u 


2683 


AF003535 
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Homo sapiens PSD-95/SAP90-associated protein-2 


278 


97. 619 



102 



Attorney Docket 784 



Z f H o 


A ± ^ ^ O / 


EjO OllCi idlXd OUXX rVmpU pXvJLcXn X XOO^ 


7 Sfi 
/DO 


-?0 . X oo 


97 4 Q 
^ f H y 


Ij* ^ w o *j 


I-jO v_l X. X L.1 iX d OUXX OciloL/X pXUUcXll I\o(-0 V 

2.7,3.-) . 


7 SR 

/JO 


1 on nnn 

X VJ u . u u u 


2750 


U82598 


Escherichia coli CitG homolog 


820 


100.000 


2751 


D90849 


i-t o v_> 1 X X 1 X a. ^i^xx Ilia 1 11 iv^ 1 la L. c axi^vjx cv_i.Li^ L. do c \ i-iv^ 

111 S7 ^ f Fnipl" 1] "Toriri 1" P» Tf^Hiip1"ri 1 

^ « ^ * Jy « ^ f / ^ ^ ^ LA U ^ 1 1 L' ^ XJi Vw<r d / * 


134 6 


4 

y Zf . H ^ 


2752 


D90702 


Escherichia coli Sensor kinase CitA 


457 


100.000 


^ f %j ^ 


VJ X *i V/ w o 


v_>l X X 1^1 1 X d ^l^XX \Jl\£ L£.\J\J 


74 ^ 


1 no nnn 


2754 


M24905 


Escherichia coli recE 


1123 


99.415 


2755 


D90777 


Escherichia coli Copper amine oxidase precursor 
i.4,j,oj ^iyramine oxiaase; . 


876 


100.000 


9 7 c 


Ml 4 Q R 


ijScnerxcnxa coxx uvrH prouexn 


Z)OH 




9 "7 ^7 


nQn7 R R 


iiiS cner xcnxa coxx H.xconox aenyarogenase x ^ijC 

1 1 1 1 ^ ^ AHH T \ 
X ■ X . X • X / ^riL/n X y . 


1 1 


X uu . uuu 


2758 


D90783 


Escherichia coli Tyrosine aminotransferase (EC 

9 1 fT. — 'h\/7"o^'in^*9— ovr^rTln1~^5T"^+*^ 

aminotransferase) (TAT) . 


448 


98.551 


^ f -.J -7 


U ^ VJ / T J. 


i-jOI— llt5XXv_llXCl l-.(JXX i'JvJ.UO pX(J(_CXH. 


9 S7 


1 nn nnn 


2760 


D90887 


Escherichia coli similar to 


706 


100.000 


2761 


D13328 


Escherichia coli Uronate isomerase 
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278 6 


Y0054 4 


CJO^llCJ L\^iiXCl ^wXX C\J^i-i\ ^XWL.t3Xil 


1000 


100 000 

d. \J \J . \J \J \J 


2787 


V00267 


Escherichia coli reading frame gamma 


369 


93.939 




rift ? fifi4 


l-iO^ilCX X V_rilX d V^V^XX oXiLLXXdX Ej • v_>VJXX ^UiiO 


ft fifi 

o u o 


Q7 ft 2fi 


2789 


D90825 


Escherichia coli ORE ID:o334#7; similar to 


1601 


100.000 


Z / 




EjScnericnxa co±x rt.conxLai-e nyaranase/ 

ILIX L vJv^X i(JI lUx XdX ^Xt^^LixoUx ^Hik^ H,^m±*0} ^V^XLxdL^ 


R 

D J D 


P QQ 
0 0. 0 y 0 


2791 


D10483 


Escherichia coli 4-coumarate-CoA 

iiuiiiux \ £rxr\*ouxuu/ ^ 


461 


100.000 




L^O 0 -.J 0 vJ 


Hi 0 ^1 IC X X (.^IlX d ^L^XX L/lNrl ^ X y illC! X d O XXX/ dX^Xid 

chain (EC 2 111) 


1 1 7 ft 
X X / o 


QQ 4^2 


2793 


M12858 


Escherichia coli beta-cystathionase 


787 


100.000 


2794 


L03845 


i— 1 1 1 c J — L^iixd ^wxx yxywAyxdu. C ^-^ Q -L W J — L y a o 


771 


100 000 


2795 


D90880 


F.'^r'hPTi P'hi pi r'ol i TMP HpH vHTorr^ns (V.C 

i-J O V.'l 1^ X X ^ 1 1 X d V^WXX XLJir KjL^ L L y \JH. ICi J \Z \ 

1.1.1. 205) 


1051 


93 . 750 


2796 


X04341 


Escherichia coli recF protein 


1087 


99.379 


21B1 


X76979 


Escherichia coli orf303 


486 


93. 976 


2798 


X54945 


Escherichia coli product appears to be 

lUcllUJx diltr DOunCJ. 


786 


98. 305 


2799 


D90791 


Escherichia coli ORE ID:o280#4; similar to 


1029 


98.137 


9 p n n 
Z o u u 


U U U 1 0 


Escherichia coli putative transport 


"7 "5 


inn o n n 
1 UU . UU U 


9 p m 

Z O U 1 


U 0 0 0 


ilrSCner ICnia COXl trio oioirjiXl, rKUL/lUoti orhjv_,lrlU 

TTRP POMPOMPNT^ ^ PHn*^PHr)TR AN^FFR A^T RNI7YMP TT 
BC COMPONENT) (EC 2.7.1.69) (EII-FRU). 


Q Q 

o o y 


inn n n n 
i UU . UU U 


2802 


0 J •w' 0 U 


Ej 0 ^iic X X IX d o<^xx xix^XLi d (^x odooiidx X(^cr oyildidoc 

(EC 2 4 1 1821 


7 2 T 

/ Z X 


_? I7 . X X o 


2803 


D90842 


Escherichia coli ORF ID'o3'S2#3* <5iTn'il;5r tn 


78 6 


96.800 


2804 


X14 152 


R. *^f^hpTi oVii ^ r^ol 1 ^TmR inY'O'hPi n 

Xj 0 1 X X ^ 1 1 X d ^WXX 0 X lllO ^Xl^L.t?Xil 


712 


Q7 ^21 


2805 


D90703 


R. *5ohPTif^Vii^ r^oli T.'iooriY'O'hPin RlioA ■piT'f^r^ni^QO'r 

Xj 0 ^1 1^ X X ^ i 1 X d ^V^XX J_i X ^Ih^*^ X ^ U X 1 1 FxXk^rA. kj'X ^ ^ Li X O ^w^) X . 


1 2^Q 


T on nnn 


2806 


D90758 


xjo ^1 icx X 1 X d ^wxx iiy w uiitr u x^dx ^x^^Lcxii ^^ixxi 

reaion ) 

J. ^ \^ ^ \^ X A f 


77 


Zf Zf t \j J z> 


2807 


AE000136 


Escherichia coli putative enzyme 


1185 


100.000 


2808 


AB000275 


Homri <=;aF)ipnc; DAP— 2 


1 R2 
X o ^ 


1 no nnn 


2809 


X04619 


Escherichia coli A protein (AA 1-388) 


1555 


100.000 


2810 


Y17 108 


tlKJHlKJ Od^Xdlo X 1 IV^iLUJO X XCXdCCU ^XVJL.tSXli 


O U o 


4 2 74 ft 


2811 


AF071071 


Li LiO iLLLIO^LiXLlO UJ J~KJ d^il J\.XildOC 1. J V d i\. O 


~j H yj 


4 7 1 9 


2812 


U06713 


xvd llWXVC^Xlu'LIO OiJ ^ \J 


O *i _/ 


4 S ?7 n 

T O . O / VJ 


2813 


U07817 


Dictyostelium discoideum glutamine-asparagine 

XX^ll L^XWUCXil 


238 


25.098 


2814 


tj rt ^ <i X U 


rnjlllw od^Xtrlio lllX LvJAdll L x (Jllc^ X o -L o Ldl XOtr do o(J<_x d Uc^U 

gene 


o o 0 


P 4 911 
O fl * Z X X 


2815 


Z95334 


ov^iix i*vjod\^oiidx ^iii_y t^co ^vjiiix^c iiyjJ^j uiic L xt^-dx ^xwut^xii 


1 2nfi 

X Z U D 


4 1 ft RO 
*! X . o o VJ 


2816 


AB02318 6 


H r^vn o c;;ar>-icinQ PCTAAOQfiQ r^vr^'hoin 
rnjiiivj odj^xciio i\ J. r\cwj y \j ^ ^xtJL.CXil 




-3 c p 4 9 


2817 


AF009668 


multiple sclerosis associated retrovirus 

I^KJ J. y ^ J- \j L.cxii 


376 


53.097 


2818 


M23236 


Mn Q TTin^r'nl iiq "nT~ol i np— tt r'ln trro'ho'i n 

IJU.O iUlXO UX IXO ^X(.JXXilC XXOli ^XfJUt^Xll 


4 4 

J *1 *i 


110 
O O . X X u 


2819 


AB028942 


Homo sapiens KIAA1019 protein 


6540 


96.555 


2820 


u/o X 0 0 J 


Homo c:;an-icinc: K'TAAOHfiQ 


1 1 99 
X X Z <i 


Q4 4 R 




T.nn Q9 ^ 


r'juo iiiuocuxUo myosin x 


Oho / 




2822 




H *^ C 3 T Q O c t i im /H qt~»^ ^ 4* mi il "I^t ttt •H'^ m t n 

rHJIlHJ od^JXcJlo oUUXLUlL Uc^tJI lUtil 1 U lllLlX L X V X L dlllXl 1 

t_ X Cl 1 1 O V«r X V, ^ X 


X U 0 u 




2823 


U93863 


Mus musculus ribosomal protein L21 


4 98 


78.788 


2824 


AF081260 


Mus musculus testis-specif ic chromodomain Y- 
like protein 


628 


61. 988 


2825 


AF052573 


Homo sapiens DNA polymerase theta 


11511 


99.773 


2826 


Z78144 


Mus musculus unknown 


508 


70.769 


2827 


U09413 


Homo sapiens zinc finger protein ZNF135 


524 


40.520 


2828 


AB014578 


Homo sapiens KIAA0678 protein 


6414 


98.438 
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2829 


AF102546 




3539 


93 . 


94 4 




2830 


U22376 


using exon 13A 


380 


70 . 


103 




2831 


M74002 




4 Sft 

*i U O 


* 


J X X 




2832 


AF076250 


Lytechinus variegatus hyalin 


295 


29. 


210 




2833 


Y11354 


1" Tri n s p T 1 dI" 1 nn "F^^piriT TPTTD 


D _? O -7 


Q7 


_? D 




2834 


AF074086 




697 


56 . 


57 1 




2835 


AL021918 


HriiTin cianipn*^ h'^4Tft 1 f PCTiirir^p 1 "rplAl"pH Zinp' 

ii^XLlW OCl^X^IlO kJ ^ *1 X U • X \ I\X LI L^kafC X XCXO.L.CU ^XliV_' 

Finger protein 184) 


1611 


4 4 . 


071 




2836 


M63311 


Cricetulus sp. cAMP- dependent protein kinase 
aloha— catalvt ic subunit 


2226 


97. 


436 




2837 


D70831 


Homo saoiens Zinc— fincrer orotpin 


1032 


66 . 


109 




2838 


U57347 


Sus scrofa Sol transcrint ion "factor 


267 


57 . 


143 




2839 


AF063243 


Bo*? tanTn*^ T"ihn=5r»mal nTntpin Ti'^O 


4 07 


7 6 






2840 


U93570 


Homo "^^ani pn<=; n4n 

iiv^iiiw ocik^^wiih? tr 


^ ^ o 


4 7 


J vJ o 




2841 


AF183139 


Cercooi t heo i np Hpt'op'^vi tit^? 1 S tTucnatpH tvnp ? 
EBNA2 


202 
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2842 


M13100 


Rattus norvPCTioTis unknown oTntpi n 


373 


4 2 , 


857 




2843 


AF159297 


Zea mays extensin— like protein 


4 12 


25 . 


638 




2844 


M74027 


Homo sapiens mucin 


257 


26 . 


04 4 




2845 


AL080140 


Homo sapiens hypothetical protein 


4718 


99 . 


018 




2846 


AF104 413 


Homo saoipn*? lamp tiiTnoT ^nrrnTP*? ^^^ny 1 


1861 


99 


7SQ 




2847 


U35376 


Hnmo ^ainipn^ T*pnTP^^OT 'hT~pnQr'T~Tr^'l~"io"n3l 'F r'i' r^ir 

llKJLli\J OCl^J-dlO X X O O V-pf X L.XO.iioV_.J L Lrf* L. X ^1 1 Ct X XCIL'I.^WX 


^ ?Rft 

X ^ o o 




1S9 




2848 


AC004883 


Hnmn <5ar)ipn<=i ^■imilaT" i' d KTTXAOI ftft ' crimila-r ■t'pt 

il^illV-i' Od^X^liO OXiUXXClX U iXXr^J^U t \j\J f oXILLXXCIX 


7 99 




S4 fi 

O 4 O 


fn 






PID: g3882253 








yj 


2849 


D86980 


Homo saoiens KIAA0227 


^40 




4ftl 

*1 O X 




2850 


M34986 


Homo saoipn*=5 prvt hTonoi pt "i n T"ppp"nto7" T'^y~f^r'\'iT'^riT 

00^^.^110 ^Xj^L.iiXW^WXC<_Xll XCk^CJ^L-VJX ^Xt^^UXOWX 


^ o :? 


70 


Sft ft 

•JO o 


ir~ H 


2851 


U15174 


Homo saoipn*^ RCT.? /adpnovi rn F.l R 1 QkD— 


SDR 
J vj o 


u o • 




U H 






interacting protein 3 










2852 


AL096751 


Homo sapiens hypothetical protein 


5007 


99. 


493 




2853 


AL080170 


Homo saoiens hvoothetical orotpin 


824 


4 6 . 


471 




2854 


X61280 


Oryza sativa hydroxyproline-rich glycoprotein 


181 


39. 


623 




2855 


AB023191 


Homo <5aoipn*? KTAAnQ74 TTrotpHn 


X X D O 


R7 

Of, 


0S4 

U J *i 


! 


2856 


ABO 1828 8 


Homo saoipn*^ KTAAn74S nrntpin 

1 1 will %J Cil _1^ 1 1 O 1 V ^ Xixi V/ f ^ ^ X. W W X 1 1 


^09 
~j \j ^ 


1 9 


ft ^7 




2857 


AB014587 


Homo sanipn<? KTAAnfiR7 rrrohpin 

iiwiiiw ocik^x^iio i\xx^.r^v/uu / X ^ i_ c X 1 1 






-7 X O 




2858 


U37263 


Homo sapiens KRAB zinc finger protein; Method: 

V—WIH— U Ud-L L,X diio Xd L. XVjll OU]«']JXXCU, i-'Y dULilvJx 


352 


49. 


541 




2859 


M73713 


od|^xdio ^x t;y iidiiv— Y oUtJOXXXt- XJt^Ld X 
crl vcoDTot p "i n S 




7 n 


Q Q 




2860 


X94335 


a c P'h P T~om \7r' P Q r'(^'r(=^\T^ ^i YOR'^'^4Rr^ 
kj d ^ id X ^ c o ^cxcvxoXdc^ xWixJjTO^ 


O D -L 


97 


1 fi Zl 
X 0 ft 




2861 


AC004 14 4 


Homo cjaoipn*? R'^4nni 1 

11 WllLV^ O d k^ J- d 1 O ^ U VJ X X 


(=17 Q9 


Q7 


^4 fi 
J 4 0 




2862 


AF038611 


Caenorhabditis elegans contains similarity to 
sulphatases 


784 


28. 


440 




2863 


X92485 


-t X d oiinj\.xx uiii vxvdA ^Vdx 


O Dfi 




DX fi 




2864 


U51723 


^ J- d OlLlkJ^X Llill V X V d A V OiZjIvrt X 


X D O 


'^7 


ouu 




2865 


AF083242 


Homo <=;ani pn«; H9Pr'n?4 — i c;n 


_? 4 


Q4 


7 n 




2866 


U604 16 
\j \j \j ^ ^ \j 


R^i""!*!!*? noT~T7^rTir^nQ Tn\7T' ^ m\7r^Qin ho3T7\7 
rvdUL-uio 1 iwx V X ^ Lio my 1. u iiiy^o-Lii iiCd-vy t-iidXii 


Z D O ^ 




4 07 




2867 


Z75713 


Unknown cDNA EST EMBL:D36107 comes from this 
gene; cDNA EST yk208cl.3 comes from this gene; 

cDNA 


298 


24. 


127 




2868 


A.Tnn4 ft 1 n 


tjCd iiidyo (-^y UL/t^iix vjiiic ir4 ilUJllvJv-JXyy clldoc 


^ uu 


1 Q 


u <i y 




2869 


AB007888 


Homo sapiens KIAA0428 


1169 


59 . 


365 




2870 


AL021748 


Schizosaccharomyces pombe hypothetical protein 


293 


31. 


884 




2871 


Z81525 


Unknown cDNA EST yk282b7.5 comes from this 
gene; cDNA EST EMBL:D28011 comes from this 
gene; cDNA ES 


766 


41. 


889 




2872 


X55656 


Homo sapiens gamma-G globin 


180 


46. 


835 




2873 


AB029008 


Homo sapiens KIAA1085 protein 


3580 


96. 


447 
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2874 


AF045253 


Mus musculus tousled-like kinase 


370 


77 


778 




2875 


AF151827 




1337 


75 


817 




2876 


M92443 




540 


35 


959 




2877 


AF155096 


Homo sapiens NY-REN-6 antigen 


2445 


87 


555 




9R7ft 
^ o / o 


r\Ij \J X *3 -J 13 O 


H OTTi o Q^r^ToriQ P^^TAAOfiQ^ r^T"r^'t"oin 
rnjiinj od^xdio i\xrtrtuo-7j ^xljucxii 


*1 O J D 




O U X 




2879 


U38847 


Homo sapiens TAR RNA loop binding protein 


10152 


97 


111 




^ o o u 


TT99 ^7 


n\JtU\j oci^xc;iio dx LfcJx Xid u x vt; x y o^xxL-tJU. ^xvjuu.ol 

using exon 13A 


4 7 4 


7 4 


9 S7 




2881 


AF029249 


Mytilus edulis precollagen D 


192 


29 


815 




2882 


U80837 


Caenorhabditis elegans contains similarity to 
C2H2~type zinc fingers 


382 


36 


257 




Z 0 o o 


Pit 1 U bio 


Homo sapiens FH1/FH2 domain-containing protein 

t nUo 


1 O 9 O 








9 R ft 4 
Z 0 O f± 


7 1 1 1 1 R 
ii 1 1 X ± O 


uaenornaoax L.1S exegans preuxctea usxng 
ociic X xiiucx , ouLMi-i Cjo 1 yA.zox(j.4 . o ooiiieo xxoiu T_nxo 
rrfinp • rDNA F9T \/k"9RRn19 S cniTK^c? "FrnTn i'h'ic; rTPn*=i • 
L^i>(r^ hjox yjVTWvjyxx.^ o^iuiso xx uiii i^ii-Lo yciic 


T 1 Q 

/ X y 


28 


653 




2885 


AF01014 4 


H omo ^^"OiPnQ npiiTon^^l ■hViTPsH "OTO'hP'iFi An7r' — NITP 


4 34 


50 


000 




2886 


AF010144 


Homo SfSOiPns npurnriril thrpsd orotpin An7p— NTP 


293 


63 


333 




2887 


X55995 


Rpt*'t~nQ nPiT*T7P(Tif^iiQ H"iTTiP't~h\7lnl\7r^TnP (Hph\7HT"orTPFi^QP 
x\ci L.L.UO iiv_/x vc;^xoLio v^xiiic uiiy x^xy^xiic? 1 1 y \j.±. \J\^kzilcLj^ 


1011 


89.535 




2888 


AT.n^s7nQ 

\j ~j ^ 1 \j J 


rax di^x X o L.iidXXdiid ^LiLdUXVc^ ^XUL.^X11 


7 04 


37 


231 






Ud 1 ^ft 7 

U "a X O O / 


n\JLH\J od^Xc^iio OLl l-'XvJL^Xii 


91 ft9 


64 


794 




^ O -7 u 


YD QD f^n 
1 u u o u 


iiiuxxiic ricxpeovxxUb oo ocrxiie uiirconxnG rxcn 


99n 
^ z u 


28 


426 








y xy v_vj]JX vj (_ tjxil 










9R Q1 

^ U -7 X 


AFl 9 S ^ft 


L/'X (J o (^^X iX X d llLtr X dl i(jy d o U tr X XiO^k^ 


O D _? 


46 


083 




9R Q9 


7ft1 SS9 

tj O X J J z. 


Vw-dCllDX llcliJU.X U X o fcJXcyciilo oXIUXXciX LO -L XIX O X cCOXX lib , 


7 0 4 


36 


494 


y3 






nDNA P*^T \/lr4Q1h'^ ^ nnmpc; f-rnm -hhiQ rrpnp 










9ft 


AFnn9 S Q9 


D "H Q T~ 1 ^ T a O V T t^Vl (^T^ h VllO /~'\T"l~/^/~'V^V /^TTl O /^VT/HaOii T 

IT l_ tr X (->X cUX d o AX^llU^IUJX Uo v^y LUOIIX vjllltr tJXXUcioC X 


9 9^ 
^ o 


67 


089 




9ft Q4 


n4 QQ7 ^ 

VJ T -7 _7 / J 


rnjiinj od^JXtJiio wr\rX/ l^jUjIxo/^ ^Liuauxvc LXdiio^vJociotr 


O X o 


75 


248 








<=!iTTiil3T~ 1"o onno p1 pmpn t 








= n 


2895 


ACOOfiS 9P 

i^V—' v y Vj -J ^ ^ 


At'^VmHooqiq "hVialiana nn Vti owr^ r'/rh p t ti 
f^x dx^x kjo X o L,iidX-Ldiid Liiirk.ii(_^wii ljx(^l.cxix 


9 4? 

^ 'i J 


26 


648 




9ft Q^^ 
^ O -7 O 


ARn9n fift 4 

r\oU Z U D 0 4 


noiiio odpxens rxx/^riuo / / prouexn 


X X b X 


71 


795 




9ft Q7 

^ O -7 / 


AT OR m 9 R 


noiuu ocipxciib iiypoLiic cxCdX pxot.Gxn 


4 t=i 9 
ft o z 


53 


488 




9ft Qft 

^ O -7 O 


Arn4 10^4 

/AT U 4 X W -J *i 


fiUo iuuocuxuo i-jXD xi^rv/DCX ^ x>xncixng pxouexn 


9 Q9 


63 


636 








homolog 








s 


2899 


AB020725 


Homo sapiens KIAA0918 protein 


400 


35 


548 




2900 


Z66563 


Unknown Similarity to myosin; cDNA EST 


593 


29 


004 








yk249a4.5 comes from this gene; cDNA EST 














yk270h6.5 comes fro 










o Q n 1 

z y u 1 


u / y z bU 


Homo sapiens unknown 


"D O O 


51 


145 




O Q n 9 


AliUoZ bz)0 


Caenorhabditis elegans predicted using 
Genefinder; similar to Inositol monophosphatase 
Xdxuxxy/ cuiN/i cjoi yK.iiooexx.o comes xrom unxs 

yciiC/ i»,uiNrt HjO 1 yri.oxux_7.o v^L/iiico xxt^iii uiixo ytriic 


"D T O 


32 


827 






Arnn4 Rft ^ 


noiinj odpxcrio oxiiixxdX rvxi-y-iu / do, sxinxxa.x lo 
PID:g3882253 


Q4 
O y fi 


32 


370 




9 QDd 


riR ^1 7 

U O O X / D 


rJUS IUU.oCU.XUS t\KJJt\^0r\O 




23 


451 






Amn4 1 f^i 

riC U U 4 X D X 


^xycuoxdgus cunxcuxus peroxxsomax ua aepenaenu 

Oi-'XLIUC ^dXXXcX 


xuub 


66 


814 






MQ4 1^1 

I'ljH X J X 


nuxiio Sdpxtrrio xnucxxi 


9 Q 1 
z y X 


24 


758 




2907 


U27196 


Gallus gallus zinc finger protein 


1616 


64 


494 




2908 


AC004877 


Homo sapiens zinc finger-like; similar to 
P52742 f PID • al7314 11 ^ 

u J ^ / ^c^xLy>yx f^x^xx/ 


670 


31 


159 




2909 


AF167320 


Mus musculus zinc finger protein ZFP113 


786 


67 


702 




2910 


M23236 


Mus musculus proline-rich protein 


199 


30 


488 




2911 


AF184226 


Drosophila melanogaster BcDNA . GH0904 5 


894 


37 


915 




2912 


Z99271 


Caenorhabditis elegans similar to zinc 
metallopeptidase (M8 family) ; cDNA EST 
EMBL:C07771 comes from this gene; cDNA EST 


324 


36 


184 
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rifjoxi , -? D X t^uiiico xxutu LfiXiD y ciic / cuinm CjOI 






2913 


Z72506 


Unknown Similarity to Hydra RAS_like protein 
comes from 


291 


47.107 


2914 


D67066 


Ot^O L.CILIXL10 IN VV^O IT 


1 67 

X o / 


SI 1 

^ ^ • J X X 


^ X .J 






9 9 S 1 

^ ^ O X 


ft 4 Q^ft 


2916 


X1391A 


Homo sapiens ribosomal protein L4 


334 


64 .800 


9 Q1 7 


n7 9ft R 9 
u / ^ o o ^ 


noiuo sapxens xnuexieron xnaucea xeucxne zipper 

^xvjucxii 


X 0 J 0 


Q1 4 4 7 
y X . 4 4 / 


2918 


X92352 


Mus musculus homology to nucleosome assembly 

|Jxwi_cxxio/ o]|JC 0 X X X (^d X X y ca^x tro otiu. xii iicrLixuiio 


373 


33.422 




9^7 970 


HoTTK^ Q 3 1^ "1 on Q 7MP'7^=P^RAR '7 \ n*^ "Ft n^^or* 
rnjiiiw oct^xtsiio £j1ne / j — r\rvrvo ^xiio xxiiy^x 


X ^ u o 


/ J . U 4 X 


2920 


AROI 7fi1 

iT.D X / U X O 


LJLlo illLlO ^ LIX Ll 0 i lUillwX ^y Llo \^\J yCcloL. lOlxXD^ 

gene 


1 Q9 ^ 


ft 1 Qft Q 
ox . TPoy 


2921 


AL08014 1 

J— 1 Vj" *J W -L T X 


nkjiii^ od^xdio X xy ^ w L. i i c u. X ^ ci X ^x^ucxii 


1134 
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274 


41.709 


2943 


M33784 


Dictyostelium discoideum protein-tyrosine 
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Homo sapiens neuronal thread protein AD7c-NTP 
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Homo sapiens transporter protein 
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Homo sapiens KIAA0992 protein 


4871 


95.460 


2991 


M14123 
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Homo sapiens alpha-1 type I collagen 
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to mouse gamma adaptin. 
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EMBL:D654 50 comes from this gene; cDNA EST 
EMBL:D68888 comes from this gene 






3039 


D10627 


LJUO lllU O W U J. U O £i -1. 1 1 V_r J.U.11U^^ J- C -1. 1 1 


756 


58.730 


3040 


U93571 


Homo sapiens p4 0 


263 


28.959 




A.T?4'^4 


Xicr X o I ULidi ix a lua J ijx ^x u u tJU^iiuo^injy x y t^dii 


^ / u 


^fi 1 9*^ 


J U *i ^ 


r\lj w O VJ X -7 




DO/ 


4 ft Qft n 


"^04 ^ 

OKJH O 


777 fifi4 

tj f / u O *i 


UllKilUWil pXcUXC-LcU. Uo-Lliy ocllc X XilUcx / oxIUiXciX to 
uXiii.^ xxiiycx^ ^^n^ uy^c^ ^^ulnz-i i ^^i^JowT o i: o 

from 




'^4 ft ft 4 

J 4 . 0 O 4 


3044 


AL079308 


S t reot oinvces coelicolor" nutativp 

\^ \jW\ 21 w ^ ^ Vkv/ ^ \«/ ^ ^ri/ \Ji. ^ ^ V 

serine/threonine protein kinase 


194 


31.795 


3045 


AB007887 


Homo s aniens KIAA04 27 


325 


29.221 


3046 


AB026190 


Homo sapiens Kelch motif containing protein 


480 


26.882 


3047 


Y13374 


iHJitnj oct^xdio ^ Li L. ct L. X V t::; ^x diy Xd uc^-J. ^jx^l-CXII 


_? o o 


ft9 s^n 






rnjiuvj od||Jxt:riio or x o\j Xooxtjxiu 


o o 


9Q 1 ni 

c.y m X u X 






v^d diwx 1 idJkJ*j.x u X o cxcrydlio dx^iid otJXXdyt;ii 


^ U D 


'^1 4 14 

OX . *i X 4 


3050 


A.T? 4 97 77 


i^JLio lULl O LIX Llo in.OXLNO/ t\£.\J Jw/XilUXIiy XilXlXUXLUX vJX 

NF— k';^n'n^5 R r*"!" i v;^ 1" "i on i ^m;^ 11^ 




O D ■ O U O 


3051 


X71621 


Saccharomyces cerevisiae hypothetical 58.9 kD 
DToi" pin 


186 


24 . 924 


3052 


X13885 


Nipn1"i;^nA^ "hsh^^piiTn pvt~pn"=;'in ^ AA 1— fi?n^ 


27 4 


24.568 


3053 


Y11395 


Homo saoipns vpn t Tri n <=?TTipnihTPnp — HnTn;=5 1 n OT'O'hp'in 


1205 


57.190 


3054 


AF156271 


Homo s aoi pn s RTNCi finrrPT DTotpin "hPT'f 


202 


30.7 69 


3055 


V00148 


Caenorhatjci i 1 1 s plpcr^^n^ nnnampH nrotpin DfoHnpi' 


24 9 


34.7 66 


3056 


U00025 


Caenorhabclit" i s p1 pcran*=; wpa Ic simil^^Titv "ho ATP 
synthase B chain 


674 


28 . 320 


3057 


AL080125 


Homo sapiens hypothetical protein 


525 


61 . 268 


3058 


AF151827 


Homo sapiens CGI— 69 protein 


1344 


76.144 


3059 


AL080123 


Homo sapiens hypothetical protein 


528 


30.366 


3060 


L11672 


HoTTio ^^r^TPn^ 7 \ T\c "FinrrPT* rrroi'P'in 

-L i wlllW Od^J-Cl^llO ^-LIlV^ XXiiyCX k^X^LCXli 


4 4 9 


7^ 4 4ft 

^ vJ . 4 4 O 


3061 


X74764 


Homo sp^Dipns ■nTot'pi n — 1"\/TO<=i'i np k"in^^"^p 


5319 


Qfi fi4 7 


3062 


AF14 9093 


Ml] *^ mnspnl 1]*=; 71 np "Pi nnpi" 7.F— 1 


354 




3063 


U79260 


Homo "^STiipns nnknown 


242 


56.180 


3064 


D31887 


Homo s aniens KT AAOO 62 


1316 


^ \J . VJ \J V 


3065 


AF071081 


Mvcoha Pl"PTi\]m tnhPTPiilocii*^ r)T*ol i np — yiph mnpin 
homolog 


188 


25.721 


3066 


D86966 


Homo sapiens similarto human ZFY protein. 


554 


36.797 


3067 


X62681 


Gallus aallus limh dpformitv nr^otpin 


564 


4 9.721 


3068 


AF087142 


Homo sapiens TED protein 


1040 


41.016 


3069 


AF109906 


Mus musculus NG22 


720 


30.270 


3070 


AB000459 


Homo Sr^nipns nnn^^mpH nTo1~pin m^orlnpl" 


L/ J 


O O . VJ (J \J 


3071 


X13885 


Ni cot i a n^a t'shspiim P5ci"pn^in ^AA 1— fi^D^ 


J O J 


^1 Q7 fi 


3072 


AF053356 


Homo '^aoipn^^ IpiiPin T~iph npi]T~onal OTO'hpin 


1429 


67 016 


3073 


AB011164 


Homo sapiens KIAA0592 protein 


8471 


97.791 


3074 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


715 


66.851 


3075 




Homo QaoionQ ;an"t~"inciTi Kf V — PPi— 
ntJiinj od^xcriio diiuxycii v* i \^\J oj 


4 ft Q 


7 0 f^AO 
f yj , 0 4^ 


3076 


AFm 014 4 


HpiTTirt Q^^r^ionc noiiT"onal ■f~H"K*oa/S r^voi^OTr^ Zir^"?/-^ — MT'D 
nuiinj od^xtriio iicr LLX wiidX (.lixtrciu. ^JXOLcXil rt.L/ / O IN i ir 


4 7 


Rfl 99ft 


3077 


AFDI n 1 4 4 


nuiinj od|Jxcii£3 iicuxoiidx LnxedCi pxouein nu/c viitr 


7 n 




3078 


M13100 


Rattus norvegicus unknown protein 


325 


35.266 


3079 


L29028 


Unknown amino acid feature: N-glycosylation 
sxLeS/ aa f* i . . ^J/ ft o . . oi . . do, /z . . 
74, 107 . 


224 


31.609 


3080 


AJ243459 


Leishmania major proteophosphoglycan 


177 


25.858 


3081 


AF043944 


Mytilus edulis nongradient byssal precursor 


277 


27.792 


3082 


S69693 


Leishmania donovani, ssp. infantum, Ethiopian 
LV9, amastigote. Peptide, 236 aa stage-specific 
S antigen homolog=A2 {repetitive sequence} 


226 


36.076 


3083 


X79881 


Rattus norvegicus aggrecan like protein/ 


522 


56.329 
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J VJ O *3 


r\C \J O ^ ^ O ^ 


\^aiixo X diiix X X dx X 0 ^jfr^^ xx ^^xxct^cii 


94 


4 4.444 


OKJO 'J 


n04 9 fil 


Q c \7T^ "inTTi V*^aT*V*^aH£inQO rM^olino — T'T^H i^oll wall 
u(j 0 0 y ^x LXiii Jjdx xjaucrx lo c ^xuxxxic xxoii otrxx waxx 

^x ^ C X 1 1 


X J 


97 74 Q 


3086 


AC006220 


Atp^H i Hons 1^ 1"ha1ianA h\/'nni"}iP't~ ipril 'm^n'hp'in 


354 


51 . 724 


3087 


X61295 


Ra't"'t"n*=i nnTve^rri piic; T,1 tpI" ynDnsnn a • ohtI" "i on O'P 

1 xu lIwJ-V ^ W _l_ V_r 0 J-l X J- ^ J- V^OWll/ kjT W J- L. Vu/ 1 1 X. 

its 0RF2 sec^uence 


308 


39 . 735 


3088 


AB029011 


Homo sapiens KIAA1088 protein 


4037 


86. 686 


3089 


AF010144 


Homo sapiens neuronal thread protein AD7c— NTP 


419 


71 . 134 


3090 


Z28201 


Saccharomyces cerevisiae ORF YKL201c 


151 


27 . 273 


3091 


AB002336 


Homo sapiens KIAA0338 


6169 


99 . 893 


3092 


AF159297 


Zea mays extensin— like protein 


284 


25 . 967 


3093 


X92485 


Plasmodium vivax pval 


269 


58.333 




AF060S70 


Mn Q miiQr^iilnQ "r~TrT— 1 "O t~ ol" i n 

L'JLlO XULIO^UXIXO XX^ X I^XkyfL-CiXil 


1698 


73 . 156 


J V J 


r\C ± ± o £, ^ o 


ZX "Ta h 1 H (~\r~\ QTQ "hhali^^na Mo Hp'F'in'ii'ion linp "FonnH 
rix dx^x u^^o X 0 uiidxxdiid lnw u.c^xxiix ux^jii xxiic xuliiiv^j. 


217 


50.704 




^7C)^ 07 


LiLlO ilLLio ^ Li X Ul 0 0 y ild^ L. U L d^^illX 1 1 VXXX 


1 1 ^4 

X X J '3 


69 999 


3097 


X51394 


Xenopus laevis APEG precursor protein 


376 


36.861 


O U -3 O 


y7 Qm 0 


Homo c 3 "O "i O'Pic oy*o't~o'i n \~ \ 7 y~ r\ a "i n 0 — oh 0 a I" a c 0 

rnjuivj od^xtriio |JXtJuc;Xii uyxuoXiit; ^iHJo^iid Ldot; 


fiQft 9 


97 OSfi 


3099 


AF112299 


Homo sapiens integral inner nuclear membrane 

OT^o'hfaHn MZiMI 

^Xt-'UCXil I irtI.N X 


342 


44 .800 


J X V W 


7. 9 ft 9 0 1 


^ a 0 oh a T"OTn \/r'P Q optptti <zi ap PlRT<^ YTCT.901 0 


3S7 


36.747 


3101 


U09367 


Homo sapiens zinc finger protein ZNF136 


511 


52.717 


J X U ^1 


npl 91 00 Q 

fii; X Z X U U !? 


riyooDdC. uex X uin tuijex cuxooXo nj/r\V nypoLiic uxCdX 
protein Jv0534 


1 ft^ 
X o o 


?1 (=^0 Q 

ox . DU -? 




U J / Z D J 


nomo sapiens r\K/\ts zinc ringer proi,ein, lYietnoa. 
conceptual translation supplied by author 


J O J 


0 / . D y z 


3104 


AB007447 


Homo sapiens Fln29 


165 


62.745 




JJxod4 1 


Homo sapiens mitochondrial outer membrane 
protein 19 


4 1 D 


/ 0 . y bz 


3106 


U41007 


Caenorhabditis elegans similar to G beta 
repeats ^ rKUox i ti , rouu o / u j 


280 


37.226 


O X U / 


70 99 (TO 

IaO DO 


uuKnown pxeaicuea using vjenexinaex , siinixax uo 
rriTTPT.P rOT.T.AriPM '^4* oDNA F^T FMRT. • n(^S fi9 Q ooTTif^c? 

from 


9 97 


'K^ Q7 1 


^1 Oft 


M7 ^QftO 


Homo caoionQ "PZiMI 
rnjiinj od^JXdio i r\vi X 


O T *1 o 


9ft 970 


3109 


AC006293 


Homo sapiens immunoglobulin-like transcript 10 

O VO "t* O "1 o 

px (J XXl 


2290 


88.060 


o X -L U 




Zi V a T ^oocT o "("Vial "iana nnL^TiOTnTTi 

i-ix dijxciopb X o i_ndXXdiid uriK.nvjwii 


4 90 

*i Z U 


^47 


3111 


X07881 


Homo sapiens proline-rich protein Gl 


248 


27.313 




nQ 1 "31 Q 


Homo sapiens Gene product with similarity to 
LYiuxuiarug resisudnce prouem ixiKirx 


-3 Q7 

jy / 


DU . 4 0 4 


3113 


U68488 


Homo sapiens 5-hydroxytryptamine7 receptor 

XoOXOxIU Q 


2150 


82.989 


3114 


AJ245587 


Homo sapiens Kruppel-type zinc finger 


247 


35. 648 


3 ± ±D 


[1-3-3/1 frn 
U J 0 4 DU 


nomo sapxens ui\rt. airecuea KiNi-i poxymerase x, 
largest subunit 


1 Q 9 ^ 

X y z .3 


QR "^7 1 

yo , 0 f L 


-5 1 J- D 


an R Q9 Q7 


iiea mays exuensm iiKe protein 


9 1 
Z o X 


OD , Do 1 


3117 


AL035423 


Homo sapiens dJ20I3.1 (brain mitochondrial 
carrier protein x ^oiyiL-irX; j 


932 


86.982 


olio 


n9 0 -3 7 
UZZ 0 / 0 


Homo sapiens alternatively spliced product 
using exon xji-i 


-390 

JZZ 


0 0 . UUU 


J J. X y 


aT117901 
ALi XI / Z U X 


Caenorhabditis elegans predicted using 


9 9 Q 
Z Z 0 


9 ^ n C3 

ZD. U DO 


3120 


Z67990 


Caenorhabditis elegans similar to cuticle 
collagen 


217 


29.097 


3121 


AF151840 


Homo sapiens CGI-82 protein 


463 


42.000 


3122 


D14539 


Homo sapiens LTG19 


72 


29.885 


3123 


U05227 


Homo sapiens Rar protein 


1386 


66.460 


3124 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


248 


56.818 



111 



Attorney Docket 784 





UO J X oo 


unKnown oxinixax uo cuuicuxax coxxagen; coaeu 

xtjx ^Jy ^» cxcydiio ULNfi yi\.joc\j.O/ l.Uv_icu xux L)_y 

V-* • ^xc^^o. 


T Q 9 


'in R /I /I 


3126 


K03208 


Homo *;r5oipnc: ^^^l \ va tv OTolinp — T"ip)i 'OT"o1"*^in 
precursor 


73 


33 333 


3127 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


199 


53.333 


3128 


AB014578 


Homo *=?r3oipns KTAAnfi78 OTotpin 


6383 


98 . 242 


3129 


U4 9974 


Homo *=;;^oiP"n*? ms'TinPT' t TP>nc;ooc!;=i c;p 


7 63 


73 . 2 98 


3130 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


230 


52.475 


o ± o ± 


ni ^ 1 ft 1 

U X J X 0 X 


lYiycoDac ucx X uiu xspxaG *i couiuaxaue co/\ xxyase 


7 P 7 


ACS nnn 


O ± J ^ 




nomo sdpxens axpna uuouxxn 


999c; 
Z Z Z 0 


Q9 R 9 1 
y z . D z X 


3133 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


448 


65.179 


O X O fl 


7 Q7 o -3 
ii / J O D 


Arabidopsis thaiiana hypothetical protein 


799 


97 7 c; R 


3 ± DD 


rtr U ft O D fi 0 


uaenornaoax t xs exegans contaxns simixarxcy uo 

^•OXXcLycrilo 


X 00 


9 Q /I 
Z y . D'i D 


J X o u 






0 U X 


4 X . j7 DZ 


.J X .J / 


£j ~J 'J ^ f 


1 rk.1 itjwi 1 vvtrdj^. o xlux X d X X L y wxLii ocd oi^Lixx L iixuugcii 

^XC(_LiXoUX ^X^JUtJXll \Ji,JXdoU^ oOv^XC f -i- / f \^UVir\ EjO I 

EMBL : 


7 f^n 


0 D . X 0 0 


3138 


M8034 4 


Homo sAOipn^ ORPl poHp<=; ■Fot" 40 WD;^ ■nToHnr'"t~ 


^ >j ^ 


RD 4 sn 


3139 


AF010144 


Homo saoipn^ npiiTonal "hhTPpH oTO'hp'iri An7o— NITP 




S4 (T^ 9 

J . VJ ^ ^ 


3140 


L01775 


L^QLt^UO ^CIX^L-O. ^XWXXilC i LL<>ii ^XWL.CXii 




^ ^ . X X 


3141 


D90813 


Eschprirhi;^ roll ORF Tn'o^??i7* «5imilAr tn 


7 1 R 
/ X 0 




3142 


AF063613 


Homo sapiens 2 ' -5 ' oligoadenylate synthetase 3 


7385 


98.896 


3143 


J04 974 


iHJiinj od^xciio dx^iid ^ Ly^ts /\.x ^LJXXdycil 


X ^ 0 


9Q 4 "^R 


3144 


AF077538 


Caenorhabditis elegans unknown 


213 


23.353 


3145 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


332 


59.048 


O X *i D 


riC X -J ^ ^ J f 


CiGd md,yb exuensm xxKe prouexn 


0 DO 


9 Q Q7 Q 

z y . y / y 


O X 4 / 


M7 4 0 9 7 


Homo sapiens mucin 


0 c 0 


z D . 0 D / 


?1 4 ft 
J X *d O 


n9 9 7 ^ 


Homo sapiens alternatively spliced product 

LXoXliy tiAvJil X Or\ 


"3 Q Q 

0 y y 


no A Ck A 

/ 0 . 4 y 4 


3149 


Z68215 


Unknown similar to collagen; cDNA EST 
xjIyidxi . uo -3 o / X comes xrom unxs gene^ cuiNri ejoI 

FMRT •nfi^(^71 nompQ 

XjIIDXj . UD J O / X C^tjillco 


166 


35.294 


11 SO 

J X J u 




OXdxJCX U.O UXoOUXLldXXo v_ y HJv_l IX LJillC ir*aOU 


R 

DO J 


Rfl 7 11 
OU . /XX 


3151 


Z48045 


Caenorhabditis elegans sre-2 


1047 


48.817 


3152 


AF104413 


Homo sapiens large tumor suppressor 1 


1687 


72.566 


J 10 J 


n TTi 9 1 nn Q 
Ac XiC X uu y 


Mycobacterium tuberculosis H37Rv hypothetical 

V ^ T Tt t n ^ "5 ^ 

pxrouexn uvuoofi 


one 
zUb 




O X J 


Xr J *J L/ X O 


noino £>dpxens spxiceosomax protexn 


9 1 R 
Z X o 


oz , 0 / / 


O X J J 


n9 d 7 Af. 
U ^ T ^ 1 D 


ux Ob oprix xd iiiexdnogaSi_er x / x / 




9Q Q9 i^: 

zo . yz b 


3156 


Z83232 


Unknown cDNA EST EMBL: D2 6959 comes from this 
gene, cuin/\ cjo i ejLyidxi . o j comes xrom nnxs 


380 


27.711 


3157 




Homn <=: ^1 -i o n c: RP'^79QR T 


D f± / 


47 nn R 


3158 


U32447 


Trypanosoma cruzi mucin-like protein 


182 


37.795 


O X O -? 


nQ7 nn 


Caenorhabditis elegans No definition line found 


"3 n Q 


Ob . y Xo 


n fin 


ATI n m ^ 

-riU X J X O O O 


Zea mays Hydroxyproline~rich Glycoprotein 


z U 4 


00 A a A 
Zz . 4 b4 


3161 


U48852 


Cricetulus griseus HT protein 


1918 


76.453 


3162 


AF177758 


Homo sapiens ubiquitin specific protease 16 


1185 


75.781 


3163 


[] 3 8 2 S ? 


iiiuo^uxLio X X d 1^ (- X Id u cru a. x x x duxd l xuii xiiuuoeu. 

29 thymoma 


1 m 

X U X o 


(Tn 7 0 9 
DU . 1 Kj 


3164 


U76618 


Mus musculus N-RAP 


1163 


48.603 


3165 


AF159297 


Zea mays extensin-like protein 


252 


29.502 


3166 


U40029 


Caenorhabditis elegans Contains similarity to 
Pfam domain: PF01060 (Worm family 2), 
Score=203.8, E-value=8 . 6e-58, N=l 


431 


33. 918 
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3167 


M36912 


7.^^ Tn^^\7Q r'^ll w^^ll T^T'O'i'O'in ^r^iTt" ^ * oii1~a'f~'i\ro 
tjca iua.jyo ^cxx wctxx ^xvjL.cxii * ) t ^JLi L-d L. x v c 


94 S 


90 079 


3168 


AF10884 3 






94 1 QS 


3169 


r^i. vj ^ ^ Zf \J 


uiir^ii^wii oxiiLxxctx K,\J ^^xxdv^di/ xwx ^* 

cDNA 


91 ^ 

^ X ^ 


99 7 1 Q 


3170 


AB028954 


Homo s^5oipns KTAA103T nrot'Pin 


2361 


48.748 


3171 


M17802 


Plasmodium falciparum circumsporozoite protein 


213 


28.676 


3172 


AF067165 


Homo sapiens zinc finger protein 3 


780 


61.677 




*J J O X *J *i 


^^ciciiux xiciiJtjx L X s excydiio iNo X xiix i_ ioi I xxne xounti 


J X U 


9 1 Qn ^ 

Z X . J 


3174 


Y12713 


Mus musculus Gag polyprotein 


516 


43.210 


o ± / J 


u ;? J u I? u 


nomo sapxens ci^o^x x 


1 QH Q 

1 y u y 


ofi . y / 4 




AD / X O D 


r\a.i-uus noxvegxcus ^o; z nyaroxy acxa oxxaase 


1 fl 9 "5 


b y . u DO 


?1 77 


O O ^ _? J D 


nUlUU tscipXcllb irr\OXO pxeCUxoOx prouexn — XJaSXC 

^X^XXllC XXOIi ^X0L.CXll0 ^IrOf CLliLf iTillO / ClllLl t. ^ } 
^XC^vUlXoWX L.CXilLXlia.X/ 


Z U D 


91 1 40 
O X . X fl u 


3178 


M97347 


Homo Q^oiPriQ V>P"hA — T fi — M — 

acetylglucosaminyltransf erase 


^4 ^ 

J *1 J 


79 Q79 


3179 


w w ^ J. ^ 


Mol 1 iiQr^iim r^on'i~;5rrT OQiim ^ri t"iiq QiiHi1~\7r^o T MP1 '^9T 

L X X LX O ^ LilU UCtU XWO LLlLL V X X U. O O L1I.J ^ J X O ^ Xj 


4 ft 4 
1 o y 


41 4 9 Q 

rt X . 4 ^ _/ 


3180 


[158658 


Homo Q^^r^T nnVnown 


9 R7 


(^9 1 (^9 

. X oz 


3181 


U93574 


Homo sapiens putative pl50 


358 


40.092 


3182 


U93571 


Homo sapiens p40 


409 


42.941 


O X o o 


am n 4 9 ^ 

U U f± ^ O J 


nomo sapxens LYiyiix 


9 Q Q 


3 X . 1 DO 


O X O f± 


rT4ni ft7 

U 4 U X O / 


uaenornaDux L.XS exegans exegans cutic±e 

ool 1 srr^n r^ol — R 
OvJXXciydl L^vJX O 


X oy 


91 A ~J 0 
Ol . fl / Z 


3185 


U79260 


Homo sapiens unknown 


288 


58.696 


O ± O D 


74 (^7ft7 


unKnown culnh. Hjoi HjIxidXi . u / oou d comes xrom tnxs 

rrpnp • oHMA F<^T PMRT • n79*^ftft r-omoc: -Fmrn -H h t «: 

gene; cDNA 


O / D 


4 o . fl y / 


3187 


U ^ J .J X 1 


P^onovVi^ V^(H li'TC olo/^an^o Mo /Hci'f'iT»T't~'i/^r^ lino "Ff^iTn/^ 
Vrfd t;i HJX i 1CIU(J.X L X o ^Xci^cillo LNU Ut; X XI IX U XUil XXllc XULIilCJ. 


9 91 
OZ X 


99 000 
jZ . UUU 


^1 ftft 

J X o o 


ri7 Q9 (^n 


nuiuo oapxeiio unknown 


9 Q Q 

Zoo 


Do , oyo 


^ 1 ft Q 

O X O 17 


n9 9 ?7 


nuiiiu bd.pxeiio ax ceroa L X V ex y spxxcea proaucr. 

LloXilLj ti^^t^il X 


yl /t 

fi ft 0 


1 T R 
D D , 11 0 


3190 


xT,^ V U J X / *J 


Homo Q^iOToric ^"^1440 

nwllH-' OCl|JXdiO X _7 «J 


1 ft "=14 

X O ^ 4 


R7 7 9Q 


3191 


AJ01094 9 


Ml 1^ mn^onlne o^Iothtti ohj^Tinol aloVi^ 9— Hoi "ha— 

LiLlO llliXO LXX Lio OCLX^XLLltl ^IlCllllic;X dX^lld £. UcXLd \^ 

subuni t 


4 4ft 

*s *± O 


4 1 fifi7 

4 X . D U / 


3192 


U97553 


murine herpesvirus 68 unknown 


375 


33 . 992 


3193 


L06147 


Homo sapiens golgin— 95 


469 


59 . 854 


3194 


AF010144 


Homo saoiens neuronal thread orotein AD7p— NTP 


438 


77 . 895 


3195 


U97553 


murine hprDP*5vini^ 6fi unknown 


197 


31.276 


3196 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


692 


66.111 


3197 


XS4 1 69 


Homo Q^ioionc fi4 P^H aii'i~o3n"t~i oon 
n\.jiii^ od^xdio u *i i\u d Li u vjdi 1 L X 1 


QRft 


4 9 R9 9 

ft Z . O Z J 


3198 


S7ft 9^4 


Homo <3;30'i one H — KinP' = niio1 o^t" PiKia nHn nrt r\y^r^'i~ a i r\ 
riKjLiiKj od^xciio n lnuv^ — iiuv-XcdX ulNrt J.JXllLlxliy pxvJLfciXll 


Q7 


7 4 9 Q7 

/ft . Z _7 / 


J X ^ J? 


r]7 Q9 fiO 


nuiinj odpxtrlio HI 1 KilvJ WIl 


9 9 4 
o Z ft 


^^9 99 
DZ . Do / 


J ^ VJ U 


AFl S9 Sn9 


H /^Tn o s T o n e v* *t~ ^3/HVio>"t n o "1" Q 
rnjilHJ odpxtrllo px U HJOdUllcX XIl UcLd ^ 


1 1 9 Q 
X X z y 


9 9 ClC^'i 
/ J . U D X 


3201 


AF006065 


Fowlpox virus gag 


296 


31.474 


o ^ u ^ 


i-il; U J D D X / 


nomo Sdpxens dwouk^ assocxanea zxnc xxnger 

OT'oi~Pin RA7.1 
^xwL.cxii on£j X 


1 n T c. 


Dl . 1 / D 


3203 


U93566 


Homo sapiens p40 


263 


47.706 


-J ^ U *i 


M^4 SSI 


fujiinj odpxciio Ku r\o / ooM. r xDonucxcopr o L sxn 


97 


9 9 91 
J D . JZ 1 


IPOS 

^ ^ VJ J 


L J X ;7 >J J 


H OTifl o e a Tone /^DT^'T • r*MTf~a'l~"lTro 
rHJlllU odpXcIlb KJt\i: X f pULdUXVe 


9 9 9 
Z Z O 


91 (^9 Q 

o 1 . D / y 


J ^ U D 


arnn4 ft ft 


noiuo odpxens sxmxxdr co ]\x/ih,u/dd/ sxmixar uo 
PTD • n'^RR99 


/} 9 /I 
4 O 41 


0 C HOT 
Z D . Uo / 


3207 


L11672 


Homo saoiens zinc fincrer nrotpin 


864 


43 . 077 


3208 


AJ225122 


Mus musculus hyperpolarization-activated cation 
channel, HACl 


138 


34 .783 


3209 


AF071172 


Homo sapiens HERC2 


4696 


97. 127 


3210 


AB011532 


Rattus norvegicus MEGF6 


2066 


74 . 143 


3211 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


373 


72.826 


3212 


U09116 


Homo sapiens ORFl, encodes a 40 kDa product 


238 


39.706 
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3213 


U85494 


Zea mays LONl protease 


1881 


56.238 


3214 


AF027973 


Neohila clavines f laaelli f orrn silk orotpin 


430 


29. 014 


3215 


M17491 


Mus inusculus procollagen type I alpha chain 


220 


31 . 556 


3216 


AF132947 


Homo saoiens CGI— 13 orotein 


676 


86 . 131 


3217 


U93564 


Homo sapiens p4 0 


227 


28 . 571 


3218 


X69115 


Homo sapiens ZNF37A 


284 


33 . 333 


3219 


AF045646 


Caenorhabdit is elegans contains similarity to 
collagens 


182 


34 . 363 


3220 


X63005 


Mus musculus proline~rich protein 


240 


36. 123 


3221 


AF132181 


Drosophila melanogaster unknown 


951 


33.564 


3222 


AF081789 


Mus musculus cell surface antigen AA4 


359 


28.053 


3223 


AF020261 


Santalum album proline rich protein 


210 


29.811 


3224 


\J\J ^ '-X X -3 


Ol_/lllt^ oa^XCllo ^XliO XXil^OX ^xOL,CXli LjIhl X^<J 




J J . /JO 


3225 


\J f \J 


OvJlllvj od^XCllo d X U C X 1 Id l_ X V tr X y o^XXv_c(J. ^XWULH^L 

n s "i n rr f^vnn 1 "^A 


0 u 0 


fiS S 1 7 

D J . J X / 


3226 


AL02377 6 


O i X ^ W O d ^ ^1 id X V^lliy ^ C O WWILIX/C 1 1 y kJV_/ L.1 iC U. X ^d X WX^Uv^Xll 


J J 


^ \J • ^ U Z/ 


3227 


AL009196 


rin kn own /otpHt i^l"! ori=^mp1~Hp>H* ""rr^n^'Fi nHf^r*'*** 

WilJvllWWll / ^ XCkJ.X^L.X^k^J.1 ^iLlCl,J.l.WU> ^CliCXXl X / 

version* ""084"", score- ""59 41""); 
/prediction= (metho 


0 0 


?7 ?nQ 


3228 


U09413 


Homo sapiens zinc finger protein ZNF135 


1801 


58 . 093 


3229 


Y12713 


Mus musculus Pro— Pol— dUTPase polyprotein 


296 


38 . 636 


3230 


M73980 


Homo sapiens TANl 


10993 


98 . 985 


3231 


AF181640 


Drosoohila melanoaaster BcDNA GH09817 


553 


45 . 575 


3232 


AF043642 


Rattus norvecri cu "=5 matrin pvplnnhilin 


328 


31.164 


3233 


AF121009 


Mvcoba ct eriiiin tubPTPii 1 o'? i *^ H37Rv h vnnthpl" i Pr5 1 
protein Jv0534 


212 


33.163 


3234 


M73491 


Mus Tnu^Piilu*^ N— f^ppi" vl crl ncosam "i n vl 1" "TP^n s fp Ta sp T 


4 99 


37.193 


3235 


X55777 


Homo sapiens put. ORF 


261 


60.526 


3236 


X15332 


Homo c^soionc? oH ^ — 1 ^TTT^ oollsrr^n 
ii.v-'iii'— ' od^xciio dX||Jiid X ^xxxy o^-^xxd^c;ii 


X X 0 


ft 94 


3237 


X05830 


Mus musculus 0RF2 product 


778 


73.034 


^?38 


AFDl 014 4 


ov^fiinj od^xciio 1 ic: U.X L/X Id X Liix^dU ^xtJLcXii /-vu / Q_ in i ir 


f± X D 


71 1 4 


1?3«5 


AFnfi7 Q4 ft 


v^dcinjx JidUvjx i_ X o trxc^diio oXiiiXXdx Lvj iyx Uo (jpilX -Ld 

rina nsnsl nro1"pin fkplrh) fSW"On4fiS?) 
J — Liiv^ ^diidx ^xwi^c^xii ^i\.c?x^iiy ^ovv* \y vj i u j ^ / 




9 S COT 

£.0 * DO 0 


3240 


AF015037 


OT'\/p*1~ol^rfnc; onnionln«? (^►nHool'i rroo^ol" i H a IX 
wx _y ^_ L, X dy no ^uiix^ixxuo dnj.v-/v-^xxy L.x*^doc c\ 

related cirotpin; EOPA rpl;5"t"pd nrrt'hp'in 


J U X ^ 


Vjf . X J *i 


3241 


AF13044 1 


iT-X Qk^ X O X o L-ilClXXdild \J V D XCOXOUdll^C ^XWL-CXll 

UVR8 


£. ^ U 


30 7?Q 


3242 


U10281 


Sus scrofa gastric mucin 


199 


24.405 


3243 


U93305 


Homo sapiens triple LIM domain protein 


406 


47.863 


3244 


U20106 


Rattus norvegicus synaptotagmin VII 


1036 


88. 679 


3245 


AF01014 4 


Homo sp^nipns npnTonal thi^pAfi ■r)T~o1"P"in An7o— NTP 


359 


66 . 337 


3246 


AF038963 


Homo sapiens RNA helicase 


584 


31. 690 


3247 


X92517 


Saccharomyces cerevisiae N1751 


291 


29. 614 


324 8 


211773 


Homo Q^OTonQ ^RP— 7RP 




Q7 ft 1 n 


324 9 


ARD 11164 


H om o c 3 o lOTic P^TZiZiO^Q^ o t" o I" o i n 
n^_Jiinj od^Xcriio i\xri/-iu J ^X^JLtrXll 


ft 4 ft "7 
0 4 0 / 


Q7 Q ft 


3250 


M65014 


Ovine pulmonary adenocarcinoma virus pol 

px O LfcJXll 


377 


41.358 


3251 


Z69635 


Unknown Similarity to Yeast uridine kinase 
^ ow , ur\j\j. I ij/Ao i J , cuNA cjoi cjiYiDij , £t J. 4i d y 0 comes 
X X uiii ciixo y" 


536 


40.728 


3252 


ARD^R Qfi7 


Homo C30T OTIC P^TZ\&1 nf\4 r^y/^'HoT n 
rnjllHJ odJ-fXtrilo i\Xr\rt.XUD'i ^xULcXll 


ft 9 1 

0 ^ X 




3253 




Homo Q ^5 o lon^ ^5l'Ho"r"pi3'f~i'\7'ol\7 cr^lir^o/H t^t'i^/Hi i r^'i~ 
rnjiinj od^xdio d X u c X 1 Id (_ X V tr X y o^xxl-cu ^XUULIL-U 

using exon 13A 


^ Qft 


7ft ft 9 4 
/ 0 . 0 Z 4 


3254 


M14123 


Homo sapiens pol/env ORF (bases 3878-8257) 
first start codon at 4172; Xxx; putative 


781 


33.830 


3255 


AJ010262 


Mus musculus MT5-MMP protein 


338 


29.845 


3256 


U09366 


Homo sapiens zinc finger protein ZNF133 


1237 


54.545 


3257 


AJ388557 


Canis familiaris zinc finger protein 


703 


46. 154 


3258 


U46068 


Mus musculus von Ebner minor salivary gland 


573 


55.172 
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OToi" "i n 






3259 


U13766 


Mnrinp 1 PiikpTiri vir^ns nscr— nnl no! vnTrj1"Pi n 


794 


29.542 


3260 


AF069307 


Homo sapiens sodium-dependent multivitamin 

L a. 1 1 o J- ^ J. 


1040 


52.765 


3261 


AF04 1082 


RA't""!"!!*^ noTVpn 1 pii i~ r'an cjTTiQrnKT-sinp TPr'PDtnT' Rohnl 


312 


26 . 518 


3262 


X87342 


Homo sapiens Human giant larvae homologue 


3108 


95.609 


3263 


AF159297 


Zea mays extensin-like protein 


291 


31.768 


3264 


D32050 


Homo sapiens alanyl-tRNA synthetase 


1303 


37.074 


3265 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


333 


70.886 






Homo sapiens HM7 4 


oUl 


Q Q C Q T 

or. oy / 


D / 


7\T nOTQQT 


Drosophila melanogaster 

/ preoicuion— ^me unoa . genennaer , 

/prediction= (method : " "genscan" " , 
vprqion • " " 1 0" *M 


A Q Q 

4 o y 


oz . oUU 


3268 


010280 

1^ J- VJ ^ u w 


V-/ i- _y ^ L. X d y Li. o itiywoxii iicdvy v_iicixii 


647 


77 


3269 


LI 9967 


Homo Q^oi Q on"l~a+* "i 


7771 


^ J • X VJ *1 


3270 


AB014604 


Homo sapiens KIAA0704 protein 


3282 


97.619 


o ^ / J. 


U X U ± 4 4 


nonio Sapiens neuxoridX L-nxeda pxOL.ein i\u/c vilu 


4 f^7 
4 DO 


4 7 4 4 7 
4 O . 4 4 O 


3272 


AF182946 


Rattus norvegicus BRCAl-associated RING domain 
protein 1 


305 


31.621 


JZ / o 


uu y 1 o 


Homo sapiens zinc finger protein ZNF135 


Q c; 0 


4i 1 . z / / 


"^on A 

/ ^1 


UDU4 1 D 


Rattus norvegicus myr 6 myosin heavy chain 


0 "7 n "5 
Z /UJ 


yo , lo / 


JZ / o 


/\r lUU Jlc) 


Homo sapiens mitogen— activated protein kinase 

JS.Xilaot:7 A.Xildoc D 


loo 


H U . Zoo 




77 Q7 S7 


(Jii Jviiv^wii oxiiixxdxxLy VwCtiiuxud \^iJ\^H yeiic 

(TR:E234056) ; cDNA EST EMBL:D27699 comes from 


901 

^ VJ X 


9 9 (^SQ 
z z . o o r 


3277 


AF044924 


Homo sapiens hook2 protein 


773 


48.630 


797 R 
jz / o 


U ± ± U Z? D 


fioino Sapxens j\x/-i-riuoz4 pxouein 


747 
0 4/ 


fii f^ni 

D X , DU / 


797 Q 


M97 Aft R 
rJZ / OO J 


rjus muscuxus uxura nxyn suxpnur Kerauxn 


9 R R 
ZOO 


4ft 1 Q7 
4 0 . X y O 


3280 


AL117532 


Homo sapiens hypothetical protein 


5467 


97.852 


'5 O Q 1 




Mus musculus homologous to the yeast YGR163 
gene 


o o n Q 
ZZUo 


n c n Q Q 

y b . Uo y 


79R9 


<^ Sft799 


noiiio Sd-pxciio A xxnKcQ xet-xnopduny pxOLexn \^ 
■|~ p Tin "i n ;^ 1 nl onp VRH ftnl 

L^CXillXiidX^ ^_<X^iiC /VHifli \J \^ f 


9 4 7 

Z 4 O 


971 
or. Z O X 


3283 


AF072508 


Homo sapiens envelope protein 


165 


43.182 


3284 


AL096811 


Streptomyces coelicolor A3 (2) putative acyl-CoA 


916 


36.057 


o z o o 


rt.U vJ X U U 4 D 


noniu Sdpxens yudnxne nucxeouxae excnanye xaccor 


971 1 
Z O X X 


QQ 711 
r r . /XX 


79ft 


n7nQ79 


irex omy s cus xeucopus reverse Lrdnscrxpcase 


9 71 
Z O X 


4 1 071 
4 X . U / X 


3287 


U80735 


Homo sapiens CAGF28 


4578 


97.312 


T O Q Q 


7\T nnQi A 1 


Unknown / predict ion= (method : " "genscan" " , 
version: ""1. 0"", score: ""184 . 75"") ; 
/prediction^ (method: 


louy 


/ Q O O "3 
4 y . OOO 


79ft Q 

jz o y 


TV Tonn nn Q 
u u u u u o 


Homo sapiens PI3— kinase 


y oi 4 


y y . o 1 / 


3290 


AC004983 


Homo sapiens similar to PID:g3877944 


2934 


94.456 


3291 


U15174 


Homo sapiens BCL2/adenovirus ElB 19kD- 
interacting protein 3 


287 


65. 169 


jzyz 


All 11 / Z U 4 


Caenorhabdit is elegans predicted using 
Genef inder 


T A 1 

oUl 


oo . U4 / 


7997 


Ml 71 nn 


T3 ^5 "t" n Q noy""\7orTT one imWrioiAjn oy'O'Ho'i n 
rvdULLio iiwx V cy X o Li o LUirLiiuvvii ^xuLcxii 


91 

Z X D 


^7 7 "^n 
o o . / o u 


3294 


Z46241 


Unknown carboxyl terminus of the predicted 
protein shows similarity to chimaerin; cDNA EST 
EMBL:Z14 


582 


33.038 


3295 


D89340 


Rattus norvegicus dipeptidyl peptidase III 


3642 


87.106 


3296 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


355 


63.636 
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3297 


AC004665 


Ai"at)irloD*? i ^5 1"hf5lir5nri unknown nTo1"P"in 


270 


24 . 756 


3298 


AF001958 


Aitvbvstoma tiai*inum electroapnic lS]a+ hicarbonatp 
cotransporter ; NBC 


1829 


56. 031 


3299 


AF159297 


Zea mays extensin-like protein 


393 


30.481 


3300 


U70932 


IT C X UllL^ O ^ U. O XCLl^^w^lXO X V C X O v> U X CI i 1 0 ^ X X ^ L. d O V? 


231 

^ -J X 


S4 878 


3301 

J J \J X 


AF01014 4 

r^i. u X w X M ^ 


nwiii^ o ci ^x Clio iicux^^iicix ciixcciu ^xv_/L.cxii t\LJ i v* l c 




S8 768 


3302 


211773 




2709 


97.810 


3303 


AF071491 


Homo sapiens potassium channel 


5524 


98.171 


3304 


X92485 


Plasmodium vivax pval 


259 


48.980 


3305 


AF055084 


Homo sapiens very large G-protein coupled 
receptor-1 


11286 


99.319 




I\c U 1 U X 41 4 


Homo sapiens neuronal thread protein AD7c— NTP 


O Q 7 


7 n 1 "3 n 
/ U . X oU 




tic X X X X D J 


fiomo sapxens r\X/\iAU/Dy 


X UZ X 


4 4 . y OO 


3308 


D12485 


Homo sapiens The first in-frame ATG codon is 
located at nucleotides 17—19/ followed by a 
secona coaon coaons aownsTiream. Ana une 

otrOvJllU rtlo L.UUOil Xo pOtcIlLXaX XIIX L. Xa u XOO poxnu 

for translation of NPPase. 


5619 


93.545 


3309 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


627 


56. 682 




77 Qf^Qd 


v-fCicilux iiciijcix L X o cxcyanb pxcQXCLea. usxny 

V3t:;iic X XI ivit^ X / oxiLixxdX \_^xxcivjcii 


1 ^A 
X D fi 


"^1 /I 1 4 
O X . 4X4 


3311 


X92485 


Plasmodium vivax pval 


335 


64.516 


O O X ^ 


7vrnn4 no ^ 


rix ciiJxu(j£Jo X o uiiaxxaiia uiiK.ncjwri prouexn 


9 4 
Z ft D 


OA 9P 


3313 


D90886 


Escherichia coli CDP-DIACYLGLYCEROL — SERINE 0- 

PMOQPH ATT nVT TR AKIQTTPP A CITT / 9 7 R P\ 

(PHOSPHATIDYLSERINE SYNTHASE) . 


880 


86.335 


O O i T 


rT7 Q9 f^n 


ncjiuo oapxerib unKnown 


9 Q D 

z ts O 


Do . oy D 


O O ± 0 


UZ z o / D 


Homo sapiens alternatively spliced product 
using exon 13A 


/I Q 1 
4 o X 


Q / *7 n c 
o 4 . / u b 


O J X D 




Homo sapiens alternatively spliced product 

LloXiKJ tsAvJii X 


41/ 


/ o . y X J 


J O X / 


AT 09 "^709 


o L i Luiiiy c_ti o cocxxouxux iiypouiicuxcax pxOL.exri 
SC1C3 11 


4 9 0 
fl Z U 


J y . 0^4 


3318 


X91114 


f^^)T~^ 11;^ nnri 11^ i n'hp^Tl f^^iiki n — fi Tp^ppnl" ot^ i"\/T>f^ R 


1216 


O vj . J vJ 


3319 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


445 


82.353 


3320 


AB023164 


Homo sapiens KIAA0947 protein 


9067 


100.000 


O J ^ X 


VQ Q QO c: 
AO ^jOD 


nomo sapxens dL/X>/d 


lino 
X xu y 


y D . oz y 




T OR 4 7 ^ 
XiU o fi ID 


Xenopus laevis ubic^uitin— like fusion protein 


R 0 o 


Jo . yoD 


J JZ J 


Vn7 Q 9 Q 


Homo sapiens RING finger protein 


O Q Q "3 

z y O O 


y / . 0 1 D 


79 ^ 


ii OOD X y 


Caenorhabdit is elegans similar to Thiamine 
pyrophosphate enzymes; cDNA EST EMBL:D36315 
ouiueo X X om Lfixs genef culn/\ ti»oi cjixirsxi . uoo'i oft 

^L^lllCO X X ^lU L.liXo ^tz^liC 


T 1 / T 
i 1 4 1 


/I yi CCA 
4 4 . DOU 


3325 


AC00558 1 

xiV^ V VJ ^ J (J X 




*i O -? 


Qfi 89 R 


3326 


n80082 

VJ (J \J V w 


H nmn cj^fricin^ on"t~3"t~i'i7^ nT*oi"fiin R9 
rnjiuw oa^xc^iio ^UL.ciL.xvc ^x(JL.cxii 


J U J o 


1 no nnn 

X U U . U\J\J 


3327 


ABO 11 113 


Hninn cisnif^nc; KTAAOS^l Trrnhpin 


/ O *i *4 


QQ 898 


3328 


AF0614 43 


rvauLLio 1 i(^x V X \j ^x^j'l.cxii ^vjliJj^xcju xc^tJ^u^JX 

LGR4 


1 S74 


J? X . O U J 


3329 


AC007168 


Ar^ib i (io'O*^ 1"hali;^nfl h vnoi" hp1"ip^1 iD7"oi"p>'in 

■Ti'l. Ca. JuT -1- V^V^^^ O J. O l-IlCliJ LClilCl 1 1 y L 1 1 C X X-rO X k^XWLCrX.11 


1 S7 

X J / 


4 4 64 ^ 


3330 


AB002365 


Homo sapiens kIAA0367 


4745 


99.860 


3331 


AT. nam i 


rnjiinj od^j-ciio i ly u lit; u X t_ci X ^jxuucxii 


Z y DO 


1 nn nnn 
X u u . u u u 


3332 


AF067864 


Homo saniens t ran*5 f prr in Tpr'pnt'O'r 9 ;5lrihr5 


5197 


99 . 501 


3333 


X64587 


Mus musculus orf 


3202 


99.184 


3334 


U22232 


Felis catus ribosomal protein S4 


1702 


99.237 


3335 


AB000910 


Sus scrofa ribosomal protein 


168 


72.917 


3336 


U88154 


Homo sapiens proline and glutamic acid rich 
nuclear protein isoform 


6446 


81.135 


3337 


AF094480 


Homo sapiens cholesterol 24-hydroxylase 


3332 


100.000 
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3338 


AB006622 


Homo saoiens No similarities to anv renortGd 
proteins 


8935 


100 000 

-4. \J \j • \J \J \J 


3339 


AB018273 


Homo saoiens KIAA0730 orotein 


6572 


99. 801 


3340 


X03484 


Homo saoiens raf orotein f aa 1—6481 


2262 


88 . 993 


3341 


U87305 


Rattus norvegicus transmembrane receptor UNC5H1 


2655 


93 . 119 


3342 


X97490 


Mus musculus PNG protein 


445 


70 . 833 


3343 


M74509 


Homo sapiens , gene product 


541 


87 . 255 


3344 


X98654 


Homo sapiens homologue of Drosphila retinal 
degeneration B gene 


7913 


98 . 030 


3345 


AL035289 


Homo sapiens hypothetical protein 


5256 


100.000 


3346 


AF132160 


Drosophila melanogaster unknown 


601 


54 . 187 


3347 


M22332 


Homo sapiens unknown protein 


166 


26.050 


3348 


AB020695 


Hnmn «^ ;^ i n <=: KTAAOftftft rimtf^i n 


•i ^ J O 


Qft 1 Oft 


3349 


AB012162 


Homo sapiens APCL protein 


14441 


100.000 


J J J VJ 


Arm 1 3SQ 


OUO UdLU-LLO XcyiiXclLUI. (J J- k3 J^JL(JLcrJ.ll o XvJ Xid-L XIlLj / 


9 Q R7 


Qfl R7 4 
o . o / 4 


,j u d. 


AT.n "^03? 1 

r\±j \J U \J ^ ^ ± 




4 QQQ 


^ j7 . 0 O 0 


^ ^ u ^ 


U U U ^ U I? 


iHJiinj od^J-criio ^LiLdLXVc cXlvtrXvj^c ^i.(JLc;Xil/ \JJ. 1. 
^iTTinl^T to ^n\7' o"F T \70 a A 3 n H T \7'n R 
retroviruses and to plass TT HKRV^ 


39 Q 

O ^ -7 


9Kf^ 4 4 1 

0 O . 4 4 X 


3353 


AF182946 


Rattus norvecripus BRCAl — a ssopi ated RTNfn dnmain 
protein 1 


4 4 9 


41.711 


3354 


AB002299 


Homo sapiens KIAA0301 


13484 


99. 951 


3355 


L08483 


Drosophila melanogaster ring canal protein 


466 


31 . 104 


3356 


AL080198 


Homo sapiens hypothetical protein 


4659 


99. 713 


3357 


X73874 


Homo saoiens lohosiohorvlase kinase 


4572 


98 . 770 


3358 


U21163 


Ictalurus punctatus No definition line found 


449 


71 . 698 


3359 


AF083249 


Homo sapiens Rb binding protein homolog 


2736 


98 . 265 


3360 


AB007931 


Homo sapiens KIAA04 62 protein 


14285 


98 . 466 


3361 


A01592 


Homo sapiens haemoglobin A beta chain 


329 


81 . 159 


3362 


U41387 


Homo sapiens Gu protein 


5179 


99.750 


3363 


X71997 


Rattus norvegicus myosin I 


4970 


98 . 037 


3364 


AF071076 


Homo sapiens Nup98-Nup96 precursor 


11033 


98 . 775 


3365 


AB006630 


Homo sapiens KIAA02 92 


11483 


99 . 883 


3366 


AF038554 


Homo sapiens density regulated protein drpl 


1548 


98 . 745 


3367 


U29659 


Human endogenous retrovirus pol gene product 


206 


42.708 


3368 


AB000884 


Sus scrofa glutathione S-transf erase 


390 


78.571 


J J vj J 


r\C ^ X O \J \J 


Homo Q^oioriQ PT^T — ■ovo't'o'in 
ociinj od^xdio ovjx 1 J, ^i.vji_trxii 


o o / 


^ . u X u 


3370 


AFl SI ftft 9 


Homo Q^oioriQ PTZT — T31 OT'O'hd'in 
n^iiiL^ od^xdio v^ox x^x ^x^L-cxii 


A 3n 


ft 1 3QR 
ox . J J 


337 1 


A.Tl 31 Sft 1 


Homo Q^oi on^ 1 at'T'oohi 1 "i n — ^ 
nwiiiu od^xdio X d L. X ujw^i i X X X 11 ^ 


D D U 


Q4 R1 R 

17 4 . J X J 


3372 


AF077030 


Homo Q^oionQ Y\ \700"i~ Hol""!/^^! A ^ VPl^ ovo+'oin 
nwiinj od^xdio 1 ly L. 1 ic 1 L^dx • ^ Js.ud ^X(ji_cxii 


4 ;? u 


7 3 ^^ft 4 
/ J . OO 4 


3373 


D8377 6 


Homo QJioii^ncs "Pho P^TAADIQT rror^o ovo'K'occioH 
nwiinj od^xtriio J.iit^ r\x/TJ-ivj x x yciic Xo o^^X tir o oc^vj. 

ubiguitously . ; The KIAA0191 protein retains the 
C2H2 zinc-finger at its N-terminal region. 


1 m 3n 

X U X o u 


QQ flft 1 

-7 _? . U O X 


3374 


AF14 568 1 


L^J-wOW^iiXXd lllCXdllW^dO LCX O ^ L^LN/^ • XjL/^<.JXOX 




31=; ftl 3 

O U . O X o 


3375 


AL050022 
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Homo sapiens FAN protein 


4394 


99.695 


3381 


AF076612 


Homo sapiens chordin 


5666 


99. 750 


3382 


AL080159 


Homo sapiens hypothetical protein 


2446 


99.169 


3383 


AF139639 


Oryctolagus cuniculus serum and glucocorticoid- 
regulated protein kinase 


1791 


67.990 


3384 


AC003058 


Arabidopsis thaliana unknown protein 


443 


43. 671 


3385 


AB019409 
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Mus musculus receptor-activated calcium channel 


576 


76. 119 


3471 


AJ131244 


Homo sapiens Sec24A protein 


7090 


99.907 



119 



Attorney Docket 784 



3472 


AF121858 


Homo sapiens sorting nexin 8 


2551 


94 .444 


4 7 


TV TTfl 4 9 R "^ft 
r\C U 4 ^ O J O 


nomo ocipiens lyiejIa Kxna.se x 


Qfl f^4 


y y . ODD 




U O ^ J 


nUXlKj odpXcIlo rHiDO XXKc piTOLcXii 


4 Ql 7 

4 ^ X / 


QQ 4 t; 4 
yjt 4 J 4 


O 4 / J 




Zi T~ a \~\ l/S^T^CT^ ■Hh^ll^'Pia TMTh'3+*TT70 T5K1A Violi^^co A 

/~VX ctUX<,J.Ujpo X o LlldXXctlicl {JlXLdOXVc rviNi-i llcXXv^doc r\ 


1 sn7 

X J u / 


4 4 1 9R 

4 4 • X ^ O 


J 4 / U 




O^Ill^ od^XCllo 1 i^^L/ L. i ic L. X ^d X ||JX L. CXli 


SR4n 

J O 4 \J 


QQ ^97 


"^4 77 

J 4 / / 


tj O ^ VJ ^ 


vjii jviiuwii oxiuxxdx /^x^iid ^ xiidox xvjJkjLix xii xdiiixxy 

(3 domains); cDNA EST EMBL:D67502 comes from 
this g 


J o _? 


?1 fl 4 4 

■J X • O 4 4 


'^47fi 

O 4 / O 


rtJ-l J X <J u 


rK^iiiU od^xt^iio 1 ly H ic L X i^d X ^XL/L,cXil 


99 fiQ 


1 no nnn 

X U U > \J\j\J 


3479 


U05343 


Mus musculus zinc finger protein PZF 


1083 


95.906 


3480 


U57368 


Mus musculus EGF repeat transmembrane protein 


4656 


94.102 


J o 1 


T on Qnn 
j-iZU y uu 


Rattus norvegicus autoantigen p69 


c: "3 


Jo . lob 


J 4 C5 Z 


n Trr\ 7 Q t; o q 


Homo sapiens cAMP-specif ic phosphodiesterase 
8B; PDE8B1; 3*, 5 '-cyclic nucleotide 
pnospnoaxe sner as e 


4 ^ y / 


Q Q Q /I D 

y y . o 4 o 


^4 R 
J 4 0 J 


aTTl 971 4 9 


nomo sapxens NeuH,c axpna^ / J oax oe ta x ^ o 

vjdXiMrt.(-. dx^iid \j o X d X y X L X di 1 o X tr X d o c dX^iid^/ D 
^"i \/1 ■|~T"^n^'F*=>T"^^o 

O'l^d^xyj. L.j-ciiioj-^j. ci o c 


Q n Q 
o u y 


4 7 R T n 
4 / . O X U 


3484 


□44480 


Mn ^ TTin <=;pn 1 n MATH — 9 ir>Tnt"pin 


1674 


QQ SQ9 


3485 


AF173937 


1 1 WILIV^ 0 -1- ^ i 1 u 0 ^ J- ^ l.^ ^ ^ i~ ^ \J ±. LliiiVi rV 1 1 

function 


1013 


98 . 160 


3486 


AF059516 


Homo sapiens tolloid-like 2 protein 


7115 


100.000 


3487 


ARm R 


H r\m Pi QJiT^ionQ t^TAAn7flfi r^T'/^'t~&'in 
o(^iinj od^xt^iio rvx/Tdriu / 0 u ^x^ucxii 


f;7 nn 


QQ R (14 


3488 


r\£ \J ^ ^ \j \j \J 


LJLIO iULloOLlXLlO JVXlitroXll XX^ilL. OildXii C. 


7 QO 


f^Q 4 17 

D ^ . 4 X f 


34 89 


AFn7?4 R ^ 


Ovjiinj odj^x^iio ^(jxyoyoi Lii Ju 


J X -3 


Q Q nn Q 

y y , y 


34 90 


AFn4 1 4 R 7 


riUilHJ od^Xcrilo liXoCUilc llld t_X vjn ^rt.X . ^ 


X o u 


O D . O 4 Z 


3491 


AL117626 


Homo sapiens hypothetical protein 


704 


47.857 


"^4 Q9 

O 4 _7 ^ 


nR77 4 9 

UO / / 4 ^ 


rioiiKj oapxciio oxmxxar to numan L/ZX" reacuxve 
nfsn1--iHA fT.'^4fiRR^ 




Q Q 7 /I Q 

y y . / 4 y 


34 93 


X59131 


ii^-'itiw oci^xciio iiy^^u-iici Lv_dx L^x^^Uv^xii 


7 917 

/ ^ X / 


QQ *^^4 
y y * u J 4 


34 94 


U11036 




o J J 


Q7 9 Q7 


3495 


AB025258 


Mn *^ mn cioii 1 rrT~^innoh "i 1 i n — ^ 

LJl^O ltLU.O^UJ.UO W J- CI 1 1 U 1 -1 LXil O. 


u o w 


JO . O 4 4 


3496 


Y08134 


Homo ^POif^nc; ^ c\ ^ohin rroTTt\/P 1 in^<5P— 1 "i 
liwiiLw oo.^xdi2 d^x^ o ^1 1 X i. ^iii y c X X 1 1 d o c xx^c 

phosphodies t er as e 


?1 R7 

J X o / 


QQ 14 0 
y y m X 4 


3497 


AB017563 


Homo sapiens IGSF4 


242 


56.757 


3498 


AB028983 


Homo sapiens KIAA1060 protein 


5731 


99.887 


74 QQ 

J 4 -7 -7 


Am7 4 riQi 


rioiiio odpxerio xsxeu oraxn x 


4 7 7 n 

4 / / U 


y o . o xz 


3500 


AF015287 


Homo sapiens serine protease 


1109 


55.593 


oDU 1 


H.DUU 1 z)yJ ^ 


nomo sapiens j\x/iAU4ifij 


DD4 


Zo . ddU 


o o u ^ 


i\£ U 0 D 1 1 D 


Fugu rubripes unknown 


i 4 UU 


0 / . jyo 


3503 


AC004997 


Homo sapiens match to ESTs Z43979 
(NID:g573097) , R19699 (NID: g774333) , T59198 
1 NX u . gt) o X uoo J / ana AAUZ/y/y (nxu : gx4 yfiu Jo j 


1188 


98.953 


*^ 04 
J 0 U 4 


TT^97 4 

U ~J Z f H o 


Haemophilus influenzae Rd fucose operon protein 

\ X LlOU ) 


O Q C 

^1 o b 


4 4 . z U J 


O J U J 


YnR7 1 R 


LXiUb mu5cuxu5 vascuxar caanerxn z 


0 Q "? 
o J 


Z fc> . 4 o y 


J J VJ o 


7774 9R 


unKnown preoxcuea using oenerxnaer, cunh. cjoi 

PMRT •Tni 774 r^omoc -Fr-rim -hhTc: rrono • r-HMA FQT 
rjL^iDXi . lUX / /4 ^_,uilltro X X UIll LllXo ycllC/ v_L/InM. I-jO 1 


R c: 
ODD 


4 4 . UO J 


3507 


AL080170 


Homo sapiens hypothetical protein 


2968 


99.772 


O J u o 


AFT SI Rn7 


ntJiUU oapxtrllo ^oX 4!? pxOLcXn 


9 7 t; 9 


Q Q R "5 9 

y y . Ooz 


~J J w ^ 


nRR74 7 

L-'O O / 4 / 


AT~aV^i r^i^i^cT c "hHral "! rsr^^ 2iT54ni 
rt.X dUX vJ.tJ^o X o LlldXXdIld M.l\4 U X 


4 n 

4 O U 


J y . J J D 


3510 


U47024 


Mi3S musculiis MRM^ 

^2\JikJ ILL O Vm' ViX ^ ^ O L 


3396 


97.101 


3511 


Y09022 


Homo sapiens Not56-like protein 


1730 


100.000 


3512 


AF116826 


Homo sapiens putative protein-tyrosine kinase 


4796 


99.723 


3513 


U93181 


Homo sapiens nuclear dual-specificity 
phosphatase 


11068 


99.000 


3514 


AB011180 


Homo sapiens KIAA0608 protein 


5244 


99.871 


3515 


X73882 


Homo sapiens microtubule associated protein 


708 


39.868 
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3516 


AC004 475 


Homo <5 aniens F23858 1 


3752 


97 . 213 


3517 


D87071 


Homo saoipns similar to C plPCTans orotein 
encoded in cosmid T20D3 (Z68220) . 


693 


56 . 054 


3518 


U93868 


Homo saoipns RNA oolvmerasp TTT suhimil" 


447 


46 . 196 


3519 


X84693 


Mils mnspiiliis 1"ps1"is niiplpaT RNA hindinn o"ro1"pin 


1245 


88.444 


3520 


AF134726 


Homo saoipns Nfi37 


3676 


98 . 435 


3521 


AF070594 


Homo saoipns HNK— 1 snl "Fot" "ran s "Fpta sp 

llV^lllW Odk^X^ilO llL>li.V X O LI X X W X CI. i i. O X ^ X CI. h3 ^ 


403 


28.344 


3522 


AF121080 


Mn s mnspnln<=; pAMP inHiiPihlp 1 OToi'Pin 


2332 


81.406 


3523 


AF141315 


Homo sapiens alpha-l,4-N- 
acetylglucosaminyltransf erase 


336 


36.301 


3524 


U72520 


Mus musculus mena protein 


1198 


80.992 


3525 


AJ003125 


Homo sapiens procollagen I N-proteinase 


8516 


99.422 


"5 1; 0 c 


7 1 Q Q R 

ii 1 y 0 o o 


Homo sapiens thrombospondin— 4 




QQ Txn 


ODZ / 


an 1 1 TOR 
At 111 / o O 


Homo sapiens myosin heavy chain Ilx/d 


1 o n n 


QQ /I '5 "5 


OOZ O 


U4l O 1 ft o 


Homo sapiens patched gene homolog; similar to 

>~ o T 1 a 4" ^ Y'\ V* "t" ^ T C! t»7 o o — D v /~\ 4~ 

uj.osopni±a paucneo. pj_oi_ein/ owiss iriou 

rtO^^COOX^Jll INUHILUCL IT J. O J W ^ / U X dl lOlllCilLUX CLl IC \J K^KZ MIL f 

Method: conceptual translation supplied by 

a lit hoT" 




/ u . y J u 


3529 


AB002361 


Homo sanipns KTAAn363 


9948 


99 . 277 


3530 


D31886 

J-/ J X (J (J u 


Homo saoipns KTAAOOfifi 


6604 


100 000 

X Vy V/ . WWW 


3531 


AF062389 


Rattus norvegicus kidney-specific protein 


1795 


78.593 


3532 


AB020716 


Homo sapiens KIAA0909 protein 


8247 


98.464 


R 

O O J J 


uo y 0 o 


LYiesocnce L.US aurauus inter aj.pna crypsin 

-Li iiixJh^x L. wx LiK^dvy k^iidxii X 


J? O ^ 




3534 


r^o u ^ >J ^ ^ X 


Hf^TTK^ Q^oionQ P^TAATOnd T^7"0't~&in 
nuiin^j od^-LCiio jA X rt-rt J. vj u 1 ^x(JL.cj.n 


1327 


67 . 266 


3535 


D38231 


wxy^ci ocii Lvci r\vv lj 


192 


31.707 


3536 


rtC \J / X J 1 1 


^■piTn^*^!^ r^loyaoo;^ ■K'tV^iiIoqo— 1 V^"iQr^hoQr^h^5"t~o 
o^xiid^xct vjxcxdv^Cd x xiju-Li,jocr ^ j^jx o^Jinjo^iid l. c 

p^tHowI ;^ sp /o wnpna sp smal 1 siihnni t N— 

met h V 1 1 r"a n s "f p ra s p T 


4 ns 

H yj ^ 




3537 


AJ13124 5 


Hrnnn Sr^nipn*^ SpPy^4Fl nT"o1"Pin 


8242 


99. 370 


3538 


A48861 


HnTno ^snipns nnnsTnpri D7^n1"Pin m^nrinnl" 


410 


40.711 


3539 


A31036 


Nipotiana alata PRP2 


126 


41 . 270 


3540 


AJ222636 


1 1 V^ILL V./ O Ql ^ ^ 1 1 O 1 1 Y ^11 ^ ^ d ^ fw/ Kff ^ ^ 1 1 


1372 


100 000 

J. w W • \J \J \J 


3541 


U8074 7 


1 1 V^llL O Cil ^ W 1 1 O 1 1 ^ 


256 


97 . 619 


3542 


AB020716 


Homo ^aoi pns KTAAO^OQ iD7^o1"pi n 


8247 


98 . 464 


3543 


AF151822 


Homo sapiens CGI-64 protein 


591 


96.386 


3544 


U X X U vJ 


Mn TnnQr"n1nQ RA7. P 

LJLi.O lllLiOOLi.XL10 Ijr\Lt £ 


??05 


87 


3545 


AL096881 

r^j_i w J \j o o X 


Homo ^^oi^nQ h \70oi~ h^i"! o^il OTO'h^'i n 


4 3? 

ri J ^ 


4 S 14^ 


3546 


U41060 


Homo sapiens LIV-1 protein 


483 


45.087 






Ml TO TTinc^nliic Q*^— T*? 
LMUo lUUoOUXUo OO 


d OS 

*i W O 


00 , X o 0 


J J 4 O 




rs.dt.L.Uo nUx Vcy i L-Uo xotrUJ 


o o u u 


QD ft 
-? u . 0 -? 0 


3549 


D50925 


Homo sapiens The KIAA0135 gene is related to 
pim-1 oncogene. 


8355 


99.597 


3550 


U79260 


Homo sapiens unknown 


333 


70.886 


T c: c 1 


7VT riOO'31 A 


Homo sapiens dJ1170K4.1 (novel protein similar 
to KIAA0176 and mouse, worm and fly proteins) 


1 C R Q 

1 boo 


0 y . boo 


3552 


AB020671 


Homo sapiens KIAA08 64 protein 


7713 


99.590 


T c: c: "3 


ALU JIU J J 


Homo sapiens CJzlD^:.! (Ribosomal Large Subunit 
Fseuaouriame byntnase (bu ^.z.i. /u, 
irseuaour luyxa L.e oyntnase, uracix nyaroxasej 

T T'K'P or'o-|-OTn> 


zl /o 


inn n n n 
lUU . OUU 


3554 


r\lj L/ u ^ X ^ u 


rinVnown /oT~or^T (^"h t on= / mo't'hoH • " "rTf^nof"! nrl<^T~" " 

1 1 J\.i 1 W 1 1 / L^XCUXV^i LUll — ^lllCUilwU* UdlCJ LilUCX / 

version: ""084"") ; 

/prediction= (method: ""genscan"", ve 


4 87 


53.04 9 


3555 


AF132608 


Homo sapiens histone deacetylase 5 


7365 


99.114 


3556 


U61538 


Homo sapiens calcium-binding protein chp 


221 


31.928 


3557 


L07335 


Homo sapiens putative 


2166 


99.085 


3558 


AB011173 


Homo sapiens KIAA0601 protein 


5852 


100.000 
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n7 QQQ1 


rioiuo Sapj-trns puua.L.xve nyuxopnoDxc QOiiiain xn 

diiixiifj ctoxLi pLJoxuxuiio 0 to >j^vj* 


111 SR 
X X X O 0 


Q Q 710 

y y . / X z 




r^i. X 41:1 ^ ^ J. 


Cl iv^X 1 IClJkJvUX L. X 0 CXtl^^dliO v_>vJl 1 L. a X 1 1 0 O XiLlX U. a X X L. y L. ^ 

the NIFR3/SMM1 family 


4 4 4 

4 4 4 


fift fiR7 


3561 


U75467 


Drosophila melanogaster Atu 


599 


54.974 






rnjiinj odpxciio 1 ly pu Li ic u X i pxuLcxii 


fin? s 

O U ^ <J 


fiQQ 
^0 . \jyy 


^ ^ \J ^ 


Y1 R ^1 4 

1 J. O ^ J. *i 


ouiitvj odpxcXlo pdXdpxtryXil XXJ\.c pX(JLc;Xil 


RRD 
O O w 


fifi 9*^4 

DO > Z 0 4 


J ij U "i 




nwiiio odpxcxxo (J ciitr L, X 101 ix 1 1 0 


^ ^ X X 


1 on 000 

X U U . U VJ u 


^ u \J -J 


y Q7 fi7 S 


nvjiiiw odpj.crxxo px d iS.(jpxix X J.X X 


14 07 

±H\J / 


QQ SSfi 

-/ -7 . DDO 


3566 


AL034399 


Homo sapiens dA191P20.2 (novel Fibronectin type 

XXX u.L'iiidxxx oux X i_d XIX j.xxy pxtjucxxx oXiiixxdx r\-Lxxy 

XXXXUCX kJX^L.CXlX i J XL^X ^LJ-LV^JXJ-XXC J. ) ) 


2843 


99.770 


J J vj / 


<^4 RQ^fi 

O 1 *J ^ J vJ 


ri^jXLi^j odpxt^xio XI 1 0 X 


1 4 "^4 

X 4 J 4 


4 Q 7 7 9 


J J u o 


APn4 S9 4 4 


rvx triiJo X tr X X d pxic LiiiKJiXXdc XXXJXLCX JvXiXdotr 


7 fiR 

/ DO 


4 1 fil 7 

4 X . D X / 


J ^ u ^ 


API SSI nft 


rHJXllU odpXcXlo XMl r\X_jXN 4X dxxux^trxx 


^ S7R 

X J / o 


1 00 000 
X u u . u u u 




AT 090-304 


rnjxiiLJ odpxcxxo txu Jxxo^T . 0 \ r\.xrtj-iu~j ^pxuxjauxti 

^XXX^ irXXivJCX [1\JHIKZ\JXJ\JJ\. LyiXUL-CXXiy / 


'^R fin 

O 0 o u 


QQ Q9Q 

y y * 0 ^y 


3571 


X74 654 


t_J CI ilLCiyO Ju* C a. KJ-kJ l_i J L 1 1 


876 


33 . 698 


3572 


U17133 


Rattus norvegicus ZnT-l 


1945 


81.671 


3573 


AJ010317 


Fugu rubripes Sand 


1593 


68.232 


^S7 4 


r\SD U i -L X 0 U 


nUIllO ocipXciXca J\±/Vrt.UDUO pxTOCcxn 


197 9 
X z / ^ 


/ / .ODD 


^S7 ■=! 


APT 1 S^T 

X J. 0 0 X J 


i XXcxXllCjXllUIUJbpOx d OUXVdL.d irlvWrt. 


9 4 Q 
Z 4 


97 OQQ 




A. J ^ X 0 0 


ncjiiic-) ocipxcixo jj / d pxouexxx 


9 Q fi 

^ y D 


fiO 7R 4 




APn Q7R R7 


KaLuus noxveyxcus L.np 




D 1 . dZ 1 


S7 P 


-rt^^ u u o u u o 


Homo sapiens similar to phosphatidylinositol 
V 4 ^ J ^ xjx bpx xoopiia L c o pnobprxd L d 1^ mdtcri uo 
PTD* n1 ^QQI OS 




Q Q QH c; 

y y . y uo 


3579 


AP130366 

x^l. X ..^ V/ ..^ V v..) 


Ol^illl^ OdL.'XdlO XJXO^n L^XWL^CXiX 


4 07 4 

4 V / 4 


^97 
y y m 0 1 


3580 


Apn4 Sfi4? 

^ U ^ ^ 


v—dcin^jx iidJjv^x i_ X o cxcydiio x xxix l. X(-^xx xxxxc x<ju.xx^x 


4 4 fi 

4 4 vJ 


9 Q 7 fi9 


3581 


AF170723 


Homo sapiens protein kinase STKIO 


435 


43.386 


3582 


AT.1 1 m ?4 

X X X ^ 4 


Homo Q ^5 1 on Q H ^/'no'l" h o "t" "i 1 r^vo'hoi n 
rn^xinj odpxt^ixo xxypuuxxci L\.^dx pxv^L^c^xxx 


^ QfiS 


QQ Q'ifi 


3583 


Xfi?4 4 6 

£\ Vjf ^ T T \J 


udXXUo ydXXLlO IT IN. U 4 


R77 

oil 


fi9 10s 

D Z . X U J 


3584 


API 1 Q^^4 


riLJXlK^ OdpXClXo ^XiX^ XXiXLjCX pXLJL.c;XXX £ \J\J 


7 fil fi 
/ O X o 


QQ 9QQ 
y y m ^ y 0 


3585 


Yl 6187 


nvjiuu odpxdXo xiic L. d X X tw^pcp u X ixd o 


1 ft "^0 

X O sJ u 


QR 1 97 
^ 0 . X z / 


358 6 


Apn^n4 


LiUo ilLLLOOLlX LXo O CXlldpX X X 1 1 VXd 


9940 


Q1 R 9 fi 
y 1. . 0 z D 


3587 


ri7 ^1 


LJUo XULXo t_ UX U O r\lXVj yU.dXXXiltr XXL1V_XCVJ U XUc CAOXXdXXyc; 

facto r 


fiS s 

ODD 


S7 9 Q9 


3588 


0 0 U ^ »J 


^-fdixxo xdxiixxxdxxo xxy^^ uiic ux^dx pxkji^oxxx 


D 0\J 


7 S9 Q 


358 9 


AT.osonsi 


nvjiiivj odpxdXo X xy pu L.X xtr L- X ^d X px(^L.cxxx 


11 A 

/ / 4 


1 00 000 

X U U . \J\J\J 


3590 


W Vj *J W W — > 


yonooiiQ 1 ^o^ri o ZiPlZiM T 

/VCXXV-^^Uo XdCVXo t\LJr\lrl XO 


1 1 Qfi 

X X ^ D 


so Q90 


3591 


Arnnfi?7 

\J \J \J ^ t \J 


Hnmn <^;^ni f^^n R?fi'^7Q 
ii^xuv^ od^xc^iio o o / ^ ^ 


4 S9 

4 J ^ 


S fi ^7 fi 

J D . 0 / D 


3592 


M31209 


odxxLio ^dxxLio ork.cxcudX xuLXooxc \^ pxv^Lc^xxi 


"^7 4 

O / 4 


^S OQfi 

0 J . VJ _/ D 


3593 


AF000657 


Arabidopsis thaliana hypothetical protein 


423 


32.886 


-J J ^ *i 


API s?i ni 

r\Z XJ^XUX 


riUXlHJ odpxciXo pdX dL^tr XX XXX X 


1 R 1 0 
X 0 X u 


QR 1 fiR 
y 0 . X D 0 


J *j ^ J 


AROl R? S^ 


Ra'l~'i~i'!c n o t^tjo^t /^iio tt/^ 1 'i~ ^ /t ^ /t ^^Vi^r^r^^T 
ixdUULio xxtjx V fci y X LXo viJXLdyt: ydLCU. Cd OlXdiXXlcrX 


909 
^ U Z J 


p c Q/1 c; 

0 D . J? 4 D 


3596 


D80005 


Homo sapiens KIAA0183 


7286 


99.812 


S Q7 
o o ^ / 




Homo sapiens NUMB~R protein 


T R O c; 


Q Q C 0 Q 

y y . bz o 


3598 


AF083384 


Homo sapiens 45kDa splicing factor; SPF 45 


1387 


94 .937 


"5 c; Q Q 


n c T Q /I C 
/ir U b / y 4 b 


Caenorhabdit is elegans similar to Drosophila 
ring cana± protein tKeicnj {o\n iQUnoo/i} 




z / . loU 


3600 


U63648 


Mus musculus pl60 myb-binding protein 


373 


58.974 


3601 


L41690 


Homo sapiens tumor necrosis factor receptor 

*f~ 1 rr\ j-v T :a o o /^/^ 1 3 "H ^ >~ /~>i 4~ t 

uyptr -L dooocid LcQ. proLcin 


2149 


99.390 


3602 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


445 


82.353 


3603 


AC005896 


Arabidopsis thaliana unknown protein 


245 


29.697 


3604 


U60269 


Homo sapiens putative envelope protein; orf 
similar to env of Type A and Type B 
retroviruses and to class II HERVs 


162 


60.870 
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n 



3605 


X06256 


1 1 WlllVi' O Q J.^110 XliL.^i^J Lli CI U. kyrl 1 Q O UJu/ Ul 1 U. ^ ^ Ll-L. O W -U 


7007 


99 . 333 


3606 


U18018 


Homo sapiens adenovirus ElA enhancer binding 
r>r ot" pin 


3850 


100.000 


3607 


U37439 


Homo sapiens endoglin 


4202 


99. 544 


3608 


AF003130 


>u> CI ^ 1 iV_/ J- 1 1 d J>_/ -1. ^J.w>^ClllO LN^^ J.J.11XL.J.V^11 J. \J U.1 WJi. 


324 


35 . 088 


3609 


AB029041 


Homo sapiens KIAA1118 protein 


7413 


99.485 


J D J. VJ 


n9 QOR 
u ^ u J D 


LuLlo lllUoOUXLlo OXO XXiS.C dUct^LcX ^Xt^LCXil 


J X *1 




3611 


AF136450 


Homo sapiens goodpasture antigen-binding 
pro texn 


4158 


99.519 


J Dl z 


a irn i ^ 9 Q 


lyius muscuxus onz o rn uomaxn containing 
oxgncixxriy iiicuxciL.Oi x gdiiuuci xoqxuxiu 


9 4 4 

J Z fl fi 


. X o o 


O D ± J 


rlO U U D X J O 


A V 3 W T^^i^cic "t^Vialia'pia T^ii't~a'i~T"\70 "trToiln'n G4~/^T"ano 
/-iiraJJXUOpoXo UIlci X Xailci pULdLXVc VXOXXXIl oUUXdyc 

rM"r^1~p"in /rrl ohi il i n — 1 "i 


9 SR 


9fi fi4 9 


3614 


X5294 9 


\J X Cl X VuA J.CL -LllL.^Ol.--l.llCl-l 1.0 LXllJ- va^I 1 L. -1. J L ^ J- ^ u J. 'LM 

frame; alternative codon use 


207 


36. 257 


3615 


X82209 


Homo ssni pn*^ MN1 


3066 


100 000 

J. V V . V/ V/ x./ 


3616 


AF132949 


Homo *=;aDipns CGT — IS orotpin 


390 


95 . 522 


3617 


AB028 999 


Homo ^f5Dipn*5 KTAA1076 orotpin 


5582 


100. 000 

-L w V-/ • \y \j \j 


3618 


L26335 


Pr3vi r3 Dorop 1 111 7inp finnpr Drotpin 


899 


93 . 333 


3619 


AB014553 


Homo •=?anipn<^ KTAAOfiS^ riTo1"Pin 


3829 


99.821 


3620 


AC003034 


Homo sapiens Gene with similarity to rat 
kidney-specific (KS) gene 


317 


58.182 






iiUo illUov^UX Ulo U.J.JX y U X L X I Id L X 1 ly trii^yill^ Js.L/d 


J U D 


ft 4 90 


O \J ^ ^ 


n9 S9 1 


HrMTir\ c^r^T one T^TAAOI 1 9 
noiinj od^xmio rvx/T-riw X X ^ 


^ U J _7 


1 no nnn 

X VJ VJ . u u u 


3623 


U10536 


Pan paniscus MHC class I A 


872 


84 . 049 


9 4 


T nn R 9 
XiU u o o z 


nomo sapiens xow oensxty xxpoprotexn xecepuor 


fl O 


QQ P Rfl 


9 R 


Z\T 0*^1 99R 

i-VXrU O X Z Z O 


nomo Sdpxens ao xu j jjdxu . x v vmemijrdne pxouexn 

wxi_ii iixoux^xiic J Lv_.ii ^lidxyc: ^xuol.cxo rvi-j m ^ 

RTNC;S \ \ 


^ Q 7 
o y o 


O 0 . _7Z u 


3626 


AB000215 


RaI"!"!!*? noTvpn "i pn <=5 PPAl r>Toi"Pin 

l\Cl w L U O 1 1 W J. V ^ \^ ^ ^ LJ. O V^V^f^ X h' 'L ^ ^ J. 1 1 


387 


84 . 932 


3627 


AL032660 


f^3(=iT-ioyh^hH'i'l~'i^ plprr;^n^ n7~pH'ip"t~pH n^^inrr 

V'Cl ^ 1 1 v./ J. 1 id Ji^V^U. L J. O \3 _L Q 1 1 O Iw/ J. V3 Vwl -1_ U> ' ^-X LJ. O J. i. 1 w 

Gene finder 


521 


31.94 9 


3628 


L39211 


Homo Srinipns pf3mit"inp Dr5 1 mi tovl t "rsns fprr5 sp T 


608 


53 . 293 


3629 


AF003130 


Caenorhabditis elegans No definition line found 


865 


40. 625 


*J u o w 


C VJ J / u ^ o 


r\dUL.Lio vc;yxoLi.o ^jxv-^l.cxii r^xiidoc rvxL/ x 


X 1 o u 


94.444 


3631 


U90143 


Homo sapiens butyrophilin protein 


207 


33.813 


J u o ^ 


rto yj \J / o o o 


Pr^m/^ <3 ^ "i on<3 P^TAAn49'^ 
nuiiKJ od^xoiio rvxrtrwj*i^j 


X W O ^ -7 


QQ S9 Q 


3633 


AB023227 


Homo sapiens KIAAlOlO protein 


8670 


99.848 


O D J fi 


^ ^ fi O D 4 


ocni zosaccndromyces pomije nypoune ticai protein 


J o fl 


T £; Q9 "5 
JO . 3Z o 


O O J O 


n9 9 '^7 
UZ Z -J / O 


nomo sapiens ax cernauiveiy spxxcea proaucu 

Lioxixy eAvjii X j/T. 


J z u 


71 n ft 4 

/ X . U 0 fl 


J D J D 


AFT 1 T 1 n S 

/Ac X X X X VJ J 


nuiLHJ od^xeiio iiixnjycxi dv_.LXVdi_eu ^X\j(_exii Jvxiidoe 

k'in;^c;p Vrinpcr^i MP.KK2 
rkXiidoc /vxiiaoc 


O 17 1 


Qft S4 




AFl P^ftfiO 

/AC X ^ ^ O O 


Tnil11~'iT^lo cSf^lpT'OCI'iQ ^5C;C3r^r^T^^'i~*=i/S T"Pi'I~T~OT7'Ht"11<5 
IIILIXUX^XC oOXCXL'oXo d o o ^V.^ Xd L. X C L. X V^ V X X LIO 

plpmpni" nnknown ■nT"o1~pin Fl^/l 


31 7 

^ X / 


7 Q n^9 


3638 


AB020720 


Homo *=;3oi pns KTAADQl ■nyo'hpi n 


2943 


98 . 633 


3639 


U15131 


Homo sapiens pl26 


2467 


64 .726 


3640 


Y09631 


Homo sapiens PIBFl protein 


643 


79.452 




AT Vi'X^Jf^'^ 
riXiU O O ^ D J 


ociix zob dcciidx oiuyceo pouuje nypounetxcdx pxOLexn 


DZ O 


9 4 4 n Q 


3642 


AL050283 


Homo sapiens hypothetical protein 


976 


54.015 




/ir U O / ft O fi 


ixius muscuius uoiguiuin protein xigase 


0 X / Z 


y 0 . / Do 


3644 


AJ005891 


Homo sapiens JM2 


620 


38. 671 




r\r X fl ^7 fl X J 


rtraoiaopsis Lndiiand cont-dins simixaxiuy lo 
protein kinase domains; Pfam PF00069, 
Score=15.8, E=0.0027, N=l 


4 n 


4ft n R9 


3646 


M83297 


Rattus norvegicus protein phosphatase 2A 55 kD 
regulatory subunit B 


1912 


78. 919 


3647 


Z19152 


Caenorhabditis elegans cDNA EST EMBL:T02216 
comes from this gene; cDNA EST ykl93b5.3 comes 


364 


29.218 
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from this gene; cDNA EST ykl93b5.5 comes from 
this gene 








riQsn4 4 

U -3 %J VJ *3 




1 479 

X 4 / Z 


ft 9 4 4 Q 




A. -7 ^ D D O 






ft 9 9 Sft 
o z . zoo 


J D J U 


rtD U VJ ^ J O 4 


14 /^mr^ caT^T one P^TAAO'^Q^ 
nOIllU £j ci{->XCllo rvXririUJOD 


71^ 
/ X J 


9 Q ft R 


O U J X 




P'=ionr\T*HziKH-l-f--lc' olo/^a-nc: r^HMA C'QT FMRT •m'^917 
k^acnOX f IciDaX U X 5 SXGya.no CL/INH. CjOX IjLYiDXi . U / j Z X / 

comes from this gene; cDNA EST yk4 78c5,3 comes 

"Ftotti 'hhi Q rrono' r^HKI A P PMRT • MR Q 1 ft 7 rrMTio q -F vrMTi 

1 1 J- O ^ 1 1 ^ 


9 "^7 


9ft C\A A 
Z O . U 4 fl 


3652 


U71383 


HoTTin s^iDi f=^n OR hi nHi nn nTritPi n — 9 


578 


96 . 809 


3653 


□0987 4 


Mn <^ mil *^ r*!! 1 n •=! ^Kn*^ 

L 1 U. O Xll LJ. O ^ LI U O 1\ 


3142 


95 . 050 


3654 


U79260 


Homo sapiens unknown 


318 


70.513 


3655 


nR74 SR 




"^7 ^7 


y y » \>o\j 


3656 


AB014 522 


HoTTin c;;=iri'if^n*=t KTAAnfi99 "nTotpin 


8194 


99 . 153 


3657 


D87470 


Hnmn c;pinipns KTAA09R0 


784 


53 . 252 


3658 


AF082657 


Homo sapiens Era GTPase A protein 


2941 


99.774 






rnjLii\j od^xciio ixXLipptiX X X Jvc ^xiio xxxiytix 
1" T" ;^ "Ti Q T" 1 Ti "h "i n "F^^r^'hoT" 


9 ^ '^7 


QQ 1 RR 


3660 


U23172 


Caenorhabditis elegans No definition line found 


197 


40.206 


J U i 


iJ^ J X ^ -w) 


L^JU o illU o O U X Uo rxlN/A llcXXL^a.oc 


R ^ 

D O O 


1 00 000 
X u u . u u u 


3662 


AT. 04 QQSS 




A.\J \j\J 


ft 7 QSft 


3663 


n21SS6 

W ^ X <>J u 


ilWlLlkJ Odk^XdlO O J-itlX J. Ct i. \^\J X Cl L. X 1 i L. y i. d J. ILLdLLLJX dilt3 

CI 1 vPOOTot p "i n PTR Appp^^^^inn NnmhiPT A4n67n 


^ VJ o ^ 


Q1 1 

^ X • X 17 O 


3664 


AC008075 


Arabidopsis thaliana F24J5.4 


224 


35.075 


3665 


L.' U U ^ O ^ 


ouiuvj odj^xdio oXiiixxdx L L/ • liicxdii^y d o L.t^x 

nerox ida<5inf[]lin'^9^ 


1 004 ft 

X U U *i O 


QQ 4 fi*^ 

. 4 D D 


3666 


AB018313 


Hnmn cjAriipncj PCTAAn77r) nr'ntpin 


48 41 


1 nn onn 


3667 


AB028989 


Homo sapiens KIAA1066 protein 


7056 


99. 625 


J u u o 


rii ^9 fi9 


L^jLio 111U.O (.^ ux uo luycxxji ytriic cA]jx tJooxuii xdonjx 


701 

/ U X 


ft 0 714 
0 U . / X 4 


3669 


X85019 


Homo sapiens UDP-GalNAc : polypeptide N- 
acetylgalactosaminyl transferase 


1777 


52.008 


o o / u 


nfl 7 "^9 R 


Afl 1 T o rti lie* 111 lie* C \ 


/ 7 1 
'I / X 


/I c c: Q Q 
4 D , Dot) 


3671 


AF000996 


Homo sapiens ubiquitous TPR motif, Y isoform 


191 


71.739 


O D / Z 


C Q 7 9 9 


Homo sapiens X— linked retinopathy protein {C— 
terminal, clone XEH.8c} 


O Q Q 


7 Q COG 

/ o . boy 


^ D / sj 


U fl ± 0 f± o 


Unknown Similar to Rat trg gene product; coded 
for by C. elegans cDNA yk31e7.5; coded for by 

• cXc 


Q Q 1 
O O 1 


4 D . OOZ 




ET 1 1 fidon 

i\Li ± X U fl ^ U 


Caenorhabditis elegans predicted using 

v3t;I ic X X X 


ft O 1 


c T oca 
0 i . z bo 


O D / O 


n9 9 "37 £; 


nomo sapiens diuerna m veiy spiiceo prooucu 

n C5 1 T\r\ ^vor> 1 "^A 

LXOXiiy Ci^Wil X^r\ 


A A ^ 
4 0 


ft 9 "5 "5 
O Z . JO J 


367 6 


U2237 6 


H omo cssr^T onQ aI i"OT~nai~"i t7o1 \j ct~i1 t r^oH r^y^i^Hiir^l" 
rnjiuvj od^xdio d X u c X nd L. X V c X y o^xx^c;\^ ^xwuu.^l 

u *^ 1 nn pxon 1 '^A 

yji o -1^ 1 1 ^ ^ ./v \^ 11 ^ 


4 4 R 
•i *i J 


ft 9 ^ 


3677 


X64995 


Homo saoiens HGMP07J 


856 


55.4 69 


3678 


AB007862 


Homo sapiens KIAA04 02 


11152 


99.885 


3679 


ARnn9'?7 4 


Homn e^pniP'nc' K'TAAn'^7fi 


^^9 


QQ R4 ft 
y y » o 4 o 


3680 


AB02067 1 


Homo ^A^"0"if:>nQ K^TAAnftfi4 ■or'O'hoin 
ov.i'iLi^ odkJXdio r\x.n.n.wou^ kJi.wL.CXii 


771 ^ 


QQ SQO 


3681 


AC006201 


A T* A Vm (Hoo qiq "hHsTiana h \/"Oof* Ho"t""i /^^l r^T~o1~oi n 
/^x di^xutt^^o X o uiidxxdiid xiyj^^w Liic L, XL^dx ^xl.-'l.cxii 


9 fil 


97 ^Q7 


3682 


AF124490 


Homo sapiens ARF GTPase-activating protein GITl 


3300 


96.507 


3683 


X75887 


Bos taurus brevican 


5154 


89. 180 


J U O 




rJiio iiiuocuiuo poi yiiitrx doc X LxdnscxxpL xexedse 
factor; PTRF 


91 09 

Z X 


Q"^ ft 1 7 
. OX / 


3685 


U95031 


Homo sapiens sublingual gland mucin 


6305 


99. 659 


3686 


U94991 


Xenopus laevis transcription factor XLMOl 


535 


77.451 


3687 


AC004021 


Homo sapiens kelch protein; ring canal 
component involved in cytoplasmic bridges; 77% 
Similarity to A45773 ( PID: gl07 9096 ) 


582 


32.773 
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3688 


Z47811 


Unknown similar to ubiquitin carboxyl-terminal 

Iiy UX (JXaoc / OULNM I_jO 1 ILiVIijIj , UO H U ± y OLJlUco X X vJlll LXiXo 

gene 


266 


34.228 


3689 


AF117756 


Homo sapiens thyroid hormone receptor- 

CL O O \J w U. O ^ \JL ^ U ^ -X 1 1 V_<'lllf-' X ^ ^ \^ V_/lllk^ wl i d 1 X A, ^ 


852 


93.197 


3690 


X yj / \j \J \J 


Or'\7r'1~ol ^mi*5 r'lTTi 1 r*!! 1 nc T~\/^inriH'i rK=» TPr'f^T^t'OT" 
\_/x y ^ L. X o. Li o Lxjiix^uxuo xvui 1 v^VuXx 1 X c v_<-^ \y x 


760 


91 . 597 


3691 


D8 69S7 


Hr^TTii^ Q^OT one e 1 m "i 1 "ho DTTi'^rinh i 1 ^ mol ^norr^ pr* 

llvJill^_/ OOk-'X^llO O XlllJ L CI X I— LyXwOWk^llJ LCI ill^ X CI 1 1 d O L ^ X 

spot in fspi2)21 


2094 


69.456 


3692 


Z19555 


Unknown predicted using Genefinder; similar to 

Ptodi nnvl — PnA r'^^ rhnwl a c;p Kp-t-a phsin; pDNA FST 

X X w k</ X Vui' X 1 _y X CL X A y X ci w ^ x/^i-ci la xi j. ^ ^x/i.^.£^ j. 

EMBL: 


2434 


65.177 


3693 


X73608 


Homo sapiens testican 


2368 


95. 628 




r\DyJ X *i 3 O O 


nuiUU oa.{Jxcilo I\Xi-ir^UOJO |JXtJUc;Xli 




Z/ Zf * *J -? J 


3695 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


333 


70.588 




All U X O X D 


ocnx zos accnaromyce s pomoe o ir z 4 . u*3C/ 

Llll JvIlvJWll ^ XcrIl*^xJXctCl 


907 


O 4 . D 1/ f± 


O D -7 / 


1^ J U _7 X J 


Hom*^ Q a 0 "1 OTIC "PVio P^TZiADT rrono r^yoHnoi" i c; 
rnjiiiu oci|JXdio iiic rv X /T-ri u X ^ 0 t^criic; ^Xwvjiit^u xo 

r-pi;i-f-pH t" 0 Tf^t cfpnPTa] TTi 1 1 ocHondr'i a 1 matrix 
processing protease (MPP) . 


J 'i J / 


Zf Z? » CJ X X 


3698 


D87930 


HoTTto <5anipn*5 Tnvo*=?in nho*=5Dhat asp tai^aet subunit 
1 


532 


34 . 483 


3699 


AJ133488 


Bos taurus SCO-spondin 


1570 


79. 377 


3700 


AJ001981 


Homo sapiens OXAIL 


3268 


98 . 400 


3701 


AF061936 


Homo sapiens diacylglycerol kinase iota 


7093 


99 . 438 


3702 


AL034 4 17 


Hnmri "^lan'ipn*^ HKPISDll '? fsimilaT to Tat npnp 

IIWILLV^ O d X ^ J. I O L\C* X^L^XX*^ \OXlLlJ LUX XdL. ^^^11^ 

33) 


2219 


98.176 


3703 


AL08014 3 


Hnmn sani P"n*=; hvrint hpt "i pa 1 nTotPin 


2615 


96 . 64 9 


3704 


D78020 


Rattus norvegicus NFI-A4 


413 


81.579 


3705 


AROni 77 ? 


C^ ona c;a\7"i rrn\/i PRM— S 
X \^ lid oovxuiiyx xj_jli o 


380 


35.217 


3706 


AF133086 


Homo sapiens membrane-type serine protease 1 


5839 


99. 647 


^707 

O f \J f 


rt.D \J VJ U J 1 


H r^m cannons P^TAA0R47 Tr\ y o 1" o t n 
rHJiUU od^Xtrilo I\ 1. r\t\\J O 1 ^XUL.cXil 


4 251 


1 nn Don 

X U VJ • \J \J\j 


^7nft 


214 014 


LM X t_ X di Id Udi^d^Llill X X O I LX CAL-CIIOXII XXJ\.C 

protein, partial CDS only 


X U J 


4 6. 154 


^7nQ 

~J f \J J 


U *J / X *3 *J 


P^MTif^ Q^r^T one /^f^ Vi T"f^TTio P4Sn TTl/^n (^/^■V\/rTOTl ;5 Q o 
fiUiin^ od^x^iio njoi IX Ufiiic x T J vj iinjiiu w Ay y CI id o c 

CYP2 J2 


J.\J ^ u 




3710 


AF06797? 


HoTTio sar^i pfi =5 PlNA p\/'hp»'^'i riP ttip1~H\.71 ^ t^tx*^^'^ (^"^r^^^f^ 

1 L \jLll\J O CI X ^1 1 0 LJiMC\ V^yUv^OXll^ ILl^L'liyXL.XClliOX^XClOv^ 

alpha 


6312 


99 . 233 


^71 T 


yfi S7 


o(^jiinj od^xdio iicijixxxii 


VJ O VJ X 


QR 719 


^71 9 


m n? 


o(jiiLvJ od^xdio dx^iid X c HwJ^x L. c X 1 1 diiidiiocx J>^^xilv.^xlivJ 

protein 


O ^ X 


4 S SSfi 

*! J * J J U 


3713 




Homo qanipn=5 FO^SfiQ 7 


1052 


7 9 . 630 


3714 


AiTnnnfi4 4 


Homo c?poi pn ^POP 


933 


7 1 . 635 


3715 


.riv-/ vj w u u t. Zf 


Homo <5;^oipnc5 ^"imil;:^!" "ho ^oPT~m ^n7"'f;=iop Pr*o'l~PT t\ 

ll\Jl\.WJ Od^XdXO OXXUXXdX O^CXXLl OU.XXdV-'C XXtu'UCXiX 

PH-20; Similar to P38568 (PID-585674) 


3039 


99.585 


3716 


X62528 


Rattus norvecricus ribonucleasp inhibitor 


614 


38 . 909 


3717 


D16226 


Or VP t ol acrus puniculus one of the mpinbers of 

\m/ X- y V— - w V_/ _L. \M LX O V-* L#X X X V—^ LJ. ^ L#X O V— ' X X V—* n-' J- ^ X X Vw^ XIL V^XLLJ^ w ^ V— / X- 

sodium-glucose cotransporter family 


843 


64 . 362 


3718 


AF01014 4 


Homo saoipns npnronal thrpaH Torotpin An7p— NTP 

XI V-/111W O CI X ^XXO ll^UX \J1 Xd X O 1 1 X ^ CI r L> ^ X I X £l.s-/ f Lr* J. L. 


347 


63 . 107 


3719 


M35297 


Rattn^ norvprfi pn*=; f^— orotpi n ponol pH rpppotoT" 

IXCl ^ IX O 1 XV^ X V^^X^Uk? XWl^^XXX \^ \y U ^-^ X O V.1 X ^ ^ ^ k^ W X 


286 


75 . 385 


3720 


ARn?4 4 no 


R;^"t~i"nc; noyirprri one; T.AT4 


832 


57 . 627 


3721 


U79775 


Homo sapiens NNP-l/Nop52 


759 


96. 667 


3722 


Z83838 


Homo sapiens GTPASE-ACTIVATING PROTEIN 


2113 


99. 676 


3723 


\J ^ \J \J ^ ~J 


Homo Q^oi pn Q PlHHP" — HomAi n — ooiril" "i n "i no o\7c;i~PT np — 

rich protein 


290 


37 . 500 


3724 


AB029016 


Homo sapiens KIAA1093 protein 


815 


54 . 122 


3725 


U10991 


Homo sapiens G2 


10859 


99.764 


3726 


U41543 


Unknown Similar to Rat trg gene product; coded 
for by C. elegans cDNA yk31e7.5; coded for by 
C. ele 


948 


41.289 
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3121 


U76373 


Mus niusculus skm— BOPl 


1636 


91 7 60 


3728 


AF155595 


Homo sapiens CoREST protein 


3121 


100.000 


3729 


AF167320 


Mus musculus zinc finger protein ZFP113 


877 


72.189 


^7 


ARDI 1 Dfl Q 


H Qsr^ior^c P^TZiAHRIT r^>~/^'HQiT^ 
OL^llHJ oo^X^iio L\±r\r\\Ju± / |JXULCXX1 


O X X J 


Q Q 11/1 

J J7 . X X 




/AV^ \j *3 ^ *i ^ 


Hrimr^ q^ioi one nVYQTRRnT — RTKIOTXIP DPPiTTTTM— 1 i Vo • 

similar to P22059 (PID: gl29308 ) 


c> p n 

3 O u 




0-7 no 

0 f 0 £~ 


U 0 VJ / *i J 






no Q / 1 


^7 


77 S'^^f^ 

£j / 0 J 0 D 


k^aciiux iiciiju.1 u X b exegans simixar uo aynem neavy 

L-ildXii^ v_L'IN/^ EjOI HirlDij , / O 4 3 C-OlUco xxOm L.niS 
rronp: r-DNA F. RMRT. • O"^ 4 ft S Q nnmnoc: f-roTn l-h-ic; rinn^ 


0 A A 

Z 4 4i 


a C "3 Q c 
JO . OO O 


3734 


AJ002424 


Rattus norvegicus p65 protein 


1152 


63.235 


3735 


L364 34 


LiLlo XLlLLo UX U.O JJclOXO LltJlUct X 1 1 / XtJUO Xlifci c,X\JjJvH. 

transcription factor 


4 R Q 


ft 4 ft ft 4 
0 fl . 0 O 4 


3736 


080005 


Hnmo <?;:50-ionc: KTAAmfl'^ 
rn^^iin.j od^xdio r\Xrtrtuxoo 


7 9 Q7 


QQ QOfi 


3737 


U792 63 


Homo <5 ^ o "i oTi Q imlrTiown 


91 9P 

Z X Z 0 


QQ 11^ 
yy, X X O 


3738 


X5512 6 


Mn TTTii 1 c; n 1 n c; 7 "Fo — 9Q 


D I 0 


o y . 0 O O 


3739 


08 1 37 S 


Homo Q^^OTOT^Q o/TiiT 1 'll^'K*a't"'iT7'o nnoloocT/HQ 
nuim^ od^xciio c^ux x xux d u x v c iiLiL-xtrUoXvj.c 

1" n SDOT*"!" O "T 1 

-i- a 1 1 O N-^ X. Iw. V3 J_ _i_ 


O X U 


J O . D3 


3740 


U22376 


H omo ^^oHonc; ;^l'l~o*m^"hi'^ro1\7 qoItooH oyoHnoi" 

li^lLlvJ OO^XC^liO d X U C X 1 IQ. L. X V C X y OLJXX^c:^ LJ X W LA U. L. 

using exon 13A 


4 4 4 

4 4 4 


7 4 04 

/ J . 4 U 4 


3741 


AJ001531 


Homo sapiens neurot rypsin 


6316 


99 . 657 


3742 


X66405 


Mus musculus collagen alphal type Vl-precursor 


6248 


90.578 


3743 


X66902 


1^1]"=! Tnn*^pnln<=; Fn — 2/1^07. "Fncj'io'n ■oTO'ho'in 

LIUO 111 U O ^ U. J- O i_j i 1 ^/ -L CI ^ £J xm.ox^ii X W L. C X 1 1 


4 09 

4 U ^ 


Q9 ft R7 


3744 


AF121081 




? Q S 
o y ^ 


Qfi noo 


3745 


AB020671 


Homo sapiens KIAA0864 protein 


7713 


99.590 


374 6 


□75329 


Homo caoTon^ o o > — i no ■r^Vi^'Fosco 
rnjitiv^ od^xcllo otiXXiltr ^x^JLtiaofcr 


c 7 7 


/I 9 1 9 
4 Z . O X Z 


3747 


08 6980 


Homo qao-ipinc? T<'TAAn297 


4 4 7 


TOT 
D J . / yj 


3748 


n?? ^7 
^ ^ ^ ^ / \j 


rnjiiiu od^xtiiic) d.x L e x lid u X vex y spxxceQ proQUCt 

n c; 1 Ti rr f^von 1 '^TX 

UOXli^ CAV^ll X Jrt. 


0.00 


C^O 9 /I Q 
DZ . Z 4 O 


3749 


AB023206 


Homo <=;^^oif^nc: K^TAAOQftQ ■o^ro'h^iin 


o o o o 


QQ 7 tf^7 


3750 


X5294 9 


vjxcixkj,xci xn u o u X 1 id X X o uiixtjtiiiuxxxtru. XtrdUXliy 

f rame r a 1 tpynat i vp ooHon ncip 


X 0 X 


JO . U DO 


3751 


AB011105 


Homo sapiens KIAA0533 protein 


10943 


99.818 


3752 


L07809 


Homo sapiens dynamin 


323 


77.049 


3753 


ARn?R QS7 


H om o Qjaoionc; T^TZiZllO'^^ r^y/^'l-ci-i'n 
rnjiLiU od^xtsilo i\XririXvJ04 pxwLtiXll 


/I Q "5 '5 


y o . 00 0 


3754 


AF078165 


Homo sapiens conduct in 


4436 


98.678 


?7 SS 




odxxub ydxxuts myosxH xxgnx cnaxn Kxnase 


OCT 

z b J 


-30 0'\ 0 
Jo . JIZ 


^7 Sfi 


vj ^ 0 4 <J ^ 


v^dtiinjx iidx)ux t X exegans lno aexxnxtxon xxne xouna 


T R c: 


4 U . J y / 




rift 0 4 4 s 

U 0 U 4 *i J 


uiiKiiowii coueu. xor oy u. exegans cuin/\ yrcxogo. 

k-fU-Cv-l XUfX *-'y ^» trXcydlio UlNi-i yJs.^XUD. C^OUtrtJ 

for by 


1 O O fi 


4 0 . 0 1 y 


3758 


u 0 \J ^ <i J 


uxuoDpiixxd iutrXdiiogcib Lex euKaxyoLXC xnxuxaLion 

xa^uwx CXI: ^ dx^iid A.Xiidoc^/ l/o^LN^ 


"5 T O 


on R Q c 
Z / . Oo b 


3759 


012392 


H^Pm^5'f~oh'i;5 1 yvT'haTic; rMi'i~a'l~'itro ATOaco 
nciciiidL.kjj.JXd xxxxLdllo ^LiudLXvc r^i irdoc 


A9 R 
DZ O 


4 0 . Oo 0 


3760 


Y15913 


Homo Q ;5 0 "i <3n q POT. 1 A 1 a PHf^TTR -Fnoiz-M-t -hr-^-noov-i-r^-l- 
rn^jiinj od^xciio ^^wxiX/aX dliu irLJyjiiiD XLioXOIl UXdIloOxXpX 


10 9 
X U Z 


/II mi 

4 X . U /X 


3761 


AL050089 


Homo sapiens hypothetical protein 


5354 


99.753 


^7 fi? 




rjuit muoouxuo cyxopxdsmxc aynexn xnuermeaxaue 
oha in 2 

^1 Id X 1 1 ^ 


"5 m 1 

X X 


y b . b4 b 


3763 


AF151840 


Homo =?^^oi P"nc5 P(^T — ft9 'OT'O'h^a'in 
nvjiinj od^xciio ^ox jJXtJL.trxii 


D -5 


R4 04 0 
0 4 . U 4 u 


3764 


AB014600 


Homo sapiens KIAA0700 protein 


7538 


99.735 


3765 


AFOOOQQfn 


ncjiiKj odpxciio uxjxcjuxcouo i irr\ uiOL-Xx^ i xsoxorm 


/) 0 c; 
4 Z O 


/ 0 . b xu 




04 20s 5 


rnjiiivj odpxciio ]\xri/-iuu3o gcOc proQUCT, xs rexaueQ 
to NEDD-4 protein. 




Q Q Q Q 9 

y y . 0 yz 


3767 


M27685 


Mus musculus ultra-high sulphur keratin 


396 


39.759 


3768 


AL031177 


Homo sapiens dJ889M15.3 (novel protein) 


366 


30.534 


3769 


AF128527 


Homo sapiens breast cancer associated gene 1 
protein 


768 


42. 663 


3770 


AL022393 


Homo sapiens p373c6.1 


3523 


100.000 


3771 


U66496 


Homo sapiens leptin receptor 


265 


63.380 
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3772 


M34915 


iJ^O L.ai-lXU.O X^L,XliC3. O^C^^XXXO XJ. / A-l^Cl ||JXvJL.CXli 


77 


^7 7 7ft 


3773 


D86984 


Hnino Q ^ iTi 1 Q Qimi 1 t Y r\ ^Hon^/l ai-o r^^/r^l aco 
iiwiiiVj' oa^xdio oxiuxxcix yccioL. dLiCiiy Xd t^yQ— Xdoc 

(S56776) 


1 1 o o 


fil n R 

D 1 . U O D 


3774 


D88750 


Bacillus cijTculans beta — aal act" o^^i H^i sp 


4 34 


76 799 


3775 


Z50097 


Drosoohila iiielanoaa<5l"pr hdp nrnhpin 

1-^ kpT \h/ 1 1 ^ ^ WA ILi ^ 1 A \J U \^ ^ 1 1 fw/ ^ ^ 1 1 


691 


70 87g 


3776 


U83246 


Homo sapiens copine I 


1011 


53 . 667 


3111 


AB014516 


Homo sapiens KIAA0616 protein 


263 


36.757 


311S 


AL031393 


Homo *?aoipn*? rfLT777mS 1 fZinr" — "finrrPT o'ro"t"P'in\ 


J u ^ 


4 1 09 


3779 


Z24725 


Homo saoipn^ mitorrpn inHnr'Thlp npnp mi rr— 9 


4 7fiR 

*i J U O 


Q91 


3780 


U37376 


Xenopus laevis MAM domain protein 


1475 


66.134 


3781 


Arnn7??ft 

rAV^ \J \J f £, £m \J 


nullum o d^x Clio D^Of^_7J ^ ^^dxLXdX/ 


1 u y 1 


inn nn n 
1 uu , uu u 


3782 


API 94440 


nuiinj odfjxtrxio L^Lrtoiii uuiiiox dnL-xyen u± 


T /I Q 

1 ft y D 


0 / . 1 / b 


3783 


r\C \J ^ ^ \j Z/ U 


v^dcinjx iiduux L xo exeydnb siiuixdx Lu tne prouexn 

oho ^oVia t p 9 "FaTTiT 1 \/ 
^1 o ^1 Id I- c o ^ xditixxy 


T '50 
/ O^. 


o / . / o y 


3784 


AL04 97 33 


Homo sanipn<^ H.Tft7SH7 1 (APK^ antirrpnl 


1 f^9R 
1 DZ O 


ft 1 0 7/1 

0 1 , U O fi 


3785 


AC006225 


AT*ahiHooc?i ^ "hhal nana Tt"a"t*nT7Ci mnl'l-nHr'iirr 
-Tlx diJx^.j,(_^^o X o uiidxxdiid ^-/uudLXvt; iiiuxLXUXU.^ 

resistance protein 


Q4 ft 
y 4 0 


f± 0 . / z 0 


3786 


AB001636 


Homo *^ao'ipn«=; ATP — HpopnHpnt RMA hp1ir^a<;p H A ft 


4 Rn 

fi o u 


7fi 1 74 


3787 


U63839 


Rattus norvegicus nucleoporin p58 


701 


94.017 


3788 


U75329 


Homo sapiens serine protease 


782 


39.441 




AF1 97 7ft Q 


r\dL.L.us norvegxcus puLaLxve casue receptor iKi 


1 o n 1 
IZ U 1 


/ TIC 

4 0 . /Id 




i\0 VJ U J o 


riomo sapiens foxxo virus recepcor prouem 


z y / y 


y y . 0 bu 


^7 Q1 


7\pi /I '5 007 


Perca flavescens lysyl oxidase related protein 


-1 "3 c n 


bo . olU 


^7 


c;4 4 9 T 7 


odccndx oiny ce s cerevisiae^ repuiae/ ozo aa 

i.r\xt^^^ — iiix u (.-'Oi iLJi ILIX X d X r\LfC/r\iir (^dxxiex pxtJUdll 

homo 1 on 


4 / y 


-3 C Q 1 Q 

oo . y lo 


3793 


AB018342 


Homo c:ao'ipn<=; KTAAn7QQ orotpin 




Q7 ft QQ 


3794 


Z29371 


w J- _y ^ I- v-' X a. y u. o ^ 1 1 J- Li X Li o d^j.cii^x_yx ^_y^Xdoc^ i_ y fJC v 


X X / o 


1 on non 

1 U U . u U U 


3795 


AF004715 


Homo saoipns "iprkv rrpnp OToHnr't homo! on 


:? o 


Sfi 1 S4 


3796 


AJ001403 


Homo saoiens MUCSAC orotpin 


7 fi7 9 


QR R ft R 
^0 . 0 0 J 


3797 


X52875 


Mus musculus Prx2 


1371 


88.845 


3798 


AF071172 


Homo sapiens HERC2 


533 


32. 626 


3799 


X7534 2 


HoTTiPi Q^^r^T one dHV^ 
rnjiinj od^xdio oiiJj 


oz o o 


y 0 . / 0 u 


3800 


M94 769 


injiinj odj-JXCilo X dilix i 1 


OZ DO 


y y , 0 u b 


3801 


X67 1 SS 


nuiinj odpxfc;iii> miuvjcic K-indse iiKc prouem 1 


/I / Q Q 
4 4 O O 


Q Q Q T R 

y 0 . 0 / o 


^ O VJ ^ 


API 79 Q7 9 


nuiuo isdpiens \_/oi jo prouem 


by^ 


bz . 4 Z4 


O O VJ J 


U ^ -7 X J D 


iYius muscuius mvoivea m signaling oy r.ne 

c^XUcXllldX yxiJWLil IdULvJx xcCeptOx, LYlcLnOQ. 

conceptual translation supplied by author 


c; c c 
ODD 


DO . oy y 


3804 


AROl 1104 

f^CJW X X X U *a 


H om C\ Qa"n»TonQ 1^X21110^79 ov/^-l-Q-in 
o(jiinj od^xoiio r\ X rtj-i u o o ^ ^xuLcXii 


1 n Q ft Q 
1 u y o y 


Q Q Q 

y y , y 0 y 


3805 


AF088916 


Homo sapiens emilin precursor 


6793 


99.902 




T.4 1 ft 74 

Xj*i X O O *s 


i-jiioio uiinox nuciear protein 


4 DD 


J 1 . y 4 4 


3807 


API 1 ftft ft Q 

rtC X X O O O _7 


r\duuuo iioxvegicus D uomosyn isororm 


z bio 


r\ A cm 
y4 . bUl 


3808 


L14009 


Drosophila melanogaster zinc finger protein 


294 


39. 655 




n7R R7R 


Anthocidaris crassispina dynein intermediate 
chain 2 


"Don 
ozU 


^ T OCA 

61.250 


J O X u 


n7 QQQ4 


nomo sapiens similar lo anKyrin ox unromauium 

\7 \ n o Q nm 
V X 1 11^ o UUIL . 


"3 c: O 
OOZ 


d4 . ylo 


J O X -L 


T.n4 4 QO 


nuiiiu odpicnis LN/iun aenyarogenase lUDigumonej 


T Q n 
/ o U 


00 . 0 / i 


3812 


M77003 


Mus musculus glycerol-3-phosphate 

di_»yx LXdiioXcx dotr 


1344 


96.744 


3813 


U29501 


Mus musculus Zfp67p 


407 


57 . 500 


3814 


AF055993 


Homo sapiens mSin3A associated polypeptide p30 


761 


67.935 


3815 


AL080123 


Homo sapiens hypothetical protein 


828 


60.317 


3816 


D80005 


Homo sapiens KIAA0183 


7297 


99. 906 


3817 


AL110490 


Caenorhabditis elegans predicted using 
Genef inder 


490 


53.503 


3818 


L31840 


Rattus norvegicus nuclear pore complex protein 


3280 


92.559 
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NT]PT 07 








J O X -7 




riuiLii^ odkJxciio oXiiixxox * cxcM^iio ^x^ucxii 

f Z37093) 


7 679 


-7 ^ • 


Ql d 

-3X4 




3820 


X97230 


Horuo sflpiGns NK irscsptor" 


2968 


98 . 


621 




3821 


U22376 


Homo sspiGns sltsirnativGly splicGd piroduct 
using exon 13A 


78 


30 . 


7 69 




3822 


Z97184 


Homo sapiens BINGl 


2519 


1 on 

X VJ VJ 






3823 


AF04 1835 


Hnmo saniGn^ l^^minin crsmnirj 3 phain DfPPUirsor 


11183 


99. 


685 




3824 


AF030430 


Mus musculus semaphorin Via 


170 


jU . 


7 M 




o o ^ *J 


MDU X J X U 


H r\m r\ c^r^iona P^TZVZ\nfi1fi r^T*(^1~(S'in 
n^iiio od^xci^iio rvxr^^Uvxu ^xoucxxi 


323 


"^1 

jX . 


^ X 0 




J O o 


Z\Rn9 R Q d R 


nwiiiL^ od^xt^iio ixxr^^xu^ J ^jxuut^xii 


7Rn9 


100 


.000 




3827 


D88750 


Bacillus circulans beta-galactosidase 


433 


36. 


792 




3828 


D50918 


Homo sapiens The KIAA0128 gene is related to 

cue X U . 


880 


ri o 
9o . 


bUl 




P 9 Q 
J O Z ^ 


nQm 1 ^ 


HiS cnex X cnxa coxx nypoi,necxcax xo . / kq pxOL.exn 

XXi XllXLj UXliv3/XctXO X X 1 C X ^ C=XIX O XC^XUXX \£±\J\J/ • 


7 0*^ 
/ U J 


Q Q 

y y . 


Tit 




o o o u 


iT.D U X O ^ J 4 


nUXllU odjpXtrXXo r\Xr\ri.U /XX jpXULcXiX 


9 R 

^ O J 


1 

o X . 


ft 1 R 
0 xo 




^ O ^ X 


U VJ 4 U X \J 


n(JXLL(^ OCt^X^iiO oXillXXdX XjCLX^XXIC xx^ix 

t, X dXXoXU^XlLLJX dXX^ jJX C X X Xo r *i *i ^ o XlllX X d X X L. ^ l^\J 


3422 


Q Q 

y y . 


Q n Q 
o Uo 




o o o ^ 


0 o o 


/-iXi LXXwt.'XLldX X o OXdooXo^XXXd UyXXcXXX Xi X c X XlLcr U.X d I, ^ 


J X 37 


3 / . 


1 A c 








cha X n 2 










O 0 o o 


L/X U O O O 


nUXLlCJ Od^JXtrlXo dXdlXXXlc; dXUXXXL> LX dXXo X CX doc 


1 d 1 n 

X 'a X 


D / . 


o T n 




J O J fi 


i\Z u O ^ D 1 1 


noiuo sapxens nucxeax mauxxx pxrouexn vtt\r/D 


1 9d n 

X ^ 4 U 


oU . 


o4 o 




'5 Q '5 R 


UO f HO / 


Homo sapiens Similair to a C.elegans guanine 


7 c, 1 
/OX 


60 . 


TAT 

101 








nucxeocxae xexeasxng xacuox nomoxog zodo; 










3836 


AF022212 


Homo sapiens Rho GTPase activating protein 6 


4372 


yy . 


T 

D / 1 








XoUXUXXll Z 










oo o t 


rtE X O J 4 X 


XuUo XULXoOUXLlo XXcLiXvJXldX d^UjJUJoXo xxxxxxuxnjxy 


O O 'i 




1 /I "3 
X 4 J 








J- \J L. C X 1 X 








m 


^R 


ZVPDR QR Q7 


nUXlHJ od^XcrXlo L X o ^JXllC XdoC XcXdL-CvJ. XUXX^l_XvJXX 


7 01 

/ w X 


n o 


/I 1 /I 








^X KJ L. C X X X 








=!. 


"^R ?Q 

o o o 


arnn fiQS 1 

U U O -7 J X 


^x dx^x Lxu^ o X o uxxdxxdxxd ^utLduxvc^ ■j \J2\\jciK^y j. ^dxxxt^x 
^xwL.CXii o jr 1 1 U 1 i-d o C X J. 


X X X J 


0 4 . 


R 

ODD 


?;i 


3840 


AF104260 


Homo sapiens hiwi 


325 


1 ^ 


/I "5 Q 
4 o y 




^R 4 1 

O O 1 X 


y QOR d Q 

A 17 U O 4 ,7 


odXXLXo ydxxuo ]Jijxyxjx oxinj x |JXOi-c;xxx 


R QO 

O I7\J 


o 41 , 


y D / 




^R d 9 




ouo UdLixuo i^x X w o^x xd L X vux doxu ^x t:; xcx x xxxLj 


^ *i X X 


91. 


847 








phospholipase Al 










J O T J 


t\\j \J\J 1 \J\JX. 


rax dux v^L'l^ o X o uxxdxxdxid xxy lxxc l. xv^^d x ^x^i^cxii 


J *i 1 


36. 


548 




3844 


AL080062 


Homo sapiens hypothetical protein 


2022 


99. 


653 




3845 


D83536 


Escherichia coli Acyl — UDP-n-acetylglucosam ine 

O dCyXL.XdHoXcXdoc VxIjv-/ zC.O.X.X^C-/^ 


570 


n o 
9o . 


A n 1 

901 




'^R 4 

O 0 4 D 


rir X X O J u 


oOIUO odpXcXlo Xtt\r\ E jjX X Xxi L ex dC C Xxiy pxOLcXxI Z 


^ vJ o 


y / . 


n Q o 

u yz 




'^R 4 "7 

O 0 fl / 


O O O 1 C.C. 


nOIUO odpXcIlo A XXOKCQ X c U X X XOpd L. X ly pxoucXxi \^ 
ucxiiixxidXf L^xoxxc i\.Ejn m oo/ 


9 fil 

^ U X 


oU . 


n n n 
U UU 




'^R/1 R 

O O T o 


7 R 1 1 d 

^ O X X 4 ^ 


V^dc^X XUX X XdUUX L X o crXc^ydiXo t^ULNrl ILD 1 yA.40XyJ.iJ l_(JXllcro 
X X ^iii i^xxxo yciiCf ULNr^ yA.JUOC^*j o ijiiic o x x wxu 


1 R7 
X o / 


0 /I 


T 

/ bb 




3849 


AF18 1 623 


nro«=;onh 1 1 a ttipI p^nnaa st er RrDNA ClHn9974 


4 94 


d 


D O O 




3850 


AF152097 


Hnmn c;^r>'ipn'=; Pf^T — DTntPin 

llV^lllW OClk^J.^liO \^\J ^ \J ^ ka' J. W l_ C -L 1 1 


3615 


1 on 

X u u 


noo 

. u u u 




3851 


AB01827 4 


Homo *5^r)ipn*=; KTAAn7'^l DTntPTn 


7511 


QQ 

!7 _7 . 


Rd R 

O 4 J 




3852 


X05472 


Rrittns noTVPcripns ORF 3 


173 


50 . 


000 




3853 


D29954 


Homo sapiens KIAA0056 


9851 


99, 


535 




3854 


AF126484 


Homo sapiens CARD4 


809 


71. 


090 




3855 


AF151824 


Homo sapiens CGI-66 protein 


1228 


81. 


304 




3856 


Z38102 


Homo sapiens interleukin-11 receptor 


197 


87. 


500 




3857 


AF061346 


Mus musculus Edpl protein 


195 


59. 


091 




3858 


U58658 


Homo sapiens unknown 


291 


51. 


546 




3859 


U70932 


Peromyscus leucopus reverse transcriptase 


150 


43. 


137 
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3860 


AB028997 


Homo sapiens KIAA1074 protein 


162 


55.556 


3861 


AF028826 


Homo sapiens Tax interaction protein 33 


216 


39.216 


3862 


AB012725 


Mus musculus zinc finger protein 


1900 


84 .046 


3863 


AF031835 


Caenorhabdit is elegans GLY5a; ppGaNTase 


639 


34 .848 


3864 


A52806 


unidentified unnamed protein product 


1054 


87 . 640 


3865 


X71666 


Bos taurus calcineurin 


366 


75. 641 


3866 


Z11793 


Homo sapiens selenoprotein P 


2557 


99.475 


3867 


M29649 


Otolemur crassicaudatus B-alpha-hemoglobin 


169 


41.772 


3868 


AF016448 


Caenorhabdit is elegans No definition line found 


451 


29.392 


3869 


AJ011856 


Saccharomyces cerevisiae ORF Q0144 


125 


40.476 


3870 


A01592 


Homo sapiens haemoglobin A beta chain 


212 


58.462 


3871 


V00662 

V \J \J \J \J t* 


Homo ssDiens cvtochrome oxidase I 


1742 


91 . 667 


3872 


U22232 


Felis catus ribosomal orotein S4 


451 


87 . 342 


3873 


AF159092 


Homo saoiens svld709613 orotein 


447 


77 . 273 


3874 


X85807 


pph^ "Tomvce *^ perevi *^ i rie ORF G6623 


234 


26 . 690 


3875 


\J Z/ \J ±. 


Homo ^^Pio'ipnc; cjimil^^T "ho hnTTi;=in ^^Ibiimin ^wiss — 
Prot Appe*=?*^ion Number P02768; Method* 
conceptual translation supplied by author 


289 


91 . 837 


3876 


L06419 


Homo sapiens lysyl hydroxylase 


464 


77.273 


3877 


AF041378 


Homo sapiens cell death activator CIDE-A 


260 


44.444 


3878 


AL109630 

x^J_l A. \J ^ \J ^ \J 


DTocioohi 1 m(=*l ^5 n on^^ 1" f=> T RAPR7A4 7 


198 


42 . 169 


387 9 


050134 


Homo *=;;^'n'ipn"=; "i n w^? tH T'ppt'ifvinrr K ohannf^*! 


180 


59 . 322 


3880 


U49439 


Drosophila melanogaster ASHl 


614 


35.754 


3881 


AF081947 


Mus musculus tektin 


191 


49.057 


3882 


AL034559 


Plasmodium falciparum predicted using hexExon; 
MAL3P7.14 (PFC0925W), Hypothetical protein, 

1 on • 4 fi Q a 3 
Xcll . 4 O -? cici 


178 


47.170 


o o o o 




r\ciLLU.o IlvJXVcyiOUo UcUa aXdllirie o yil Ulldo 


X O O D 


ft 4 (^Q 

O D . 4 0-7 


O O O 4 


/-iL^U U 4 ^ _7 U 


Hr^mr^ o a t otic o n ■km^ v +■ o /H V\\7 ^ono^an an/H cotTOT'aT 
ilOinO od-piCilo oUppUxTUcQ iJy ocIloL-ciri drUJ. ocVcXciX 

ESTs: C83049 (NID: g3062006) , AA823760 
(NID:g2893628) , AA215791 (NID : gl8 15572 ) , 

f NID * a314 427 5 ) 




Qft 4 RR 

^ O . 4 0 0 


3885 


AF163254 


Homo Sr^oipns ^dr30l"0T OTOl"p"in DAPPI 

XX\_/Xll^ O U. k,/ J. \3 1 1 O CI V_4. a. lu' J_ ^ J_ W ^ W ^ 1 1 LJC\u t X 


320 


90 , 196 


3886 


AB010710 


Homo saoiens lectin— like oxidized LDL receotor 


403 


39 . 552 


3887 


L29029 


Ph 1 arnvdomonri *^ rei nhri rdt i i r^tnino f=3pid ■feritn're' 
Rod protein domain, aa 266 . . 4 68; amino acid 
feature: globular protein domain, aa 32 . . 265 


208 


32 . 031 


3888 


X67863 


Mus musculus T2 


133 


34.444 


3889 


AF028722 


Mus musculus fetal globin inducing factor 


915 


80 . 347 


3890 


AF044208 


Drosophila melanogaster Strabismus 


1389 


47 . 228 


3891 


D10712 


Mus musculus nedd— 1 protein 


1450 


78 . 397 


3892 


U07974 


Gallus gallus unknown 


349 


34 . 528 


3893 


AF107295 


Rattus norvegicus outer membrane protein 


962 


81 . 215 


3894 


M36912 


Zea mays cell wall protein (put. ) ; putative 


247 


31 . 073 


3895 


M23568 


Mus musculus transmembrane protein 


404 


75 .862 


3896 


AB002317 


Homo sapiens KIAA0319 


1066 


50.309 


3897 


X92485 


Plasmodium vivax pval 


318 


52.688 


3898 


X68060 


Homo sapiens DNA topoisomerase II 


10692 


99.753 


3899 


U09366 


Homo sapiens zinc finger protein ZNF133 


1807 


59.069 


3900 


X66366 


Rattus norvegicus Gephyrin 


2988 


86.289 




Mr ± ± J i o i. 


fiouio Sa.piens nosu cexj. idctor nomoxog Li\^tr 


T Q4 R 

X ^ 4 O 


. X u o 




riO U J -L J O 


]Ar\mrs Qar^ionQ P^TAAHQ^T r^yo't'oin 


^ J 17 


J ^ . 4 ^ ^ 


3903 


U23484 


Caenorhabditis elegans similar to S. cerevisiae 
pre-mRNA splicing factor RNA helicase PRP22 
(SP:PR22_YEAST, P24384) and other DEAH 
subfamily members of the DEAD box family 
helicases 


695 


40.370 


3904 


Z98949 


Homo sapiens bK125H2,l (myosin heavy chain) 


6922 


99.813 
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r\i-i\J O ± ± f *± 


OuilX ^UoawCliciX OIliy(_.co pUilLDc ilypo Lilt: UXt-dX pXULcXil 


1 fifffl 
X u o o 


4 0 99 9 


3906 


AC004925 


Homo sapiens supported by human ESTs H23395 
^iNxu.yo^^u^uj anu rirt. xzoodo ^iNxu.yxoo i y f o } f 

f NTD • a2729907 ^ and Gpnsran 


2042 


98.697 


3907 


AF133124 


Homo sariipn^ t* Tan spti ol" i on "far'toT TTTPfi3 


2190 


94 . 334 


3908 


AF074086 


Homo saDi pns pnvpl oop 


781 


53.266 


3909 


AF035285 


Homo sapiens dihydroxyacet one phosphate 
acyl transferase 


177 


53 . 968 


3910 


AB018272 


Homo sapiens KIAA07 29 protein 


1517 


79.193 


3911 


AC00807 5 


Arabidonsis thaliana F24JS 4 


155 


35 . 922 


3912 


U38904 


Homo sapiens zinc finger protein C2H2-25 


1179 


61.905 


J J X J 






ft S 1 

O O X 


4 0 99 ^ 


3914 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


340 


64 .865 


O -? X o 


nLi U O O X ^ J 


unKDOwn X e vxaence— preaxcuea Dy conneni., x 
method=genef inder; 084 ; 1-evidence end; 2- 

^TTT c^r^ a — t^v^W 
tr V Xvj.tillv_^ — |JX trd 


Z fl D 


9 Q Q07 


3916 


AJ002474 


Rattus norvegicus Testis-specif ic A-kinase- 
anchoring-protein 


244 


26.106 


O _? ± / 


/^D U U O O U J 


lYius muscuxus Ljuanxne iNucxeouxae Keguxa r.or y 

irxUHrXIi 




Q 7^0 


J J i o 


rtr u u vj >J o ^ 


Ml 1Q miic/^iiliiQ /^Viannol "ln'i~07"ar^"l~ino' Pr^7 ^ a "i 
iiUo ILLLio O LiX U.O OilcLllIltrX X il L c; X dU' L- X i ly CULi UVJIlldXIl 

protein 


710 
/ X u 


P9 01 4 

0 Z . U X 4 


•J J J. y 


r\r VJ X O T / 


V-.clt;I ItJX liaJJUX L X o cXtrya.rib k-.(jriLciXilo oXniXXa.XXCy tO 
It j_ dill VJ.VJ11LC1 Xil. ircVJUUU'i ^ r\r\r\ } f OOvJXt; — ^DO.X^ Ij 

val np=3 7p-77 N=l 


R 4 S 

O 4 J 


fiO 000 


3920 


Z30320 


PlaQTnoHinni ■Falr^ir^;^T~nTn liTrPT" c-hrarrp ^iirHnfTPn — 1 
^ X a. oiLLW uiii j_ o X -L ^ ci J. uiiLi xxvcx oL.a.yc diiL-xydi. x 


4 1 

1 X 


^ X . ^ J u 


3921 


AB009698 


Homo sapiens hOATl-2 


168 


51.786 


3922 


AF136234 


Lytechinus variegatus microtubule-associated 

\JL.\J l_CXil 


482 


35.371 


392"^ 


AF1 "^1 R 


Hom^^ car^i one FTriVnoxATn 
nuiu^ od^xdio ui 1 Jvi lu wi 1 


O X ^ 


fiQ 01 4 
O 27 . U X ft 


3924 


AF006064 

r\L \J \J \J \J \J ^ 


Row 1 oov TTiTiiQ OT~oi"P"in V"inaQP» Vi r^mn 1 r^rr 
c^-^wx^vjA VXXU.O ^xwucxii i\.xiidoc iiuiiii.jxwy 


9 fift 
^ oo 


4 0 S fifi 


3925 


M12140 


Homo ^310 1 one; on\7pl oop ot~o1"Pi n 

fH-^iilH^ Od^XCllO CllVCX^J^C ^XUL-CXIi 


u o o 


O U . -7 U O 


3926 


AL022724 


Homo csanT one H.T4 1 "^Hfi 1 1 /hamchor" AnHT~r^rron — 
od^xc;iio (^>iuixjou,x,x yiidiLioL.c;x iux uyc^ii 

deoendent Exoressed Protein LIKE PUTATIVE 

Vji^ ^ ^ 1 X\uX^ XXL. J_t J- it^ 1- J.V^L.^U.iX -LJ X ^ \J ±. r\ XXV J_l 

protein) (isoform 1) 


J *i O 


7 4 ^9 4 


3927 


AJ007798 


Homo sapiens nuclear protein SA3 


1098 


92 . 090 


3928 


AF127374 


Streptomyces lavendulae unknown 


715 


33 . 125 


3929 


Y15908 


Homo sapiens DIA- 12C protein 


918 


96. 622 


3930 


M74824 


Drosoohila melanocraster D— E— A-D box nrotpin 


510 


38 . 7 68 


3931 


A00279 


s vnfchet ic pon^tniot Human ^^prnm alhnmin 


519 


67.857 


3932 


X78933 


Homo sapiens zinc finger protein 


1703 


64 .571 


3933 


AL117 557 


H om o eaoipne h \rr\ o'hVio'hio^l OT~o"hPin 

XX WXLIW O Cx X^iiO '^'Y L 1 X^ L. X \_r CI X V L. ^ X X i. 


fi?ft 


64.671 


3934 


AF077040 


Homo sapiens SIH003 


167 


92.308 


3935 


r\il \J ^ Kj \J ^ 


Homo Qji^oionQ RMA Viol "iojaco 
ri wiii^ o d Lrf* X Clio r\LN^ iicxx^dot^ 




-59 7/10 


3936 


AB014579 


Homo sapiens KIAA067 9 protein 


232 


78.571 


o y u I 


rtU U X U U 4 J 


rJUo iUUbcuxus yuanxne nucxeoLxoe excnange ractor 


7 n '5 




3938 


AJ0Q5021 


Styela plicata intermediate filament protein 

T PP 

X r o 


188 


25.294 




OH 0 ^ 


Homo sapiens type I 5 ' iodothyronine 

UcXUCIXIld o C / o ux 


T £" Q /T 

i by b 


y y . oyo 


3940 


U89984 


Acanthamoeba castellanii transformation- 

oonc;i'hi\7P OTOi"Pin H omo 1 orr 

OCXXOX k^X J_ \_/ ^ X 1 1 X 1 Va^XllVuT X V.i' ^ 


324 


28. 631 


3941 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


402 


64 . 948 


3942 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


315 


58. 621 


3943 


M93018 


Rattus norvegicus , gene product 


3698 


95.805 


3944 


AL032657 


Unknown predicted using Genefinder; similar to 
DnaJ domain ; Thioredoxin; cDNA EST yk433f3.5 


943 


35.279 
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COItlG 








3945 


U40411 


Caenorhabditis elegans Similar to ubiquitin- 


254 


41 


837 




3946 


AF070572 


Homo sapiens unknown 


745 


35 


980 




^ 1 / 


X68314 


ocL^xtriio ^ X u. Uct L.iixuiic^ ^cxvJAXUaoc ox 


1 9QS 

X ^ 17 ^ 


100.000 




J _7 1 O 


U \J rt O \J X 


injiin^ oci^xcriio i^f^cii xcdUXiiy xxdiuc; t\ 


^91 

J ^ X 


Q a 
o D 


o m 
/.Kj 1 




3949 


M77836 


Homo sapiens pyrroline-5-carboxylate reductase 


285 


42 


400 




o -?o u 


riir U U U U DU 


/iexopyxum pernxx xftjaa xong nypoune Lxcax 

^X UtrXli 


1 f^Q 

X D y 


37 


681 




3951 


U12762 


Caenorhabditis elegans prolyl 4-hydroxylase 

aXpild. oUDUnXL 


249 


52 


239 




3952 


AB018274 


Homo sapiens KIAA0731 protein 


850 


65 


000 




3953 


AC005396 


Arabidopsis thaliana putative proline-rich cell 
wall protein 


174 


31 


611 




J 0 4 


UZ fi D 0 / 


Myxococcus xanthus putative 0~methyltransf erase 


"3 7 1 
O / 1 


39 


205 




^ Q R R 
J 0 O 




Caenorhabditis elegans similar to 4— 
nyuroxyoenzoa ue oc uaprenyxurans x erase 


R Q Q 
O 0 O 


43 


882 




3956 


Z37139 


Unknown similar to guanine nucleotide binding 
proucxn, cuLN/\ cjoi tiriDXi. iuu^x / comes xrom cnxs 


514 


64 


865 




^ Z/ ^ f 


AFD 1014 4 


nuiuu oct^xc:iio lie U.X (s-'iidX LllXcdU. ^XvJLcXil tWJ i \^ iN ± ir 




61 


856 




3958 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


338 


56 


383 






UD D 0 D 


Caenorhabditis elegans coded for by C. elegans 


Q A A 
0 4 4 


40 


116 








cDNA yk30b3.5; coded for by C, elegans cDNA 

yKJUDJ . -5 








r¥i 


o y 0 u 


VI A CkQQ 


Drosophila melanogaster Bip2 protein 


"5 9 R 








O y D X 


MR 04 7 1 


gallid herpesvirus 1 MDV Eco Q protein 


1 7 
X / D 


26 


531 


"4 

ry 






Homo sapiens alternatively spliced product 

UoXliy tiAOll X Oi-i. 


"5 7 0 


dU 


O D C 




O -7 U O 


AP004 QQ7 


nvjiiitj od^Xcilo lUd LOll H-> HiOlo LiH. o y 1 y 
^NTD • aS7 ^0 97 1 R1 9fi99 ^NTH* rr774 ^^^1 TS919R 


d d 7 


dU 


c; R n 

OOU 








(NID:g661035) , and AA027979 (NID: gl4 94038 ) 










3964 


L24 907 


i\d u i_ U.O injx vcyxv^uo ^x(jucxii is.xiidoc x 


^11 
O X X 


DO 


DO D 




3965 


M97204 


L^x Wo v^^jiix X d itic; X dii d o L. c X ytjxxduii ^xvji_t;xii 


fiR 


54 


000 




3966 


U1364 4 


^dci lUX iidu^wix u X o t^xcydiio v\\j ut::;x xiix l. xv^^ii xxiitr X(JLiiiU 


*i ^ T 


4 U 


1 Q T 

lo / 




o ^ \j f 


rt.D W ^ O X J ^ 


Hom/^ c^Tii OTIC TfT^^OQ'^R TM"(^i~ o i n 
rnjiinj odjJXcllo l\ xv-vrtv-/ _/ J J ^XULcXli 


4 Q 0 


y b 


O 04 




J J? u o 


rXD \J ^ \J \j ^ \j 


ntjiin-' odjjxtriio ixxMrtuo X _? ^xuLtJXii 


9 Q4 


oU 


U U U 


Oil: 


3969 


\J £^ ^ 1 \J 


nUitHJ od^Xc^llo d X L t: X 1 Id l_ X V c X y o^XXL^tJU. ^XUdLlt^L 

using exon 13A 




/ U 


Q "5 n 

you 




3970 


ni fis<^^ 

i-/ X VJ ^ J 


vwjiWKj od^xc^iio 1 1 x^^o^d X o xi 1 


1 90 
X ^ u 


DO 


7 c: n 
/ D U 




397 1 


AR01 Rfi^O 


r\\J\.\\\J Od^XcilkD L^^C XX iLL^ilU.JX diit^ ^XOLcXil 


d 9(^ 

4 J O 


44 


172 




3972 


X75342 


nwiiK^ od^xt^iio OiiJk^ 


R7 R 


51 


691 




3973 


U28 993 

U ^ t) Z/ ZJ -J 


v^dCiiwxiidJo'uxi — Lo cxcydiio r^^i^OaZ. yciic ^x*^-^Liuoi_ 


9 S 


2 6 , 


24 4 




^974 


Xfi4 9?R 


od^xciio ^uuduxvtr vjiit^uy ciic; 


ODD 


95 , 


r\ r\ r\ 

000 




^Q7 S 


J-i ± ^ O -J X 


od OOlidX vJlliy Otr o t^tiX c V X o X dt; (.rfC 1 1 U X Ulllc X tr / lllX U X w L LiJJ U.X c 

binding protein 


1 Rd 

X O 4 


59 . 


524 




3976 


AF095737 


Homo sapiens unknown 


339 


bo . 


c; c c 
03 b 




Ozf f / 


vn Q ^ 9 1 
I U y o Z X 


nomo sapiens inr associarea ractior 




^ D . 


4 91 




O y / u 


Ml 914 0 
lYl X Z X 4 U 


Homo sapiens envelope protein 


1 1 1 T 
1 1 1 J 


60. 


000 




J ^ / ^ 


AFI 9 1 4 R 
/ir X O Z X fi 0 


urosopnixa mexanogasuer unKnown 


1 Q "5 

1 y o 


26. 


396 




O I? o u 


ARO 101 "^n 

r\C U X U X OU 


iYius muscuxus neureguxxn j 


1 4 OO 


78. 


397 




J -3 O X 


777 fi*^0 


nomo sapiens oimiiariLy lo numan enoyi UOH 
hvdratase (SW:ECHM HUMAN); cDNA EST EMBL-T00611 
comes from th 


n ^A 


50. 


000 




3982 


AL117662 


Homo sapiens hypothetical protein 


182 


59. 


016 




3983 


X81380 


Sus scrofa unnamed protein product 


580 


85. 


556 




3984 


AF151886 


Homo sapiens CGI-128 protein 


284 


86. 


275 




3985 


U39621 


Callus gallus type V collagen 


597 


35. 


404 




3986 


U22376 


Homo sapiens alternatively spliced product 


294 


59. 


770 
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using exon 13A 






3987 


X61047 


Hydra sp. mini-collagen 


204 


41 . 121 


3988 


AF003386 


Caenorhabdit is elegans No definition line found 


236 


24 . 242 


3989 


M80633 


Rattus norvegicus adenylyl cyclase type IV 


1363 


92 .478 


3990 


AF072508 


Hoino sapiens envelope protein 


221 


49. 333 


3991 


AC004523 


Homo sapiens F22329 1 


1074 


69.758 


3992 


AJ131243 


Columba livia 5 ' -nucleotidase 


382 


71.084 


3993 


D38112 


Homo *5aDipn*? pvtoohTomp p oxidase subunit 3 


1577 


93 . 333 


3994 


AF125175 


Homo sapiens angiopoietin-related protein-2 


418 


62.366 




O O W X X ^ 


£\ClL.L.Ll0 O • Xt^VCJXoC U X ai io L^X X]^ L. d O C llUiUwXV^^ 




31 9^7 


3996 


AB02318 6 


Homo «^aoipnc: fCTAAOQfiQ OT'O'hPin 
nwitiw oo^xc^iio L\j.nrwjj\j^ ^xwucxii 


268 


44 . 231 


3997 


AF047695 


Homo sapiens cap-binding protein 4EHP 


338 


30.890 


J -7 -7 O 


AP004 1 fil 

£-\C U U T X \J X 


\jx i_tjxa.y uo v_liiixollxlio ^cx OAXo(Jiiia.x uc^trxiuciii, 

solute carrier 


A. J o 


4 7ft0 


J -7 ^ _7 


ri7 9 Q7 


OLlhS oOXOXci OdX V^X Lllll/ OdXillUULlX Xii UC^CliUtrilL ^XvJt-CXii 

kinase II isoform gamma-G 


fil ^ 

O X o 


fifi 4 4 7 






L/aenornaDax L X s exegans lno aexxnxuxon xxne rouna 




Z O . y 4 


4001 


Z95584 


Mycobacterium tuberculosis hypothetical protein 

r\V X X DOC 


143 


35.294 


*i u u z 


n^0Q9 Q 

u J u :7 


noiTio Sapxens xjeuaxne . noiuocys uexne 
methyltransf erase 


1 0 (^1 
X U O X 


7 1 
/ O . X D O 


4003 


U22376 


Homo sapiens alternatively spliced product 
Uoxny cxori xoi-i. 


270 


49.020 


4 VJ u *1 


T17 4 
U / D 0 4 D 


M.X diJXClOpb X o UnaXXdlld UIJXC^UX LXri optrOXXXL. 
^x ^ucdocj 


91^ 


^0 1 fiR 

O U . X D O 


1 V W -J 


M'^9ft fiS 


riLJititw' od^xdio rvLi ^xui_cxii oLiJ^Liiixi. 


^ JL 


fiS 3fifi 


4006 


AJ235270 


Rickettsia prowazekii PROBABLE OXYGEN- 

TMnFPFMDFMT rOPROPORPH YR TNOflFN TTT DXTnA'^F 

(hemN) 


709 


34.188 


4 007 
*± \j \j f 


AR09 Q09 9 


T-lrMTi/^ Qaoionc P^TZiZilOQQ r^T"/^'t~oTn 
rnjiiUs-' od^xdio s\xt\r\x\jyy _px(jLCXii 


9 SQO 


7 S Q4 0 


4 OOR 

*i U U O 


aR09 ^9 1 n 


H ^TYi caT^nonc T^TZi2lOQQ'^ T^Y"/^'t"OT'r^ 
rnjiinj odpxciio i\±r\r\\jyyo ^xvjLtrxii 


X D D 


J J . X J J 


4 OOQ 

*3 VJ VJ _7 


Y1 ^^^7 

1 X ^ ^ U f 


riL^'iiiw od^xcriio ^Jiiv^o^ii^xiiuox l.xuc^ ~j is.Xiidoc^ 


U O / 


7 Q 710 


4 010 

M VJ J. U 


nfl ^1 1 s 

u u o X X J 


riwiiiw od^xdio iiv^ii xci^iio c; u d ydiiuiid oxyoL.dXxxii 
1 i Icp* OT"o+*Pi n 


4 7 Q 


7R SR7 


4011 


U22376 


Homo *5aoipn*=? altprnat ivplv <=;Dlippd orodupt 
using exon 13A 


296 


61.842 


4012 


Z75331 


Homo saoiens nuplear orotpin SA— 2 


563 


69.065 


4013 


U60553 


Homo sapiens carboxylesterase hCE-2 


254 


81.250 


4 014 

*i J. 


T.9<^4 S7 


LiLio iiiLio ^ U.X do uy iidiiixii 


947 


47 "^19 


4015 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


371 


70.667 


4 0 1 
*i U X D 


ai 0 RO 9 1 


nonio sapxens au / x /ixizo . x ^novex gene^ 


9 7 R7 


Q4 ^ '^'^ 


4017 


M18247 


Feline leukemia virus gag-pol precursor 
poxyprouein grrou 


394 


31.780 


4 O 1 P 
^ U X O 


acjUU X X 


Thermotoga maritima conserved hypothetical 
px o Ucxri 


1 Q Q 
X O y 


Jo , J J J 


401 Q 

*i VJ X 17 


n99 ^7 


nuiiivJ odpxciio d X t.cx rio. L X vc xy opxxc^eu. pxtjuixou 

n^iTirr #3von 1 '^A 
LXoxil^^ X 


d 9 ^ 
f± ^ J 


1 fi7 


4020 


Z97200 


Homo €;ao"i PTi'^ HiT7QP4 1 ? fHomPohov or"o1"Pin PMX — 1 

(PHOXl) isoform 2) 


68 


34,783 


4021 


S70011 


Rattn*? so t r i paTboxvl at'p parriPT 

Ivtl I, v.. U 11,7 O ^ • J. X U -L. ^ -L. CI ^ ^ V-' U X. X -L. ^ X 


2110 


92 . 711 


4022 


Z37525 


Xenopus laevis XDCoH 


251 


65.385 


4023 


X924 85 


P 1 3 ^moH 1 1 im IT 1 V "nT7;^ 1 

X X d OillLyUX LULL VXVdi^ ^VdX 


232 


S8 929 


4024 


M19651 


Rattus norvGcriPus f 0*5 — rplat pd antiapn 


137 


33 . 684 


4025 


AJ010071 


Homo sapiens TOMl-like protein 


902 


94 .702 


4026 


AB020676 


Homo sapiens KIAA08 69 protein 


478 


46.707 


4027 


Y17833 


Human endogenous retrovirus K env protein 


417 


47.863 


4028 


U15174 


Homo sapiens BCL2/adenovirus ElB 19kD- 
interacting protein 3 


239 


66.667 


4029 


AF132150 


Drosophila melanogaster unknown 


445 


44 .828 
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4030 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


358 


63.158 


*i U J J. 


r\£ \J \j JL A, \j 


r Li(^ U. Ju LiiJi. X^co uiirtUvJWii 




70 7^9 


*i U J ^ 


\j c. ^ 1 o 


OvJUlvJ OO^Xcrllo a, X L_ C X 1 Id L X V t: X y o|JXXL.^Ll ^XvJU.LlL.U 


9 ft 0 
^ o u 


SO 000 


4033 


K03036 


L •! u. o iiim o u X u o d -1. 1 1 a. J. y x w w u. a. ^ d i 


166 


32.8 95 


4034 


X01068 


Rnmhw Tnoyi Hp — R pHott on "DTntPTn 


282 


63 . 077 


4035 


X71973 


Hninn *=;aDi pn^ ohn^Dho! "i ni H hvfiTorjpTnvi Hp 
glutathione peroxidase 


1382 


100 oon 

X W W . \J \J \J 


4036 


V00662 


HoTTin Sr^DT pn^ ATPri"^p fi 

Xl^^lLLV^ ki? k-/ X W 1 1 O xl X X O w 


1039 


92.473 


4037 


AC00554 6 


Homo sani pn<^ R2942S 1 


2208 


89 . 973 


4038 


X13459 


Mus sp. laminin C-terminal fragment 


921 


65.581 


4 039 


AP04 QSR ft 


v^diiXo X diiix X X d X X o oyxidLJoXii x 


X o o 


90 9ft ft 


4 04 0 


AF097 QS(^ 

t\Z \J 1 J ^ \J 


ri\Jlil\J oci]JXcHo o |JXvJLcXXl vJ Li^X c (J. Xct— fcJ^UUX 


'^90 
o ^ u 


9R 1 99 


4041 


AJ133120 


Rattus norvegicus Proline rich synapse 

o o o /*\ T s £i /^ >~\ "H ^ T n 9 

a o oocxd L.eci pxOLexn z 


847 


93.382 


4042 


AL110226 


Homo sapiens hypothetical protein 


535 


31. 694 


4043 


AP000061 


Aeropyrum pernix 235aa long hypothetical 
px OT_ e xn 


170 


30.337 


4 04 4 


riE U U / O D 


nomo sapxens xjax epsxxon 


X DO 


ou . UUU 


4 04^ 


API 00 4 9 f^ 
rir X U U 4 ^ D 


oLx epcococcus parasany uxnxs xxmorxae assocxaLea 


1 O ft 


ZD. 00/ 


4 04 6 


7822 68 


FTfi W"n p wn "PTpHiP'hpH ncjinrr rZcinfi'F'iTiHfi'r* c^-imilaT" "ho 
vjiiA.in.jwii c;\j.x o L. Lioxiiy ooiic; J_ XI ik^d. f oxiuxxdi. L.U 

rriTirTiE rOU.AGRN ^4* pDNA R^T RMRT.* nfiSfi29 pnmpc; 

from 


911 
^ X X 


99 7 7 S 


4047 


AL04994 6 


Homo saoipn^ hvoothpt "i Pr5 1 orot'pin 


1937 


4 6.597 


4048 


AF01014 4 


Homo '^aoipns npuTon*^! thi^pad 'nr'otp'in An7p— NTP 


364 


64.198 


404 9 


AJ0017 01 


Homo ^ O 1 PFl r}p O V \7h \/Tm 1 T Ti o c \Tr\ H o Q #s 


4 88 


81.720 


4050 


AF01014 4 


Homo '^flO'i PTi *=i npnTonsI thTPP^ri OTotpi n An7p— NTP 


213 


63 636 


4051 


X7 4 370 


Homo sapiens mucin 


167 


29.762 


4052 


087908 


Mii<5 mncipnliic; nii(^lo;3r~ ir\T~r^"l~f^in ni^Q*^ 

IILIO ILIU O O LL X Ll O llLl^^XCdX kJ i. l_ t:: X 1 1 IILJJ^ 


7 0? 


fi4 4 


4053 


X92485 


P1 ;^<^moH'i nnn tzt t7 3v "Ot/^I 

^ -LuOillVk./ -1- Li.1 11 V -L V O V O. X 


9^0 
o u 


4 7.826 


4054 


AF01014 4 


Homo cjs-pi-jciT^c; nPiiT^on;^! 1~lnTP;^H '0"roi~p>Tn Ari7r^ — NTP 

i 1 WlLl^ Od^X^llO llCL-lX^fcrf'ildX UliXCCLvU. LJX^L.CX11 f \^ IN X £ 


323 


67.089 


4055 


Z71264 


P'spnoTVi^^V^Hi'h'i^ piprrpnc; ^^irnil^^T" "ho C"? r\r\m^ i n 

O. d 1 W X 1 IdU ^X UXO CXCydllO OXlllXXClX L. W \^ ^ ^^iUdXll 


61 


22.642 


4056 


AF108843 


HoTTio <^30i PTi^ pn^T" OTO'hp'in 

iiWlLlW O CI k^ -k 1 O ^iiv k.^ X V.^* L. ^ -k 1 i 


34 8 


72.727 


4057 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


467 


73. 196 


4058 


M74055 


Homo sapiens thromboxane synthase 


203 


82.051 


4 0 R Q 
fl U 0 I? 


7\T n RO R 9 


Homo sapiens hypothetical protein 


99 c; 




4 U 0 U 


7\ rrl 9 Q R '5 


uaenornaDaims exegans unu Dz/rerxecan 


9 R /] 
0 0 41 


9 9 9 /I n 


4 0 1 
4 U D 1 


nR007 0*^0 

/its u u /you 


Homo sapiens KIAA0461 perotein 


9 Q 9 

0 y ^ 




u bz 




Caenorhabdit is elegans similar to monoamine 
oxxoasS/ culnm. iijoi CjIyidXi . luxyo / comes xrom unxs 

rroriP' pHKIA P^T \/V^94Hfi pomf^c; 'Fr'om 1" h i q rr^no • 
LjciiC/ v^uLNf^ jzjOx yjs.j^iuu.j ^v-'itic o XX vjiii i-iixo yciitj/ 

cDNA EST vk34 8h2 3 comes from this aenp 


P 0 Q 


Jo . 1 DO 


4063 


AF010144 


Homo saoiens npuronal thrpad o"rot"pin An7p— NTP 


342 


66 . 234 


4064 


X92485 


Plasmodium vivax pval 


140 


63 . 889 


4065 


X92485 


Plasmodium vivax pval 


171 


37.07 9 


4066 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


141 


50.000 


4 067 


AR09 QO 1 R 


Hom/^ Q^iT^TOT^c T^T2\Z\10Q^ r^y/^'ho'in 
nvjiiivj od^xciio rv X rtdrt X u _? J jjx u cxii 


ft fi7 


R Q fi4 1 

u ^ m D *a X 


4068 


API 4 S fiQO 


LJi-\Ji^\J^LlJ-2-Cl llltr Xdli(J(^ do UCX OL> < Xtl^^ O vJ .J / 


114 9 

X X *i ^ 


A a n 9(^; 

4 D . U 0 D 


4069 


M34551 


Homo sapiens 52-kD Ro/SSA ribonucleoprotein 


716 


34 .574 


4 07 0 
4 U / U 


Y7 R Q9 R 


Homo sapiens zinc finger protein 


1 R 9 
X 0 J 


jfi . by^ 


4071 


AF01 014 4 


Homo <5;^'OiPnQ np^nTonj^l ■|~hT"P»^H r^T~r\i~oin An7r* — NTP 
n wiiiw od^xc^iio iicux^iidx L^iixcdt.^ k^xwct^xii twj i \^ ln ± ir 


?47 


fi4 000 


4072 


AC005396 


Arabidopsis thaliana putative proline-rich cell 
wall protein 


174 


28.571 


4073 


D87515 


Rattus norvegicus aminopeptidase-B 


1786 


49. 130 


4074 


AF015264 


Rattus norvegicus golgi peripheral membrane 
protein p65 


1576 


72.997 


4075 


X58438 


Mus musculus proline rich protein 


231 


31.333 
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nUillvJ oa.^X.Cllo oiUDfJCIl illUoOXtr IliyL/oXll lltraVy OlXclXXi 

J- k3 X. Vi/ J- 1 1 L k_lLJdLLl_/ 


1 Q7 

X -? / 


^R R^4 


4077 


U2237 6 


Hrnno ^anipn*^ ;^l'l"pTnai~ivplv cj-nl-ippH or'nHnr'l" 

using exon 13A 


364 


67 . 4 42 


4078 


AJ24 34 60 


Lexshinani3 major piroteophosphoglycan 


189 


31 . 278 


4079 


A J2 4 8288 


Pyirococcus abyssi hypothetical protein 


378 


39. 394 


4080 


AJ388557 


Canis faiuiliaris zinc finger protein 


1058 


55 . 311 


4081 


AF04 1082 


Rattus norvegicus transmeitibrane receptor Robol 


194 


34 , 286 


4082 


AF181646 


Drosophila melanogaster BcDNA. GH12326 


300 


31.847 


T W O J 


J-i^ U -J X -J 


L^JLlO lllLloOLiXLlO ^Xil^ XU.iiV^CX ||Ji. U L. J. 1 1 


2474 


89 . 367 


4084 


D70831 


Homo sapiens Zinc-finger protein 


1303 


58.657 


d n ft R 

4 U 0 O 


aroft 110 

r\C U O O X X U 


nomo od.pxerio siruuxn type o 


9 fil 

Z O X 


Q*^ 1 R 9 
y O » X O Z 


4 Oft 

4 U O O 


7XF07 ^ ROR 


rnJlllvJ oa^Xtrllo tJll V t; X t; ^XULtrXil 


?70 


7 Q 9 91 


4 Oft 7 

4 U O / 


M'^ft 9 R7 


Pcr^HoT"! nViT a ool n OR P 9 S 

Ej 0 1 X X IX a OU-LX VjTxr ZOJ 


D 17 O 


QQ n S7 


4088 


X05173 


Escherichia coli NR(I) (glnG gene product) (AA 
1-468) 


995 


98.065 


4089 


U88169 


Caenorhabditis elegans similar to molybdoterin 
DxosynLnesxs ixiuiiid proteins 


922 


57.874 


4 u y u 




Bos taurus tuftelin 


OOD 


o 1 TAR 


4 u y 1 


Pit 1 D y DJD 


Sus scrofa Niemann— Pick C disease protein 


/I 7 C 


Q 1 7 


^ u yz 


iifi 0 / y 0 


caenornaDQX t xs exegans cuna tioi hjixioXj : u / o / o z 
comes xrom cnxs gene^ cunh. ljoi HjIyioLi . jj / zo 

from this gene 


0/1/1 


Z O . O 0 O 


T U ^ J 


.TO^l ^7 

U U J X J / 




77ft ^ 


Q7 ^fifi 
-3 / . ^ vJ U 


4094 


AF146277 


Homo sapiens adapter protein CMS 


3820 


100.000 


4 n QS 

4 U _/ J 


U U ^ 0 D / 


H om ^ car^TOnc rrnr^^ "Ftti/tot" t^voI"^"!!^ 7MT<'1'^^ 
rnjiiivj oa^j-ciio z.xii(^ xxii^jt^x ^xuutjxii ZjInt xoo 


_? O J 


4 9 7 ^ 


4096 


D90907 


Synechocystis sp. isoleucyl-tRNA synthetase 


965 


40. 189 


4 n QT 
4 u y / 


rn 0 4 R 

U X u 4 J D 


LYiu s luu s c u X u s KG gu X em 


4 9 
fi O Z 




4 nQft 
4 u y 0 


Yft 0 1 1 1 

AO U XXX 


urosopnxxa mexanogasiier synapse assocxat-ea 
protein 


4 f^ft 
Do 


J y . DDO 


/I n Q Q 
4 u y y 


/\J_iU OZ D 


Caenorhabditis elegans predicted using 
Genef inder 


7 "5 t; 


ox . U J X 


/linn 


l\c Uo iZ 00 


Homo sapiens testis— specif ic chromodomain Y— 
XX K.e proi-exn 


"5 Q R 9 

o y oz 


inn nnri 
i u u . uuu 


4 1 m 

4 X U X 


nfi'^ft 77 


nomo oapxcns i\xri/\uxj / gene pj_vju.uc.i- xs novex. 


97 ^(^ 




4102 


AF116547 


Homo sapiens cysteine sulfinic acid 
decarboxylase-related protein 3 


3299 


99.797 


4103 


AL031515 


Streptomyces coelicolor hypothetical protein 

QPC-m OR 


377 


46.721 


4 1 U 4 


Y1 0 R ft 


nomo sapxens i^rax prouexn 


z y o 


4 1 A ^7 


4 1 0 ^ 
4 1 U 0 


nf;i f^R Q 
UD X D 0 y 


LYIUS mUSCUXUS oUA — XiZi 


1 1 i4 
X X 4 D 


y o . 0 y X 


/I 1 n 
4 X U D 


7\T Ci'^C. A 0 A 
H-Li U 0 0 4 Z 4 


Homo sapiens dA22D12.1 (novel protein similar 
to Drosophila Kelch (Ring Canal protein, KEL) 
ana a Heterogenous set. ox ocner cypes or 
prouexiio I 


9nn9 
z uuz 


7 Q 

/ 0 . y 0 D 


4 107 


r\Xj U 0 J 0 J Z 


nonio od.pxeno uuxud.x ^ i,(jp(jXoOiiiex abe ^ulnz-ij ±} 


1 7 Q 
X / 


1 no 000 
X u u . uuu 


4108 


Z92770 


Mycobacterium tuberculosis fadE2 


267 


56. 627 


/1 1 n Q 
4 X u y 


/iXiU J 0 3 Z 4 


Arabidopsis thaliana putative protein 




t^n Q Q 
Du . y y o 


/1 1 1 n 

4 1 X u 


AU X 0 J U 


Homo sapiens argininosuccinate synthetase (aa 

1 _4 1 9 ^ 

X H JLc. } 


1 m 

X 0 X 


inn n nn 
X u u . uuu 


ri X X X 


T.94 Q90 

Xj^ *i -7 ^ U 


Pan i~T~/^rTl o^\/i~oc /^otttoI omoTTf* T~o<^07^'t" v 1 
iTclli U X OLj X U o OClll^ X trlllc 1 1 1, Xc^^t^^LCX X 


Qft 7 


9ft ft 00 
^ o . o u u 


4112 


AC00212 6 


H Dm o ^^^T>if^n<=; R'^1940 1 

1 iWllLtwr O U yj ^ d 1 O IX -u/ J- £^ ^ \J JL 


655 


100 000 

-1^ \y \J • \J \J \J 


4113 


AL033377 


Homo sapiens dJ287G14.2 (PUTATIVE novel seven 
transmembrane domain protein) 


3224 


100.000 


4114 


AB006533 


Homo sapiens DNA helicase 


553 


77 .477 


4115 


AF087697 


Rattus norvegicus dig 3 


283 


43. 697 


4116 


AL021917 


Homo sapiens dJ45P21.2 (butyrophilin) 


613 


98.889 


4117 


AF113136 


Homo sapiens IL-1 receptor-associated-kinase-M; 


2084 


100.000 
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IRAK-M 








d 1 1 ft 

4 ± ± O 


aRn9?9n7 


Homo caoi or^c PfTAAHQQH T^T"oi"Oi n 
rnjiiivj oa.^xc:iio rvxrtrtuij^vj jLJXULCXii 


^ ^ ^ 


■^7 QfiR 




*i X X J 


y SR '^74 


L^x o w||Jiix X d itic X di iLJ^ d o c c X ^xii 


£. <j ±. ^ 


U O . *3 X .J 




*1 ± ^ u 


YflR ^09 


Homo Q a o 1 one mi i* Of^on — ^ oi* t T7a't~oH OT'o1~o"i t\ \r\ nacc* 
nvjiinj oo^xciio iiLXLL^^crii cn_ ux v a |jxv_j(_cxii Js.xiiciov:; 

phosphatase 4 


1189 

X X o ^ 


100 nnn 






AT. 0*^1 fifi7 


Homo caonoinc *H.T^9nTrl1 la / n o^rta 1 Holnoaco — 
r\.\jw\\j od^x^iio uuozui-iXX . xd \iivjvt;x ncxxt^doc \j 

Y ^ Tm 1 n a 1 Horn a in anH ^MP9 M — ttti "i n a 1 rloma "i n ^ 

L.CXlLLXXldX V^UilLdXil dliU O E LN l^CXlUXlidX V,^^illdX110 

pOTThainina DTO'hpin- similar t"o KTAA03081 


4 R 4 1 

*i O *i X 


1 nn nnn 

X U U . VJ u u 




4122 


ABO 11 121 


Homo *=?;5T^ipn*5 KTAAnS49 OT"ot*pin 


3094 


99.787 




4123 


AF155115 


Homo ciflDipns NY— RF.N— ^^8 riTThirrpn 


172 


100 000 




4124 


AP000005 


Pyrococcus horikoshii 149aa long hypothetical 
inethyliualonyl~CoA decairboxylase gamma chain 


225 


38.554 




4125 


L48516 


Homo sapiens pai!'aoxonase~3 


2210 


98 . 534 




4126 


AC007292 


Homo sapiens R31167 1, partial protein 


2907 


99 . 302 




4127 


D90746 


Escherichia coli SocA3 protein 


647 


100 . 000 




4128 


AC005594 


Homo sapiens R26984 1 


608 


100 000 




4129 


AF143536 


Homo saoipns colon Crincpr — a^^soci atpri orotpin 
Micl 


3880 


97 . 537 




4130 


U4 9082 


Homo •=?;5oipnc; ■t~Tan*=!'ooT'l~P'r OTo1~pin 


635 


62 . 179 




4131 


AB018275 


Homo ^r^OTPns KTAAn7^9 or"o1"Pin 


5592 


100 000 

X \J \J • \J \J \J 




4132 


M34059 


Homo *^^5oi pns hp1"3 — ol ohi n 


236 


80.488 




4133 


D13637 


Homo saoiens KIAA0012 


267 


34 . 307 




4134 


U90126 


Ros ■t"aii'm<^ ARP "t" t;^ n cjooTi" p 


4 68 


60.870 




4135 


S61069 

O \J X Vj \J ^ 


Homo Qaoi^TiQ Y^e^\T^y <^e^ "l~i"aTic;oT~"io'hac;o h omo 1 orf=oo 1 
fujiiiw od^xciio xcvcxoc u X ai io ^x x^ u d o iiuiLiv^xo^ — ^kja. 

lT"P"t"TOvi T~;^l p1 pmPTi "h \ 

\X^L.X\_i'VJLXdX CXC^iLldiL. j 


971 

^ / X 


7 S ROfi 

/ sj . o VJ w 




4136 


X66899 


Homo «?3"ni pnc; RNA hi nHi nrr oT~oi~pi n 


4 4 0 

*i *i \J 


1 no nnn 

X U VJ • VJ VJ VJ 


4137 


M?4 4 S8 


Homo Qaoip^riQ lamin R 
n wiii^ J o.]^ X d 1 o X diiix 11 o 


90^ 


Q1 fifi7 




4138 


J03998 


Plasmodium falciparum glutamic acid-rich 


153 


30. 645 


?i i 






o yoi" o 1 n 

^XlJL-CXll 






TSf 1 


4139 


n£j VJ X .J ^ *i 


PlaQmoHiiim "FaloioaT~nm oyoHio'ho/^ irTi~o<Ty~al 

X X d OlLl^UX LiiU X d X ^ X^a X LllU ^X C^X L. XllLC^XdX 


7 R 


fi9 snn 








mpmV^r*anp ot*o1~pi n 








4140 


AF03654 8 


Ra1~t"n^ noTTrprri on<5 RnP*— "^9 


U O J 


Q1 ^04 

^ X . J VJ M 




4141 


AF0004 23 


Rflttii'^ noTVPOi pn *=5 v"na'01~o1~arrmi n XT 


84 5 


99.219 


pi 


4142 


X53773 


Rattus norvegicus alpha-c large chain (AA 1- 
938 ) 


1831 


68.974 




4143 


A68194 


unidentified unnamed protein product 


4024 


100.000 




4144 


AB01117 4 


Homo <=?AOipric; KTAAnfin9 or'O'hpin 


6409 


y J * <j J \j 


4145 


AF035526 


Mil ^ mn^^r'nln^^ k"?^ n^^ H;^0"1~ i n 


2 S4 0 






414 6 


AF023657 


Ra1~"t~n^ noT"T7Prri oiiq t^nHo — al Tih a — Pi — ma nno^i Ha 

ir\dL.L.LI.O iiV^X VC^XL^IXO C^li^V^ dX^lld Ly llld 1 11 iv^ O X Ud O C 


X J ^ u 


68 98 S 




4147 


U62 ^87 

U ^ -J O f 


V_/XX0CL.LIXL10 ^XXOCUO WC:Ud X/O LN 

rippi"v1 nl iipos^imi nvl ■t~T~3n*^'rpT"pc;p 


9 9 R 
^ ^ ^ 


J U . O DO 




4148 


AL04 9557 


Homo qanipnq dLT773A18 9 fPRORART.F ATP-DFPFNDFNT 
RNA HELICASE P4 7 HOMOLOG) 


S4 S4 


99 87 9 




4149 


AF034745 


Mus mus cuius LNXp8 0 


2793 


88.486 




4150 


AB020689 


Homo sapiens KIAA0882 protein 


6096 


100 000 

X V/ Vj* . V/ V/ 




4151 


L15313 


Caenorhabdit is elegans putative 


743 


70 . 667 




4152 


AF152311 


Homo sapiens protocadherin alpha 3 


6162 


99.368 




4153 


U88908 

W V ^.Z ^ V Vi/ 


Mi]^ mnspi]l\3s inhihitoT" o"F ^ooirho^i ^ r)To1"Pin 1 


223 


4 1 . 667 




4154 


D13626 


Homo sapiens KIAAOOOl 


865 


49.807 




4155 


X94912 


Homo sapiens Pr22 


252 


92.857 




4 1 R 


API 9 t^^=^^^ft 
rir X Z O O D 0 


nomo sapiens numor suppressing oir cijin/\ h 


z z o y 


y y , o y <i 




4157 


AL110239 


Homo sapiens hypothetical protein 


247 


97.436 




4 1 SR 


\J *J ^ V/ o ^ 


Homo c a o i one oiiani ino Tinol ooi* i /Ho T^or^iil a"i~r^"r*\7 
iHJllHJ od^Xclio yiidXlXIlc llU-OXCvJ L xu.tr xcyLiXaLUXy 

protein 


R9 9 
o ^ ^ 


4 Q1 n 
*i o . y 1 u 




4159 


Z66496 


Unknown cDNA EST EMBL:D71941 comes from this 
gene; cDNA EST EMBL:D74 691 comes from this 
gene; cDNA 


240 


28.387 




4160 


Z48615 


Homo sapiens serine/threonine kinase with SH3 
domain, leucine zipper domain and proline rich 


275 


43.846 
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uv^iud X 11 






*a J. O X 


A. D O M J 


rnjiinj od^xciio ny VJ.X vJA,yiuc uiiy xy X u. ucix y X ^^vj/i oyiiuiidoc 


JO J 


Qf; 79 T 

-? D . / ^ 1 


4 1 62 


Z4 912S 
1 J J. ^. 'J 


FTn Wriown ^tttit 1aT"i1~\7 "ho TT""ioV*ir\Q'f~r'onfT\7lnQ 
L/mviiuwii 0 xiux X ct X X u y 1 x x^iiljo cx ^jiiy y x lio 

colubrif ormis 11 kd secretory protein (Swiss 
Prot accession 


4 d ft 


■^fi Q^9 


4163 


AF072372 


Mus musculu'? l\/so*5omal traffickina "TPOulatoT 2 


1554 


99 . 127 


4164 


M36501 


Homo saoien^ aloha — 2— macTocrlobul in 


642 


4 4.643 


4165 


U41164 


Rattus norvpoicu*? C\/=?2 /Hi *=;2 zinc finapi" ofotpin 


721 


86 . 957 


4166 


AL035678 


Arabidopsis thaliana putative protein 


2127 


65.971 


4167 


AF078779 


Rattus norvegicus putative four repeat ion 
channel 


796 


93. 600 


4 1 f^ft 
y ± DO 


790070 
ZiZ 0 z / 0 


oaccnaromyces cerevisiae UKr irS-KuoJc 


9 Q 1 


Z 0 , fl DO 


fi ± D y 


TV-DriOPQQI 

Ht5U^O y 0 X 


noiTio sapiens r\x/\Hxuc)o protein 


9 c;n 9 


D / , U 1 D 


4 17 0 


zi irnm 1^:7 
/it u U / X o / 


Homo sapiens unknown 


/LOO / 


inn n n n 
1 uu . uu u 


4 171 


777 4 
L f / DO 4 


Caenorhabdi t is elegans predicted using 

Ocllt; X XIlUcx / OXilllXciX X Uy tU UXUoUpnXXa. r\.LN/i 
l.>'Xllih>lXliy jJXWl_CXll O^LIXU \ iDf\ t J\/Lf L/r\Wlll_j / f \^LJL\r\ HiOl 

yk638al.3 coiues from this gene 


9 1 
Z X o 


9/1 / 0 9 
0 4 , 4 o o 


4172 


U62810 


Mesocricetus auratus potassium channel Kv8 . 1 


468 


100 000 

^ \J \J m \J \J \J 


4173 


X97999 


Homo sapiens transcription factor IID 


386 


47 . 297 


4174 


A01592 


Homo sapiens haemoglobin A beta chain 


434 


95.455 


4175 


AB001563 


Homo sapiens RES4-22D 


277 


35 . 099 


4176 


AF103017 


Homo sapiens uroporphyrinogen decarboxylase 


248 


11 ,213 


4177 


A01592 


H omo ^anipn^ h^ pmorr 1 oh in A hp+'^i (^h^Hn 

ll^lllW 0Cl^J.C^110 1 la CrilL^ ^ X WJhJ X 1 i xJsZK^O. ^ilCLXil 


382 


8 6.567 


4178 


ARn2'^2n7 

r\LJ \J £^ £,\J f 


Homo Q^^TTionQ T^TAAOQQn rrrr^'hoin 

IHJIIHJ Od^XcrilO i\Xn~t\\J^j\J J^XtJUCXll 


o u o 


?S fi9 T 

OO . DZ X 


4 179 


Zft'^fi4 4 


H om 0 ^^^oiPnQ ^iTTiil;^r' "ho QH"^— TrinHinrr ■oTO'ho'in 

l^^llivj Od^XCniO OXlLlXXdX L. W tDil^ X-f j. I LKJi ^ L LJ X X 1 1 


^79 


Qft 914 


4180 


AFT 4 fifiRR 


Pnrin TiihTi opc: cov /^omh on mi HI on — 1 i 9 "nTot^oi n 

I. IX X ULl^ J — L^CO OCA O k^llLLJ l^li ILlX^XtTU XXJS.C^ ^ kJ X I, X 1 1 


X o o 


40 000 


4181 


X13621 


H om o ^30iPn<5 HMP— Hp^Fpn^in fAA 1— Q/l\ 

ilwilUkJ Od^XdlO iiLMir J ^CXCliOXll ^ rtJ^ X ^ T / 


162 


QS 9'^ft 


4182 


AC00254 4 


H om o ^^^oiPnQ T"r^n^1;^i"'ion ini"l~'i^1~"ir^n 'Far^'hoT ^TR— 

llwlU^ Oa^J-C^llO J. X d 1 1 O X d L, X 1 1 XilXL.XdL.XUll XdL^UWX cxe 

pllO 


1750 


Qft ft Q^ 


4183 


A01592 


Homo cjis-piTfanc Vta f^morr 1 ohin A hp+*p oh-?^in 


4 34 


92.754 


4184 


AF032668 


Ratt'iic? noT'vpoi cn*^ t"=5pc1 S 


411 


73.810 


4185 


AF073299 


Homo ^^aoiPnc^ M3+/H+ O'^cY^^'Ttrff^Y' i QO'For'm 9 

ilWIllv^ OClk^_l_diO L>( CI 1 / 11 • C A L^l lu. 1 ILj ~ -U J. O W J- L^ J- 111 £^ 


2255 


100 000 

X VJ VJ • \J \J \J 


4186 


U25691 


Mn ^ mn^onl 1 \7mohor'\7"h p ^opoi "Ft o h*^1 i r^^Qo 

LiLlO ill LI O V_» LI X LI O X y lU^l 1^^ O y L C OL^C^XJ L L^ iicxxwdoc 


258 


ft7 SOO 


4187 


S72008 


Homo sapiens CDCIO homolog=hCDC10 


199 


94 .286 


4 1 fi ft 
T X o o 


Yi f;4 Qi 

A.X D 4 ^ X 


Fl T "1^X7 O T* 1 TIT TTT T O T Q 1 T TTl O ^> ^ 4* V* 4* T 

uxc L y (Jo uexx Liiti ui ocoiQe urn spoire coaL- piroLSxn 
sp96 


1 ^ o 


9 Q 9 4 n 


4 1 ft Q 

4 X O -7 


a.Tnm n 1 q 

r\Kj U U X U X 


nuiiio oapxtrxio xXiiy xxnyGx protein 




4 ^ 4 9 Q 


4 1 QD 

4 X -7 U 


rtC X ^ ^ J D I? 


ritJiiiL) bcipxt^fio cuiilOx suppressing o i r cjjlnM. d 


R ft Q 

0 O J7 


1 no nno 
1 u u . u u u 


4 1 Q1 
X X 


rtD U U ^ J <^ X 


rHJllHJ odpx^lio ixXriMU O ^ O 


0 U D 


1 no nno 
1 u u . u u u 


4192 


L41560 


Homo sapiens pterin-4a-carbinolamine 
dehydratase 


319 


67.105 


4 1 Q'^ 


rio U U D D ^ 0 


rioino sapiens ine numan nomoxog ox a mouse 

xiii^x X 1 1 (_ cu. yciitj/ ircyo. 


/ D DO 


QQ Q1 9 

y y . y iz 


4194 


AC004678 


Homo sapiens R34094 1 


292 


93.878 


4 1 


T 1 "^900 
XiX 0^ UU 


^ AN AS V* Vn ^ Vn A^ T "f" T A> an T 1^ ir>, T TTrt 

v^aenornaDuiui s exegans puranve 




4 y . OD / 


4 1 y D 


ALi U J Z D J y 


Unknown similar to Zinc finger, C3HC4 type 
(RING finger); cDNA EST EMBL:C08103 comes from 
unis ge 


ITT 


zy . u / u 


4 1 Q7 
4 X Z? / 


nR7 ^1 ft 

UO / J X 0 


Aenopus laevis LNauc z 


ft 9 
DO Z 


Q op ^; 
oy . zo D 


4 1 Qft 
4 X O 


TV PI 1 1 yi 9 0 

-rtr X X X 4 z J 


Xenopus laevis chromosome condensation protein 


1 "7 n tf; 

1 / U D 


04 . OO D 


4199 


X7 6092 


Homo saoiens DNA bindinci OTotpin RFX3 


3080 


99.785 


4200 


U06631 


Homo sapiens homologous to mouse gene 
PC326:GenBank Accession Number M95564 


350 


39.735 


4201 


AL080123 


Homo sapiens hypothetical protein 


978 


64 .000 


4202 


AC005395 


Arabidopsis thaliana hypothetical protein 


503 


35.176 


4203 


X83544 


Homo sapiens DAP-3 


247 


97.368 


4204 


AF099013 


Homo sapiens glucocorticoid modulatory element 


3686 


100.000 
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Dxnaxny piouexn x 










urycLOxagus cunxcu±us urans±aLion iniLiation 
factor eIF2C 


"5 R "^7 


Q Q Q n Q 

y y . o u y 


fl ^ U O 


U U Z X O 1 


AxaDxaopsxs unaxxana oxinxxajr lo sexyj. i,t\iNA 
oyiiLiitr Ucioe yij|uxu4uu xxuin o cexrcvxoXac. HiOi 


J / 4 


4 Q 7 9 
4 y . 0 / J 


4207 


AL080088 


Homo sapiens hypothetical protein 


1464 


99.533 


4208 


AL031427 


Homo sapiens clJ167A19.4 (novel protein) , 
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92.000 


4 9 n Q 
ft ^ u ^ 


T 1 n 9 

JjX U J Z D 


Rattus norvegicus GTP~bincling protein alpha~s 
subunit 


X O 4 


inn n n n 
xuu . uuu 


4 Z i U 


7\ nfi 9 Q Q4 4 
/iDUZ O y 4 4 


noino sapxens rvXAAXUZX prouexn 


0 X X D 


Q Q 7/19 

y y . / 41 z 


4 Z X X 


7 en 1 Q4 
ii J U X y 4 


nomo sapxens r^jj;] rxcn prouexn 


9 n Q 

z uo 


t;9 19/1 

OZ . X / 4 


4212 


AC006042 


Homo sapiens supported by human ESTs 

ATfift19^fi 1 /MTn-rr4ftQ14'^fl^ M'^91f;R 1 ^KITn'rr11R9*^f^7\ 
riX OOXZjO. X \LNXU.y40z?X4jOy ^ LNjZXDO. X ^iNXU.yXXZ)ZOD / } 

, and genscan 


1016 


100.000 


d 9 1 

4 Z X J 


AD / O J / 


nomo sapxens numan pre mKNA cxeavage racLor x 

DO KUd bUXjUllXU 


97 n 


1 Q 
DO . X Dy 


4214 


AF034803 


Homo sapiens liprin-beta2 


581 


95. 604 


/I 9 1 
4 Z 1 0 


n9 9 "57 
UZZ J / D 


Homo sapiens alternatively spliced product 
using exon 13A 


Z d4 


/ /.Job 


4216 


AF117758 


Homo sapiens secreted f rizzled-related protein 


2253 


100.000 


4217 


AF096300 


Homo sapiens HPK/GCK-like kinase HGK 


1707 


92. 958 


/I 9 1 Q 
4 ^1 i O 


7\ A /I T o c ri 


Homo sapiens mitochondrial outer membrane 
protein 


loi y 


d4 . obi 


/I 9 1 Q 

z 1 y 


f? Q 1 c; n c; 


Unknown similar to Zinc finger, C3HC4 type 
[i\Xv\ij xinger; / cuna tjoi rjjxioij ; uz ouzo comes rrom 

t-llXS ycric 


1 lo d 


0 / . U4 0 


4 990 


T 04 fiR 

XjU 4 D J D 


noiiKj Sapxens caxDonxc annyciiase rexaueo prouexn 
VIII 


9 9 n 
z z u 


Q4 1 1 fi 
^4 . X X o 


4221 


AC004084 


Homo sapiens similar to GTPase-activating 
proteins; 35% similar to JC5047 { PID: g2136083) 


1268 


81.200 


/I 9 9 9 
4 ZZZ 


n n 1 t; T 
AU 1 0 / O 


synthetic construct cystatin C 


"3 1/1 

ol4 


yz . UUU 


^ 9 9 ^ 
4 ZZ J 


An U 1 4 O / y 


Homo sapiens KIAA0679 protein 


1 T T R 
1 / OO 


no on o 

ycf . o /z 


4224 


AF087433 


Rattus norvegicus leprecan 


3317 


92.075 


/) 9 9 R 

4 zz o 


AJjU j4 ^ o 0 


Caenorhabdi tis elegans predicted using 
tjenexinaer/ cuna rjoi HjIXIdXj : uuo / / x comes xrom 

UilJ-o ytJilc, U-LJtNrt. CjO 1 £jV1D1j . / 4 X ^ U-UlUtio X X Ulll LllX o 

gene 


4 UU 


4 / . Ulo 


4226 


X99583 


Homo sapiens CHLl protein 


229 


67.308 


4 9 97 


rt.U U U / J o o 


noiuo sapiens ace uyigiucosaminyiuransxerase iiKe 

pi-UfUCJ-ll 


1 CiA A 
X U 4 4 


D / . (Of 


4 228 


An ^9 SS9 


L/i. Wo U*pi IX X d ILltr X di a o U C X UlMrt. . OLMU X O O O 


X D U U 


DO . O Z? O 


4 99Q 
*i ^ ^ 


T.D S7 7 Q 


rnjiLiu' ocipxtsilo t^y u (J o vjx X u. cpuAxuiti iiyux uxdoti 


X O 3? 


xuu . uuu 


4 9 

*i J U 


A. ,7 / O X O 


rius iiiuscuxus sdinapr loixn o 


X o o 


y D . z y D 


4231 


U38252 


Mus musculus fractionated X-irradiation-induced 

9 Q V» \ TTTl /~\Tn 3 

^ LJiyiinjiua 


469 


97.333 


4 9^9 


Y7 4 7 Q4 


rnjiiio Sapiens irx ^^ciczi prouein 


O D X D 


QQ 7 7 0 

yy . / / u 


4 9 "^"^ 

T »J J 


/\ -7 O ^ J ,7 


nuiiiu Sapiciis LYi piiasc pnospnopi o L e in o 


4^4 
4 O 4 


inn nnn 
xuu . uuu 


1 ^ J 


nfi ^04 7 


H /^Tn ^ csT^TO'pic rallolo Zi'J^97Tl 
nUHUUt odpxcllo dXXcXc ri ^ / XX 


J X z 


on nnn 
yu . uuu 


4 

1 ^ J J 


AT nfifii so 


H /"MTl /*\ O 2 T~\ T Q O Vl \ 7T^ 1^ "t~VkQ"f~T V" 4- -i 

rnjiiitj odpx^iio I ly pu L i ic L X Od X pxoLcxxi 


^7 fl Q 


QQ C.AO 

. o 4 z 


4 9^fi 


Arnn4 sq4 


H /^m O :2 T Q 1^ O :3 9 X /H QT^Q T^/^^T^'t" T7^"l~ >~ l'^ "y" "i" ^ T T*^ 

rnJllHJ odpxcllo ^d^T U-cptrllUtili L dL-LXVdHJX pXvJLCXIl 

for secretion; similar to D86214 (NID: gl398903) 


9 0 9^ 
z u z o 


QR 4 1 fl 
0 . 4 X O 


4237 


AF117897 


Bos taurus rabll binding protein 


278 


88.000 


4238 


D31888 


Homo sapiens KIAA0071 


410 


67.347 


4239 


AF160934 


Drosophila melanogaster BcDNA. LD14 189 


204 


64 .286 


4240 


Z75330 


Homo sapiens nuclear protein SA-1 


3665 


99.819 


4241 


AB007918 


Homo sapiens KIAA04 4 9 protein 


745 


69.565 


4242 


AB030644 


Rattus norvegicus tudor repeat associator with 


3647 


89.474 
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PCTAIRE 2 






4243 


AB030502 


Xenopus laevis XDRPl 


435 


72 . 000 


4244 


Z24725 


Homo sapiens mitogen inducible gene mig-2 


1993 


52 . 783 


4245 


Z67961 


Schizosaccharomyces pombe hypothetical protein 


440 


33. 188 


4246 


AB002326 


Homo sapiens KIAA0328 


11013 


100.000 


4247 


M63180 


Homo sapiens threonyl-tRNA synthetase 


1846 


59.111 


4248 


AF093097 


Homn r5 15 "i n s nn'hsi" i vP' RNA— hinHinrr DToi~pin OQQ 


264 


90.476 


424 9 


AL080158 


Homo *=;r50'ipn<? h\/"no1"hp1~ "i r*;^ 1 r)To1"P"in 


801 


35 . 698 


4250 


U23502 


P 1 ri cimorJ 1 nm phah;^nrii nhahiAnHi POMI 


487 


4 6 . 012 


4251 


Y17392 


Homo c^floi pn*5 OT"P"ro1 (\\ n <?iihnni "h 1 

Ol^^lllV^ OCL^XdlO ^XCXV^XUXii. O Li.i_/ Lll 1 X L, X 


705 


98 . 291 


4252 


269634 


Unknown rDNA F.*^T RMRT.'nifi7R pottips from fhi^? 

wiirk.iiwvvii \^ vjv*r\. uox x_jLJOXi>^xxvj/u ^ ^iiic? o x x v^iii 1.11x0 

aene; cDNA EST EMBL'C1392 6 comes from this 
gene; cDNA 


704 


34 37 S 


4253 


U22387 


Homo saoiens immunocrlobulin heavv chain 


198 


64.583 


4254 


AL050163 


Homo sapiens hypothetical protein 


735 


100 000 


4255 


AB007945 


Homo sapiens KIAA047 6 protein 


9511 


99.711 


4256 


Z37166 


Homo sapiens nuclear RNA helicase (DEAD family) 


1864 


100 . 000 


4257 


X06764 


Homo sapiens Ig(k) L-chain precursor 


696 


84.328 


4258 


AF048731 


Homo sapiens cyclin T2a 


4386 


100 . 000 


4259 


M28732 


Mus musculus beta-tubulin 


281 


66.154 


4260 


Y10392 


Human enrJorrpnon s rpfTovi K riTof ps'^p 


452 


4 9.206 


4261 


AC003682 


Homo saoiens R27945 2 


1686 


100 000 
^ \j \j . \j \j \j 


4262 


AF044033 


Marmota marmota olfactory receptor 


267 


92.857 


4263 


L07924 


L*JLlO ILlLloOLLXLlO ^LldllXXlc: 1 1 LlO X t:; U X Uc! \XXoo^Jv_>XclL.XL<'ll 

stimulator 


? S 1 4 

J J X 1 


ft 4 Qfift 


4 7 fid 

'i ^ t) 1 




DtJo LduxUo V_,Xca. Vdytr allQ IT OX ydUeiiy Xa C XOR 

specificity factor (CPSF) lOOkD subunit 


X D 0 D 


Q Q 9 9 9 


T ^ U *J 


arnnfi9fi4 


M.X d.iJXCJ.(J£Jc> X o LlldX Xdiid. UIi KllOWii pxOLcXli 


9 7 R 


4 1 ^7 

4 X . 0 / J 


4266 


/VO 1 X *J X 


o u X c uiiiy o X d V U.X X y X Lio xr x (Jt^x d v diiixiix ^.^ d(^xu 

^TTllHTnO Vl \/H T" O 1 ^1 ^ P 
Ciiii^ Vwiu. 1 1 w 1 i. y j_ w J. d o 


O J X 


O 0 . O 4 U 


4267 


AF108420 


Fnrrn T~nhTi 1 — ;^m'i nor^\/r'l OTiTO'o^np — r';^'rhovi 1 ^t"P 

i- 1^ J- I^Jk^ J h-' ^ u J. dill J. 1 X\J\^ y \-r J- u J- yJCl 11^ v-'Cl J- \^ ^ -1 L Cl L. ^ 

synthase 


1001 


59 . 14 9 


4268 


AGO 0932 5 


AT"P?bi Hoo*^ th;=5li3np oiThsi"! vp 

phosphate /phosphoenolpyruvat e translocator 


197 


38,571 


4269 


Z74201 


Saccharomyces cerevisiae ORF YDL153c 


215 


30 380 


4270 


AL110193 


Homo sapiens hypothetical protein 


2638 


99.229 


4271 


AF1 fi7 ^1 ft 


n\jii\.\j oct^xdio r ljkJ2\. ^x(jL.^xii rij^^ 


4 4 4 

4 4 *i 


■J D . ZOO 


4272 


777 fiSS 


v^dci HJ X 1 idu^jx L_ X o c:Xcydiio |JX ctJ.XO ucLi LioXliy 
f^fZiripfinHpT* eiTnil^^T" +*o RF" h^nH ^9 H pitti a "i n q ^ 

VJ^ll^J — LllUCJ- / OXllLJ- -LdJ. L.W Cj L. lidll^^ ^ ^ UkJlUdXllO ) 


^^4 4 
D 4 4 


'^4 1 ft 4 

J 4 . X O 4 


4273 


AF124 511 


Gal Ills n^^llns RVF^ 


~j j> y 


^fi 7 S7 

^ \J * 1 •J 1 


4274 


AF056035 


R^^i'l"!!^ noT'\7'pn"ip'nc; q — nPvilHn 

i>\d. lJ.V^-l.vCVJJ_V^U.O k3 IICA-LJ Lll 


314 8 


ft S ft 4 1 

O .J . O 4 X 


4275 


AJ005621 


Mus musculus skeletal and cardiac muscle- 
specific gene 


1791 


95. 139 


4276 


X58288 


HoTTio Q^^Tii pn e r^T~o"hPi n — "h \/t*o q "i np c;r^h ^5 1" ^ e o 
fHw'iiiw od^xciio ^xwL-CXii u_yxtJoxiic ^iiuo^iid Udot:: 


4 1 ft 9 

4 X O ^ 


QQ ft ^fi 


4277 


M74495 


Ml iQ mnc?r'iiliiQ aHpn\/loQn(^r'ina"t~P q \/n i~ h p 1~ a e 

illLlO ^ LIX LIO dt^Cliy X V>'0 Ll^\^Xlld O y 1 1 L.11C L. d o cir 


1 Q94 
X ^ 4 


Q9 9^^ 


4278 


M26460 


Homo sapiens retinoblastoma 1 


155 


36.667 


4279 


M83679 


Rattus norvegicus RAB15 


368 


96.491 




ZIT 09 1 1 n fi 


Unknown / predict ion= {method ; " "gens can" " , 
vexsxon. x.u / score. xxo. /x } , 

/ ^X ctlXOLXUil — ^IllC LI lOQ . 


HAH 


en 0 1 c 
OU . Z 1 D 


4281 


X05806 


Acetabularia mediterranea put. ORF 


189 


71. 429 






nomo sapiens nnuftD^ cuin/\ cxone xor r\±/\HUfi^u nas 
a 438— bo insertion at oosition 1711 of fhp 
sequence of KIAA0440. 


11 A 


/in "5 Q Q 

41 u . Jo y 


4283 


M95762 


Rattus norvegicus GABA transporter 


507 


81.395 


4284 


Z99118 


Bacillus subtilis aspartyl-tRNA synthetase 


1374 


43. 667 


4285 


U04301 


Oryctolagus cuniculus mannosyl-oligosaccharide 
alpha-1, 2-mannosidase 


1749 


67.385 


4286 


M55176 


Rhizomucor racemosus MRAS2 gene product 


207 


32.990 
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Ci / U J X U 


^^aenox najjcix L 1 5 exeyaiis oxiuixax uo oxu Lacnione 
S-transf erases . ; cDNA EST yk536e7.3 comes from 

L. i 1 X O UdlC 


1 DO 
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4290 


[]8099^ 

VJ U ^ ^ '.J 


LVX o IX X Cl illC X dl iv^y Ct O U C X C U.rL.CLX L. X O X 1 1 X L X d L. X Wi i 

factor eIF-2 alpha kinase; DGCN2 
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9 Q 419 

^ ^ . 4 X ^ 




1 ^ ^ X 
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£j J *i C. O Vj 
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? Q 90R 

O Z7 . ^ k/ O 
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AB007 99S 
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1 00 000 
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nft7 4 


Hnmo «5^ri"ionc; KTAAn94fi 
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?ft ?9 ? 
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D8 6984 


H OTTio ^30ion^ ^imilpT" "ho \/OAQi" ;iHon\;'lp"f"o (^\/<^1^qo 

1 i WlllVw' O CI -L^llO OXllLJ LCLX L.W V^OOL. CI llV-LCll^^ ^ j X CI O ^ 

(S56776) 


1377 


51.7 68 
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AF151811 


Homo sapiens CGI-53 protein 


2164 


99.096 
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Hnmn ciarii on AF— 
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100 000 

X ky k/ . k/ k/ k/ 
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Homo sapiens hypothetical protein 
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99.832 
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O J D 4 


QQ 4 41 
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*1 o u ^ 


T 1 4 7 4 S 

Xt X *i / *1 .J 


V_/dtr 1 IL/X i IdUUX L X o crXtr(Jdllo IHJUKJXUyy WXUll oil: 

binding protein; putative 
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S 1 RQ9 
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U ^TTi r\ c ^ T on o tti o *1~ n t / 1 — f^t^rZ r\ t n W t n /t 1"^ v 4" o i n e i^ 1 t o 

nuimj od^xcriio iiitiLiiyx \,^iJo uxiiuxiiu {JxtJL^xii o^xxuc 

\73T*i^ni* 
vdi LdiiL. ~j 


O -7 O X 


1 00 000 
X u u • u u u 




4304 


AFl ^94ft4 
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J X . ^ kJ kJ 




4305 
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kaL o J. -1- a. k^ y L k^ k^ J. 1 J- keltic kj X 


433 


so 3S0 
>j k/ . J »j k/ 




4307 
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1 1 Willk./ O a k^ J-^llk3 k?-UlllJ Ld.-I- L-k^ CL 11 UllLlCl 11 llluik^J- \^ 1\1V 

binding protein DOCK180, 
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100 000 

X w W . W kJ k/ 




4308 


AL110151 


Homo sapiens hypothetical protein 


2418 


99.721 


y i 


4309 


AF140690 


Homo sapiens melusin 
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Al ,11^ 


B 
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AC002396 


Arabidopsis thaliana Hypothetical protein 


1347 


51 . 157 
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AF068718 


Caenor habdi t i s plpQans No definition line found 


514 


32 . 394 
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Homo sapiens KIAA0940 protein 
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91.391 
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llk^lLLk^ Ouk^^^llO L-J-ClilOk^J L k^ 1 Lk/11 1. O. k^ k. ky X X X X X Lr ^ 
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X78927 


Homo sapiens zinc finger protein 


3146 


99.307 




4317 


AF028722 


Mus musculus fetal globin inducing factor 
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nomo sapxens ts.x/irt.UD'io prouexn 


c; c: /l Q 
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Unknown predicted using Genefinder; Similarity 
to Glucose— repressible alcoihol dehydrogenase 
t r ansc 


420 
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protein 
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4 . O / U 
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AJ009698 


Rattus norvegicus embigin protein 


535 


80 . 392 




4327 


AB001488 


Bacillus subtilis FUNCTION UNKNOWN. 


182 


36.364 




4328 


D63877 


Homo sapiens KIAA0157 gene product is novel. 


208 


28.972 
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M14949 


Homo sapiens R-ras 


1443 


100.000 
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D42041 


Homo sapiens The hal225 gene product is related 
to human alpha-glucosidase . 
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AJ001015 


Homo sapiens RAMP2 


574 


98.824 
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AF186461 


Rattus norvegicus ring finger protein Fxy 
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25.075 
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Homo sapiens very long-chain acyl-CoA 

cr T7T^ ■f-V^ck'f-ooQ K r\T(\r\ 1 /^rr 0 * \/T C 14 0 

syntnet-ase noiuoxoy vijUo 


1347 


100.000 




U U 4 ^ O O 


nomo sapiens suppoiLea oy oois lox^yz 
(NID:g665235) and W26450 (NID : gl307167 ) and 
Genscan 


X u y D 


X u u . u u u 


/I tr 


7 A f^f^l ^ 
Zi 4 D D / D 


unKnown weaK simixarity r.o microLUDuie 
associated proteins; cDNA EST EMBL:T01154 comes 
xxom unxo ge 


A A"^ 


00 . 0 1 




UA 009 Q 

U 4 W VJ ^ _/ 


k^atrllUX ilciJOUX U X o eXcyarib LNO Clc X XliX t. X Oil XXllc XvJUIlU. 


X 0 0 ^ 


4 *7 *=;4 7 
4 / , 0 4 / 


4337 


AL032626 


Unknown cDNA EST EMBL:D70654 comes from this 

ytJIlC^ t^ULNrt HiO 1 HiLmOXj • ii X 4 O O -7 L-UllltJo X X Ulll LllXo 

rrpn p * p nM 


957 


48.000 


4338 


AC004883 


Homo sapiens similar to KIAA0766; similar to 
PID:g3882253 


1875 


99.296 


4339 


X78998 


Homo sapiens endosomal protein 


372 


24.702 




/it XDO<iUO 


nomo sapiens ricn sequence udja— Dinaing 
Xo-Cuux Ca.naxcia 


c; Q Q 
000 


01.00/ 




uu uuo u 


v.^aenox na.Dai L 1 s eiegans lno aexiniLion ime lounu 


0 


oz . 0 X z 


4342 


Z81586 


Caenorhabditis elegans cDNA EST yk335d8.5 comes 
from this gene; cDNA EST yk335d8.3 comes from 
unis gene ^ cuinm 1^01 yKDODa4.o comes xrom unis 


624 


31.796 


4343 


AJ388555 




-? X J 


4 091 

*1 J . VJ ^ X 


4 34 4 


U79776 


Mn Tnnc?r^nl n c? annV^a • nnh 


*i J X 


ft9 OQO 


4345 


U20554 


Drosophila melanogaster UDP- 

yxm_^Jicr • yxy(^*j||jxwucxii yxLiouoyXL.±a.iioxcxctoc! 

k> J- V— » Vf* \Ji J- Vh/ J- 


2134 


67.550 


4346 


AB011097 


Homo •^riioipn*^ FCTAAOSPS nTo1~P'in 


1360 


4 4.270 


4347 


AF124512 




gn7 


ion 000 


4348 


A4 7122 


nn'iHpTThi"F'ipH nnn-i^^inpH ■nyoi'Pin rM^oHnr*"!" 

Ull 1 X i i. I_ X J — Ui 11 iCllUC vJ. ^Xv^L-CXll ^ X (.^ Li. L< l_ 


1 0^7 


100 000 


434 9 


AC006593 


A T~P h 1 rioTi<5 He: "hh^lHan^ r^n"t~3+~i\7'P ■hr'^^n <;Tn r* n ^ 
x^x ciiw'x ^w^o X 0 i_ 1 1 a. X X a 1 1 ci L.ci. i_x v c L x ci.J.ioiiLCi.iUkJX a.iic 

orot ei n 


4 QD 


^0 ^SO 


4350 


M23159 


Cricetus cricetus DHFR-coamplif ied protein 


496 


85.542 


4351 


D87515 


Rattii*5 noTVPfT 1 PI] s ^ttii nonpni" i *^p — R 


2615 


92 . 593 


4352 


AF090136 


Rattus norvegicus lin-7-C 


322 


100.000 


4353 


D79998 


Homo cjAnip^nc: KTAADIlfi 


SI 1 

J X X 


7 0 ?7 0 


4354 


AF098993 


Caenorhabditis elegans No definition line found 


296 


25.000 


4355 


AF087826 


Mus musculus claudin-8 


646 


79.310 




m no "^1 HA 


Schi zosaccharomyces pombe weak similarity to 
B.subtilis spore outgrowth f actor B 


1 R 0 R 


00 , 000 


4 7 
4 00/ 


A J ZZOOU 1 


Bos taurus aralkyl acyl—CoA: amino acid N— 
acyxt.ransx erase 


ad A 
by 4 


00 . oUo 


4 O O O 


U U 4 ^ U 0 


nomo sapxens zinc xxnger procem xrom gene ox 

UllOtrX La.Xll CAUll 0 U X LIV^ U LIX e / oXillXXaX LtJ !3 D / D 


1 y Di 


inn nnn 
lUU . u u u 


4359 


AF099032 


Homo ^;^Tii <=inc; ^"mV^r'\/0"n "i c ^r't" T~Tn Hotr^^l rM^moTrf* 
riwiinj oa^xdio ciiix^'x y tjiixo com't.ucxiu (Jc v X(j^ititrii l 

Drotein short isoform 


X / 0 


1 S4 

^ U . X J 4 


4360 


AF133670 


Mus musculus ARL-6 interacting protein-2 


620 


96.939 


4361 


M98502 

l~ X ^ \J 'J \J 


Mn s mncipnln*? oMTi7.— 4 


X W ^ J 


J ;? . J J J 


4362 


M97204 


Dto^ooH 1 1 p TTif^l ^ n orr^ 1~ *^ T~ rrol i ^I'hH or'O'h^T n 
L^x w 0 \_/^i 1 X X a. iLLc X cii iwy ci 0 i_ X yL^xxcii^ii ^xL^ucxii 


^ U J 


fi7 97^ 


4363 


U47924 


Homo ^AOi^nQ f^Q 


^ U J 


1 no nnn 

X U U . \J\J\J 


4364 


AL080144 


Homo sapiens hypothetical protein 


4653 


99. 866 


4365 


AJ222798 


Lycopersicon esculentum tDETl protein 


277 


37. 607 


4366 


AF024497 


Caenorhabditis elegans weak similarity to 
drosophila tyrosine kinase (GB:G455391) 


333 


29.515 


4367 


Z82083 


Caenorhabditis elegans ZK1010.2 


407 


28. 621 


4368 


AB020626 


Homo sapiens KIAA0819 protein 


330 


40. 972 


4369 


D26488 


Homo sapiens This sequence is almost identical 


4588 


100.000 
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to HUMRSC433, D13632. 






4370 


AL031387 


Homo sapiens dJ596C15 . 1 . 1 (novel protein) 
(isoform 1) 


1083 


100.000 


4371 


AL049699 


Homo sapiens dJ747H23.2 (novel protein) 


1297 


100.000 


4372 


D90916 


Synechocyst is sp. hypothetical protein 


522 


52 . 695 


4373 


AC006530 


Homo sapiens unknown 


681 


55 . 758 


4374 


AB018323 


Homo sapiens KIAA0780 protein 


866 


98.473 


4375 


AC004020 


HoTTio saD'ien*^; Unknown aene nrodiict 


958 


97 . 351 


4376 


AL023518 


Schizosaccharomyces pombe conserved 
h vnot* h pt 1 1 nTotpin 


667 


52.857 


4 377 


AF1517 99 


Hnnio c: a o -i o n PnT — 40 OTotpin 


424 


71 . 605 


4 378 


AF070637 


iiVwi'lllW O Cl J. ^ 1 1 ii3 Ul 1 JVl 1 W i 1 


1278 


100 000 


4 37 9 


^ \j \j \j \j ^ 


Ml 1^ cjt^ T,YAR=r'(=>ll rfTowhh Tpnnl^5l"'inrr niiplpolp^T" 
DTOt Pin 


536 


67 . 797 


4380 


Z93244 


Homo sapiens bK116F5.1 (unknown PUTATIVE 
nTot p 1 n 1 


448 


53. 600 


4381 


295519 


Caenorhabditis eleaans H21P03 2 


201 


29 . 060 


4382 


U29154 


Caenorhabdit is eleoans T07F12 1 aene oroduct 


426 


33 . 617 


4383 


AF162680 


Homo sapiens TRIF 


922 


99.270 


4 384 


D87433 


Homo q^nipnq KTAA0246 


15929 


99 . 955 


4385 


AF129812 


Homo sapiens candidate tumor suppressor protein 
N0C2 


668 


97.895 


4386 


AB002347 


Homo sapiens KIAA034 9 


8658 


99.843 


O O / 




OOXIJ. ^Uo aOOIla-L LJiliy L-ti o |JU1UJJC Ui 1 Js.1 ivj Wl 1 


■^7 ^ 


35.17 6 


4388 


Z35641 


Caenorhabditis elegans cDNA EST yk273d8.5 comes 
from this gene 


280 


32.402 


4389 


D79994 


Homo sapiens similar to ankyrin of Chromatium 
vmosuni . 


1049 


46. 667 




n4 fi 4 9 n 
U fi U f± ^ u 


^^aenor naoai 1 1 s exegans weaK siiuixant.y uo 

^I. U I— X X a.y 1 dX^lio. OXiaXli X ^ v y OilaXXi 


"=1 '^7 


DU . U U U 


*i O -7 X 


r\XJ U ^ O O ^ O 


■fTnin h 1 <; ne^Df^ ' nDNA F.ST vk'^Q1h4 S pottip^^ fTdvn 
this gene; cDNA EST EMBL:C09408 comes from this 
gene; cDNA EST yk332h9.5 comes from this gene 


X VJ X / 


4 1 <^4 ^ 

IX. _? 'i .J 


4392 


U49056 


Rattus norvegicus rAl 


1640 


94.779 


4393 


X78801 


Gallus gallus ovomacroglobulin/ ovostatin 


515 


47.159 


4394 


AB014590 


Homo sapiens KIAA0690 protein 


1584 


99 . 580 


4395 


AB000216 


Rattus norvegicus CCA3 


338 


73.239 


4396 


Z81515 


Caenorhabditis elegans F26H11.3c 


516 


39.444 


4397 


X02488 


Homo sapiens collagen N-prepropeptide (aa -22 

CO f ^ I 


132 


41.379 


H OZJO 


rir U D / J. / Z 


noiuo sapiens r\LNi-i cycxase noiuoxog 


114 9 
X X f± ^ 


Q7 7 qn 


4 QQ 
4 J ^ ^ 


/ir ± o ± o 


uxosopnxxd lue Xdnoy do i_ ex dculnm. , onuz / 4 




4 4 7^7 


4400 


Z75543 


Caenorhabditis elegans cDNA EST EMBL:M89063 

OUillC S XX vjill LilXS ycilC/ v_ UiNrl HjOI yA.OO*lXX.O t^vJillC o 

T'OTTi "hVii Q rrpnp* (""HKI A \/lf'^R4'F1 S r'om p 'F 7"OTn 

X X Will UliXO ydiCf L^LNr^ EjOX ^i\.^0*3XX*<^ Ot^XllC^O XX kJill 

thi s rrpnp 


295 


39.091 


4401 


A27266 


Homo sapiens TGR-CL7 


790 


100.000 


4402 


AF041377 


Mus musculus cell death activator CIDE-B 


218 


63.793 






i\aL.LUS noxvegxcus trans goxgi netwoxK ^iolnj 

o||J^^XXX(_ Xilut^yXdX iilt::;llLLJX dlit:; ^XUUC^XXl L\jlh^O 


X :? 0 


97 '^1 7 

^ / .OX/ 


4404 


AF061555 


Mus musculus ubiquitin-protein ligase E3-alpha 


1751 


94 . 141 


4 405 


AF1 177?^ 


r^l \rr^i n fa m^^v qppH m^+"nT3l~'i on r^r"o1~Pi n PM97 
oxy^xiic; iiidA occv^ lud u lj.x d i^xv^ii ^xi^L-cxii lli^ i 


231 


29 . 18 9 


4406 


AL117204 


Caenorhabditis elegans predicted using 
Genefinder; cDNA EST yk381b7.5 comes from this 
gene 


1167 


41. 606 


4407 


AL117518 


Homo sapiens hypothetical protein 


9043 


99.925 


4408 


U22376 


Homo sapiens alternatively spliced product 
using exon 13A 


396 


64 .286 
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4 4 HQ 


AT.osnoi ft 


n^jiinj oa^xdio iiy L.iic L,xv^cix ^xvjucxii 


24 89 


99,478 


4 410 

4 4 X U 


AT. 04 QQ4 ^ 


rnjiinj oa^xdio iiyjj^j uiic L xv_cix ^xvji^cxii 




<5Q 6ft9 


4411 


Y08991 


Homo sapiens adaptor protein 


2325 


100.000 


4 4 19 


aR004 S'^ft 


PROTEIN IN PFK26-SGA1 INTERGENIC REGION 


9 fil 


4 ^ 4 "^4 

4 J • 4 J 4 


4 4 1 

*i 1 X O 


u / o o z u 


LiUo ILIU.0L.LIXLI0 ^(JXy^CfJL XU.C 00. X L>JrtL- LXdlioX^XCtot:; ±X 


94 

Z 4 D 


9R OQO 

Z O . U -7 U 


4 4 14 

ri T X *i 


AT.1 91 Rn4 

J_i X ^ X O VJ 4 


HTncirmihi 1 a m<=>l ^r\r\n:^<iY e^y RAPR7P1 0 ^ 


^41 

J 4 X 


S9 ^8 1 

J ^ • ^ O X 


4 4 1 S 

*i *i X J 


^ O J -7 / J 


n,\ji\\\j ooj^J-cxio ux diio i^x x^ u Xvjii xaouux 


1 94 

X ^ 4 U 


1 00 000 


4416 


M96860 


Homo sapiens dipeptidyl aminopeptidase like 
protein 


493 


47.436 


4 41 1 / 


a TTO 9 4 Q 1 
I\C U Z fl D y 1 


Drosophila ananassae putative inorcfanic 

Vi 0 ^ ^ 4* V 3 1^ 0 Y'\t~\ v~4- n V 
pilOopilcl Lt; 00 C X driopOx L cx 


R 9 "5 
3 Z o 


4 R (^14 
4 0 . D X fl 


4418 


A38809 


Homo sapiens unnamed protein product 


564 


98.824 


4419 


U89336 


Homo sapiens unknown 


197 


30.702 


/I /I 0 n 


U 1D4 J 


Unknown Similar to Rat trg gene product; coded 
xor Dy V-^ . exeyans cuwri. yKjxe / . Df ooqcci xor oy 

C o1 


Q Q Q 

o y O 


AC 7 Q r 


4 4 91 

4 4 ^ X 


A F0 1 7 4 1 fl 
M.r U X / 4 X o 


U/^iTi/^ o a 1^ 1 Q o Vk /^m ^ V^/^ V i^vy^'H^T r\ ^AT^' T C 9 
rHjlUU od^Xtrllo llvJlutrOXJtJA ^JXvJLtiXIl LuEjXOZ 


R ^ Q 
O J !7 


QQ 1 Q4 

I? ^ . X 17 4 


4 4 99 

4 4^^ 


7 4 707 R 


UriKriOWil oXUlXXciX UO ICdoU UlliO X pXULtiXri ^oWXoo 
irX^L. dO^CoOJ-Uii liLllLtXJCX Xr.JXXX<jy ^ ^LVLNri. uox 

EMBL:D70252 c 


J sj O 


^9 000 
o z . u u u 


4423 


AJ011812 


Homo sapiens transcription factor NRF 


2606 


100.000 


4 4 9 4 
4 4 Z 4 


ARO 07 R R 


U r\Tr\ r\ oor^n^r^o t^TZiZi0^9'5 

nomo sapxens i\x/i/iufizj 


J o u 


4 Q 4 Q R 


4 4 9^ 
fi ft Z J 


u / D / o y 


i>aus muscuxus nucxear proL.exn iNxir40 


1 907 
X z u / 


R 1 14 0 
OX . X 4 U 


4 4 9 
4 4 Z D 


AT 1 1 7 4 QQ 


noiuo sapxens nypoLne uxcax pxocexn 


1 1 OQ 
X X u ^ 


1 00 000 
X u u . u u u 


4 4 9*7 
4 4 Z / 


ATI "^91 Q9 
/itj X o Z X Z 


lYjus inuscuxus nox oxnaxng pxocexn o 


7 R 1 
/ox 


^7 R *^R 

D / .ODD 


4 4 9 R 
4 4 Z o 


AT 0 9 9 01 fl 
riXi U Z Z U X O 


unKnuwn / pxeaxcuxon— \nie unoa . yenscan f 
vf^r c: 1 nn • " " 1 0"" c;rnrp'""1^^ ft 9 " *M • 

/ k^r J- ^ ^ \w U> ^ 1 1 \ lll^ 1^ 1 1^ V,J. • 


4 9*^ 
4 Z O 


O O . X O D 


4429 


AB018345 


HoTTiri ;^ n "i n FCTAAORn? nrntpin 

IIWILIW O C3. L./ J. ^ 1 1 O L\ £iS^\J \J \J ^ J. V-/ W v3 ^ 1 1 


9178 


100 000 

J. \y . \J sj \J 


4430 


AL050095 


H nm n •^^r^n'ipn*^ h vd nthptipsl nrotpin 


4235 


100 000 


4431 


AF151363 


Mn c; TTinspnlns Cc^c^*? (^TPs — a p-t- -j v;^ t "i nn Drntpin 

L J <_J. O lllUO V- U U. m O \^V,,1V_> i ^ ± i_ Q O \^ ClV«>L,J.Vul^^llV^ k-' J. W ^ ^ -L 1 1 


276 


60.938 


4432 


AF060153 


Hnmo *=;3TTipn*^ MRTH9 'nTntpin 


6295 


99 . 888 


4433 


AF186115 


Mus musculus putative secreted protein SIG9 


243 


45.000 


4434 


AJ222636 


Homo sapiens hypothetical protein 


219 


45.370 


4 4 ^ 

4 4 JO 


ZiRO 9 R QP 0 
-rto u z o y O U 


noiTio sapxens r\x/\rtxuo / procexn 


D O O 


QQ 7 QR 


/I /I 

4 4 J O 


nR 9 O 
JJo JZ U D 


lYius muscuxus rz4 prouexn 


^ Q. A 
X O 4 


A^ AOQ 


4437 


AF132946 


Homo sapiens CGI-12 protein 


2097 


99.388 


A A 1.0 


zinn9RQRt;i 


Homo sapiens KIAA1062 protein 


1 O 9 07 
X UZ U / 


1 no ooo 
xuu . uuu 


4439 


Z93386 


Unknown Similarity to Yeast hypothetical 52.9 

r\U prOHexn ^oW.lr4O0X0;/ CULNH. HiOl ijLYlriXi . LYIO i7 4 oz 
t_Ullltio XX 


1110 


48.036 


4 4 4 0 

4 4 4 W 


n4 1107 

U 4 X X U / 


v^dcii(JxiIdiJvj.XUXo trXcgdIlo vi\J Lie X XliX L XtJll XXilc; XUIXIIU. 


fiR 0 

D O U 


4 0 071 

4 U . U / X 


4 4 4 1 

4 4 4 X 


U D 4 DUX 


v_,a.enumdDQ.x u X s exeyanb oene prooaijxy xjeyxno xn 


9 R Q 

Z 0 Z? 


ox. f OD 


4 4 4 9 

4 4 4 Z 


AT 1 1 7 904 


P* :3 A r> v* ^ W t t c q 1 ^ rr c 'r\ "»"q/Ht /^"H^/H itc^i r\ rr 

v^d icx iidxjux L X o cxegdxio pxc^^xoLeu usxiiy 

Ocilc:XXlit_lc^X 


9 QQ 


'^R f^l 

O O . O X D 


4 4 4^ 

4 4 4 J 


Xj O Z — > / Z 


Mnc mnQ^nlnc Z\MPA QolQ/^'l~nTTQ /Tln"i~^Tn;3'l~o vo/^or^i"/^!^ 
LJLlo lllLlo O IX X LIo rUJIrr\ ot^Xc^UXvtr ^ X IX L. dlild L ^ Xc:^t::;^U(^X 


^^9 
o ^ z 


Q4 R4 S 
4 . J 4 u 


4 4 4 4 

4 4 4 4 


Mfi^l RO 

L J O J X O \J 


fiwiiiu od^x^iio i_ iix t; iji ly X L. ixiNrt o y 11 die L. d 


9 R Q4 

Z O -7 4 


7 170 


4445 


U89529 


Rattus norvegicus fatty acid transport protein 


289 


84.000 


4 4 4 

4 4 4 D 


vq c 7 

A -7 O O J / 


rjus muscuxus noiuoxoy ox nuiudn oii 


9 9 1 R 
Z Z X o 


_70 . DOZ 


4447 


AB014565 


Homo sapiens KIAA0665 protein 


323 


58.824 


4 4 48 


AF1 447 S7 

r\Z X 4 4 / J f 


Hi^mo Q^'Pi'i one PR— Hom^^T n Tinr*— ■finrroi" T^T~oi~o'in PP^Ml 
nv-^iiiw od^xciio trrv uu'iudxii ^xii^ xxiiycx ^xulcxii triix 


J *J _7 O 


QQ 4 Q7 


4449 


AF131826 


Homo sapiens Unknown 


763 


52.804 


4450 


AF038007 


Homo sapiens FICl 


742 


49.780 


4451 


Z12840 


Oryctolagus cuniculus protein of unknown 
function 


831 


33.014 


4452 


AF015811 


Mus musculus putative lysophosphatidic acid 
acyltransf erase 


925 


81.595 
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4 4 R 

H H D ^ 


TiA Dft nn 

U 4 U O U U 


^acIiOx llciJJUX C X 0 cXcyallo oXIUiXcix L.CJ UnyiUXUXIlc 


1 fi4 7 

X O 4 / 


fi7 "^4 1 

D / . O 4 X 


*! 1 ^ 1 


ALII 7 2 33 


nwiiiw oo-j^xcsiio 1 1 ^ ^ vj L. 1 X X ^xv^ccx^xi 


3180 


99 . 7 92 


4455 


D17629 


Homo sapiens GALNS 


3665 


100.000 


4456 


Z82053 


Unknown predicted using Genefinder; similar to 

X X Ulll L. 


286 


56.757 


4 4 S7 
1 *i J / 


ui T 

U / X ^ VJ J 


L'JUO UILLOOL1XU.O xxu 


J ^ o 


^4 QOfi 


4458 


AF112481 


Homo sapiens RAD54B protein 


2357 


100.000 


4459 


Z81137 


Unknown Similarity to Yeast YIPl protein 
^ow. rDJUoyj / cuN/i no 1 oixiDij . i uiouo comes rrom 


643 


50.256 


4 4 fin 


L/O J X 4 O 




J u u 


3oa 


4461 


AJ133768 


Homo sapiens ZASP protein 


3315 


99.787 


4 4 fi9 


700077 


k^acIlUx llalJvJlX L X o eXcyailo CUlNrt HjOi \^tlj]rlOr\/C O s: OvJlilco 
X X vjiii uliXo yditi/ t.,L/LNrt. UtO 1 yA.j/jyxx.j t_uiutr o x x kjlh 


4 10 

4 X U 


^1 90(=; 


4463 


AB020629 


Homo sapiens KIAA0822 protein 


1959 


69.784 


4464 


AF074086 


Homo sapiens envelope 


1469 


62.121 




7 ft "5 1 9 


Caenorhabdi t i s elegans predicted using 
Genefinder 


J u u 


07 Q c: f; 


A A (^C^ 
fl fl D D 


z\D nn7 ft 9 ft 


Homo sapiens necdin 


4 07 
4 U / 


CO £;7 Q 
OZ . D / ^7 


4467 


AF101361 


Drosophila melanogaster Abnormal X segregation 


310 


31.963 


A A C^Q 
fl 4i D O 


7\T noi 1 


Unknown /predict ion= (method ; " "gens can" " , 
Vex oxon . X . u / / 

/prediction= (method : " "genefinder" " , ve 


9 9ft 
/ Z O 


9 Q 11/1 

z y . X 1 4 


4 4 fi Q 

*i 4 U >? 


u u 0 D / z 


i-ix diJXClOpb Xo Lrid.XXd.rici pUUdCXVtr ZXilL. XXIiycx 

^X (J L. C Xi X 


J U D 


'^0 1 (^4 
0 u . X 0 4 


4 4 70 


n9Q7 fifi 
^ / u u 


r\.a.L.L.LiO il^XvCyXOLLo \ji-r\. Ct O O <J ^ X Ct L. C (J O Lli^ O l_ X d L. C / 

pl30 




^ X . ^ ^ y 


4471 


X86779 


Homo sapiens FAST kinase 


162 


27 .119 


4472 


U20286 


Rattus norvegicus lamina associated polypeptide 

Xk^ 


1622 


74 .775 




M7 fi7 9 D 


Afcjiiupuo xdcvxo "yy opccxxxc pxoLcxri 


1 4 Q 
X 4 


s 1 ft s 
0 J . X 0 o 


4474 


AL035086 
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Gallus gallus RGS protein RGS-17 
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Schizosaccharomyces pombe hypothetical protein 
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Caenorhabditis elegans predicted using 
Genefinder; Similarity to E.coli hypothetical 
protein YCAC (SW: YCAC_ECOLI) ; cDNA EST 
yk555dl2.3 comes from this gene 
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Mus musculus transcription factor-like protein 
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Homo sapiens GDP-mannose pyrophosphorylase B 
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Homo sapiens dJ425C14.2 (Placental protein 
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phosphodiesterase 
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Homo sapiens alternatively spliced product 
using exon 13A 
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Homo sapiens prolylcarboxypeptidase 
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Mus musculus membrane glycoprotein 
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Homo sapiens similar to KIAA0766; similar to 
PID:g3882253 
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27. 
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Caenorhabditis elegans Similarity to B.subtilis 
tetracycline resistance protein 
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Homo sapiens Ran-GTP binding protein; RanBP6 
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Mus mus cuius Xin 
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Drosophila yakuba anon2A5 
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Caenorhabditis elegans similar to phytoene 
synthase precursor; cDNA EST yk340f7.3 comes 
from this gene; cDNA EST yk340f7,5 comes from 
cms gene; cuna njoi yKoboeo. j comes rrom unis 
gene 
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Caenorhabditis elegans putative 
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Arabidopsis thaliana unknown protein 
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antiviral protein SKI2 and ATP-dependent DNA- 
helicases 
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regulatory protein UHPC {SW:UHPC SALTY) 
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Oryctolagus cuniculus PiUS 
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Homo sapiens match to ESTs AA316181 
All 67 94 2 (NID:g3701112) 
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Caenorhabditis elegans T13C5.6 gene product 
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Unknown /prediction= (method: " "genef inder " " , 
version : " "084 " " , score : " " 67 . 72 " " ) ; 
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4732 


AJ238706 


Drosophila melanogaster monocarboxylate 
transporter 1 homologue 


297 


30. 400 


4733 


AF072934 


Homo sapiens translational release factor 1 


1050 


48.773 


4734 


AC005306 


Homo sapiens R27216 1 


1480 


80. 970 


4735 


AF113131 


Homo sapiens host cell factor homolog LCP 


276 


80.000 


4736 


AB007926 


Homo sapiens KIAA0457 protein 


5616 


99.763 


4737 


AC004500 


Homo <?aDipn«; GDF— 9 


3109 


100.000 


4738 


AF007170 


Homo sapiens unknown 


404 


26.415 


4739 


X60152 


Homo sapiens zinc finger 2.2 


2795 


100.000 




O ^ 1 o 


rivJlUU oci^Xtiilo i\XrtJ-iU \J ~J c. 


593 


38 565 


Ai A ^ 


u U O O J 4 


\ Vi A. 9 ^ £t\J 1 \J ^ ^ \J } LNOttVj'^X ^tNXL/.yXXU^w/T-/// lllW O ^ 

RST AA065933 f NID* al562789) , and aenscan 


14 8 6 


88.845 


4742 


Z83115 


Caenorhabdi t is elegans predicted using 
Genefinder; Similarity to Human P619 protein 
(TR:Q15751) 


212 


48 . 387 


4743 


AF153230 


Xenopus laevis allantoicase 


817 


56.345 


4744 


Y07759 


Homo sapiens mysoin heavy chain 12 


413 


61.798 


4745 


M98529 


Homo sapiens 21 kDa protein 


418 


100.000 


4746 


U23522 


Caenorhabditis elegans No definition line found 


574 


31.875 


4747 


.ni: vj 1 \J \J 


Mon ndp 1 oh 1 domp^^tipa laptatp dehvdrocrenase A 


767 


41 . 534 


4748 


Z25420 


Gallus gallus class II INCENP protein 


238 


26. 103 


d 7 d Q 


an 1 7 R Q9 


nuuiu oci||JXdio oo^ox uxo X X JVC |-^x ucaoc 


3428 


99 . 807 


4 7 SO 


r\j-i\J U X ^ U 


H r^TTir% ^ar^i^TiQ h \7no1~ hf^1~ir'pl OT~oi"Pin 


740 


73 . 077 


d 7 SI 


£J O ^ ^ U O 


gene; cDNA EST EMBL:D27934 comes from this 
gene; cDNA E 


369 


32 . 035 


4752 


AL031320 


Homo sapiens dJ20N2.1 (novel protein similar to 
yeast and bacterial cytosine deaminase) 


260 


97 . 436 


4753 


U34932 


Rattus norvegicus Fos~related antigen 


1129 


82 . 432 


4754 


AF083108 


Homo saoipns sirtuin tvoe 3 


2730 


100 . 000 


4755 


AL049938 


Homo sapiens hypothetical protein 


1438 


99.552 


4756 


AJ006470 


Homo sapiens cartilage-associated protein 

/p7\ Cp \ 

\ \^t\0 tr ) 


1944 


100.000 


4757 


AF000195 


Caenorhabditis elegans similar to oxysterol- 

U J-ilUX i lij {JXwUCXiio 


839 


44 . 966 


4758 


U54638 


Mus musculus rhotekin 


1438 


81. 176 


d 7 SQ 


77P Sd 9 
/ O O 4 ^ 


^dcliUx iiciuux X o t;_Lt;yciiio oJ.iiixxcix l"jx u(JL*injii(j.x j-ci x 

OcLXXXCX LJXUL.C;X110f \^ LJL\r\ IZjOI l_jii£jXi* XVJXvJ'^X V^ltlC O 

from this gene 


523 


51 . 592 


d 7 


A. X O -7 X D 


n\jiii\j od^xdio xjuij xc^c^l-vjx xcxaucu ^x cx-^ lix o vjx ^r^j^ 

-19 to 4525^ 


1252 


96.196 


4761 


AF053308 


Drosophila affinis putative guanine nucleotide 

XCXCuOXilA^ Xd^U^JX 


656 


57. 962 


4762 


AF167320 


Mus musculus zinc finger protein ZFP113 


672 


67. 669 


d 7 fi"^ 


rir VJ 4 ^ D X X 


H r\ o a none VMTn't~TnpT't~Tn iTi'f~oi^a/^'l~TnrT T*\T*^t'OnTi 
rnjlllvj od^XtJllo X 1 LLi 1. L X Iiy XI 1 Xli Uc:X dL^ U Xiiy ^X(.JI_CX11 

HYPE 


1221 


1 00 000 

J. \J \J . \J \J \J 


4764 


AB014596 


Homo sapiens KIAA0696 protein 


3747 


100.000 


4765 


AL034408 


Homo sapiens dJ710L4.2 (similar to 

LYl i UoUijiiKXlN KEjij/ii IliU irr\kJ i £j X LN ^ 


1985 


99. 660 


4 7 fifi 


24 6787 


pa pno Th^^hH (i^lpfTsnc; ^iTnil^^T i"o Glii"t"r5"rpdoxin- 

ci 1 w J. i icii.^\^-i- i_ .J. o ^ J. o u u 1 1 o o -i-ivu. J. u J- \j ^ \j. \^ a J- ^ J- i X f 

Zinc finger, C3HC4 type (RING finger) 


1209 


51 . 582 


4767 


D78359 


Rattus norvegicus consensus repeat domain: 
ntl20-174; consensus repeat domain: nt262-317; 
consensus repeat domain: nt57-115; 
transmembrane domain: nt37 6-413 


235 


32. 168 


4768 


AF083217 


Homo sapiens WD repeat protein WDR3 


6181 


99.788 
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4769 


X95272 


Rattus norvegicus ORF 


304 


25.000 


4770 


AL096842 


Homo sapiens hypothetical protein 


409 


95. 385 


4771 


AF061817 


Rattus norvegicus DNA-binding protein PREB 


1471 


92.373 


4772 


AL0214 81 


Unknown similar to Phosphoglucomutase and 
phosphomannomutase phosphoserine; cDNA EST 
EMBL:D36168 


1138 


44.089 


4773 


292832 


Caenorhabditis elegans F31D4.2 


578 


42.273 




X52022 


Homo sapiens collagen type VI, alpha 3 chain 


4690 


99.582 


4775 


\J f \J \J %J *i 


r';^ pn r» Th ?ihH 1 1" 1 plpn^n^; Nr> dpfinition line found 


985 


39 . 231 


4 77 6 


X7 61 16 


Ppi pnn "rh ahd "i 1 1 s pletirin*? carrier nrotein fc2) 


693 


50 . 877 


^111 


U06713 


Rattus norvegicus SM-20 


993 


61.860 




Z46373 


Saccharomyces cerevisiae orf, len: 423, CAT: 

S36201 ^^6201 hvnothetical nrotein 1 - 
Rhizobium leguminosarum 


945 


44.142 


4779 


Z46354 


Homo sapiens hexokinase II 


200 


70.732 


4 / O U 




Uiiivinjwii ^x cux t- Uo-Liiy ociicxxiitxcx , oi^lnxt, HiO i 

EMBL:D68680 comes from this gene; cDNA EST 

_yJ\.^X^y^>-.J 


*J J* ~J 


37 . 917 


4781 


no U ^ -J ^ 


HoTTir* ptiq KTAAl Dl ft FiTnl'p'i n 

ov^ltiw oa.^Xdio x\ X .ru^ X X vj ^x^L.\3Xii 


4 916 


99. 185 


4782 


U49954 


Caenorhabditis elegans coded for by C. elegans 

nHM A PPF*^filQF' ^^horl" Tprrion nf wp;^ k ^imilr^Titv 
to Thprmomonosnora nrotein kinase fGB:U23820) 


281 


27.759 


4783 


M17099 


Oryctolagus cuniculus progesterone— induced 
protein 


1158 


91 . 623 


4784 


AL117482 


Homo sapiens hypothetical protein 


2001 


100.000 


4785 


Z29094 


Caenorhabditis elegans similar to Na/Ca, K 
antiporter 


234 


33.884 


4786 


D4 9473 


Mn mn^pnln*^; tTunr'stpri form of Soxl7 


1402 


78 . 400 


4787 


L3134 9 


nT~o*^or)hiilA rnplpanorrs^tPT" out at first orotein 


644 


41 , 228 


4788 


U66088 


Homo sapiens sodium iodide symporter 


186 


33. 654 


4789 


AL117204 


Caenorhabditis elegans predicted using 

f^pripfinHpr* nHNA R vk'^fl1h»7 S nnmp^ frnm this 
Odicxxiivrficx / \^ LJL\r\ j-joj. y r\. -J \j J. kj f •-j VwVJiii^o j.x\jiii l-iij-o 

gene 


325 


39.344 


4790 


AF038957 


Homo sapiens translation initiation factor 4e 


169 


100.000 


4791 


AF002196 


Caenorhabditis elegans No definition line found 


227 


38 . 462 


4792 


U21324 


Caenorhabditis elegans similar to entire S. 
cerevisiae ABCl protein (Swiss-Prot Acc: 
P27697) 


420 


50.862 




/^iJ U J X VJ ^ 


ri^iiiv^ ocik^J.c^iiA 1 1 y w u 1 1 L. X X ky'xv^L.cxi.i 


3182 


99.798 


4 7Q4 

*i / _7 *l 


AFnQ7ft R7 


r\a.L,L.Lio i iwx V X ^ U.O ^11^ 


1135 


98 . 810 


4 7 


T "^4 Sft 1 

J-i O 4 ^ O ± 






706 




Jj X J O ± J 


v^dcrliux lia.iJLix L, X o cxcycHio injitujxuyy vvj.(_ii xcLit_rj.iic 
;=iTn i no"npr>t i H A p ' poflpri foT bv 0 plprrp^ns cONA^ 
CE2F12 (GenBank: Z14714) and CE15D11 (GenBank: 
Z14518); putative 


1 771 
X ^ ^ / 


4 6 . 991 


4797 


L43631 


Homo sapiens scaffold attachment factor B 


377 


44. 937 


4798 


AF08338 9 


HoTTio <=;;^r)ipns "nii1" i vp WHf-!Cl trrni'pin 

1 1 V_/ILLV-if O dKJ J- Clio k/ U l— d L. J. V ^ VI llij \j X r'' ^ L. w J. i X 


3574 


100 000 

^ \J \J « \J \j \J 


4799 


AC004473 


ArabidoDsis thaliana T13D8 31 


630 


36. 901 


4800 


AJ238097 


HoTTio ^iP^nipn*^ Ti*=!TnS nrotein 


24 


60.000 


4801 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


363 


67.568 


4802 


Z75552 


Unknown predicted using Genefinder; Similarity 
to Prototheca mitochondiral ribosomjal protein 
Sll ( 


382 


43.704 


4803 


X92763 


Homo sapiens tafazzins 


2043 


100.000 


4804 


Z75170 


Saccharomyces cerevisiae ORF YOR2 62w 


727 


44.939 


4805 


Z48583 


Unknown similar to ATPases associated with 
various cellular activities (AAA) ; cDNA EST 
EMBL: Z14623 


1246 


59.868 
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4 806 

1 O L/ vJ 


AF104 91 9 


rin own A Iri Hoo t'h^ili^^n;* A Rf^ 1 or'O'h^'in 
kjii A.11V-/W11 nx ciux v^wju^o X o L, 1 Id X X cii Id rADVrf X ^x v..' L. t;:: X 1 1 

f GB • AJ001158 ) 


819 

O X ^ 


4 S 94 6 


4807 


X13320 


liWlLlV^ Odk^X^liO X O v.' X i 1 


340 


98 . 214 


4808 


AF14564 9 


Drosoohila melanoaaster BcDNA GH08388 


907 


38 362 


4809 


U58652 


Ofvct* o 1 acin ^ pimipulii^; ulnl criii 1" i n— coni uaat inci 
enzyme E2-32k 


1413 


99 . 515 


4810 


X76013 


Homo sapiens glutaminyl— tRNA synthetase 


4012 


100. 000 


4811 


AF047659 


Caenorhabditis elegans No definition line found 


1162 


46.731 


4812 


AL080214 


Homo *5aoipn*5 hvDothpt ica 1 ofotpin 


693 


100 000 

-4- V-/ vy . \j \j \j 


4813 


AB031292 


Mus musculus oroteolioid nrotein 2 


192 


30 . 208 


4814 


AF069291 


Homo sapiens hT41 


925 


44.970 


4815 


AL109832 


ilJ ^1 1 X ^ U O d ^ Id X t^ill^ ^ C O kJk^lLLk^C 1 1 ^ ^ L. 1 L> X V^d X ^X^I^CXll 


17S 

X / ^ 


32 . 632 


4 816 


Apn7n47n 


Ml TmiQr^n1ii<5 ^PARf^— "r^1^i~^H r^T'O'hoin 

LiLXO ILIUO V-rUX LiO O X XCXdL.CU ^Xtw'L.CXIi 


1 S8 ^ 

X ^ o ^ 


S8 S3n 


4817 


\j ^. ^ ~j 1 \j 


rivjiinj od^xciio d X L. cx 1 id L. X V c X ^ o^xx^CLi ^x(-^uliol. 

using exon 13A 


4 02 

*i \J ^ 


62 24 ^ 


4818 




Ml iQ mnQr'nlnc; n^nTooi 1 in 

LILLO iULiO ^LIX LlO i 1 C LiX X X X 1 1 


948 

^ f o 


^7 son 


4819 


L20319 


Rattus norvegicus developmentally regulated 
protein 


221 


55.172 


*a O ^ U 


Mft 1 Oft ft 
r J O ± U O O 


r\.cit.L.Uo iivjx vey 1 L-Uo ZjZ x axpiid 


X oo 


J? o . o o / 


rt O ^ i 


rift ?Qft ? 

U O ^ Z3 O ^ 


v.^dvxd ^vJX X X Lio uEj^ o 


R4 4 

J *i *i 


4 7 ^QQ 


rt O /L 


t\Z \J \J \J J. J ^ 


v-^d cin-Jx i iduux (_ X o cxcydiio oxiuxxdx nj vjAyoutJxux 
hinHSnrr n»T~r^"hoTnQ 

X>'Xill^.iXill|J ^XVJL-CXllO 


1 ?4 
X J *i Q 


4 7 8 QQ 


4 823 




H om o <?A"OTonQ Q"iTYi'il;5T" Y f\ r^R16 ^H"^ H nm a "i n 
nwiinj od^xciio oxiLixxdx \^kj ^r\xvj/ oo^ L^LJiiidXii 

hindinrr OTOhpin* 'Similar' 1~o ?2nS'^4nA 

JuT X 1 IV^X 1 1 y J_ W l_ ^ X 1 1 / OXIIIXXCIX V. W £^ \J ^ ^ \J £x 

(PID:gl587070) 


X J U -7 


QQ 4 SQ 


4824 


087973 


Mils Tinn<^pn1n*^ TTin"nar''t" 


396 

J J VJ 


86 76S 


4825 


X75756 


Homo ^aoipn*? OTol'P'in Icina^^p C mn 


67 S 


99 020 


4826 


AF070614 


Homo ^aoi pn^; nnkriown 


2 S68 

^ -J u o 


inn ODD 


4827 


L08069 


Homo sapiens DNAJ homologue-2 


1329 


68.613 


4828 


AL117525 


Homo sapiens hypothetical protein 


172 


96.000 


4 R9Q 

4 O <^ ^ 


U ^ ^ O / D 


nomo bdpiens axt exriduivexy spxxcea proouct. 

11^1 nn *^v(^n 1 "^A 




7 CO ^: 

/ O . OZ D 


4830 


M11437 


Homo sapiens kininogen 


2074 


100.000 


4831 


AB005142 


Homo sapiens klotho 


576 


37.097 


4832 


Y18208 


Rattus norvegicus serine-threonine specific 
protein phosphatase, glycogen— binding (GL) 


873 


90.226 


H O O ^ 


U O J O 4 U 


r\dt.tuo noxvegxcuo nucxeoporxn pofi 


X X O D 




4 R'^4 

H O 3 H 


AT C\'\^ RR ft 
riJ_iU O X 3 O 0 


nomo sapiens uuxxdoux . ^: . x tnovex prouexn 
oXiuxxcix Uv-J * trxcydiio Duuoo.xo anci DdCLexXdX 
i" RN A { — MpI" h vl pm i nompi* hvl — ? — oiiti sh*:*^ — 

Methyltransf erases ) (isoform 1) 


Q QO 


Q7 7/1/1 


4835 


AF116509 


Homo sapiens Ets transcription factor TEL-2b 


2415 


100.000 


4836 


ABOlll 68 


Homo <5;^0'i onQ PfTAAHRQfi ■or^o'ho'i n 

riLylUL-' Od^-fXCilO t\XrtrtVJJ_70 ^XLJUCXll 


O X X u 


QQ ft ^fi 

J7 ^ . O O U 


4837 


X66357 


Homo sapiens serine/threonine protein kinase 


1667 


99.595 


4 ft ^ft 

H O O O 


y ft fifift ? 

AO \j\jO c. 


iuuo luuscuxus nLNrrOD pxOLexn 


on ^ 

c. i O 


Oft , U 


4 ft "^Q 

*3 O ^ 17 


fir U J O Q D D 


i\iuo luuscuxus Kxnesxn xxynt, cnaxn z 


^ u / 0 


7 ft ft /I 


4840 


AF100657 


Caenorhabditis elegans Contains similarity to 
Pf am domain: PF00614 (PLDc), Score=13.8, E- 
vaxue— u . z , w— x 


217 


38.400 






Homo sapiens dJ126A5.2.1 (novel protein) 

^XSOXOxul X^ 


1 C7 O 


inn n n n 
xUU . UUU 


4842 


AB002319 


Homo saniens KTAA0321 


10277 


100 000 

X w w . u w w 


4843 


AL096768 


Homo sapiens dJ858B16.2 (novel protein similar 
to hamster PSSC ( Phosphatidylserine 
Decarboxylase Proenzyme, EC 4.1.1.65) 


2108 


99. 670 


4844 


U86074 


Homo sapiens tesmin 


206 


54.386 


4845 


AB023136 


Homo sapiens KIAA0919 protein 


4673 


100.000 


4846 


X87237 


Homo sapiens a-glucosidase I 


4405 


97.869 
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^ O 41 / 


£\E U 1 D4 Z 1 


uaenornaDui Lis Gxegans oiitiixa.2r to 

T 1^ d T 7 n V\ /*\ e t~\ 3 "t" a o • /*^/^ ^ /^ "P/^ V y ^ a 1 a a o 

ni Lx opneny xpnospod. uao c ^ couea. j.ox oy ^« ©xeyans 

L*L>'lNrt yJS.^X^il^ • sj/ ^UUt:;U XL/X ^« CXCydlio \^ULyr\ 

vk267p8 S; rodpd for hv C plpaan«5 pDNA 
yk312h2 . 3 


"5/ A 


o / . UlO 


4848 


Z29121 


Caenorhabditis elegans ZK757.1 


734 


39.858 


4849 


AB020702 


Homo s;5r)ipn<? KTAA089S DTot'pin 


834 


64 . 324 


4850 


1155021 


o civ^ v^i lax v-^itij^ ^.rC o ^ X V X o X u. c 


138 


33 . 333 


4851 


ABO? 9000 


Hnmn ci^^r)'ipn<=s KTAA1 077 "nTO'hp'i'n 


5570 


99 . 750 


4852 


AB02 9035 


Homo s^ioiPnc? TCTAAIII^ OTo1~P"i'n 


3399 


95 . 131 


4853 


AFn74 603 


^ "h T"PO+* om \/o P Q riT~'l ^^piiq snhso rrTi spn<5 MonF* 


265 


38 . 571 


4854 


AF081249 


Homo sapiens JAWl-related protein MRVIIA long 

1 <5 O "FOTTYI 
XO^XWXILL 


5849 


99.215 


4855 


AL03178 6 


^ohi Tos^ooVi;^ Tom \/op s oornhp h \700't" hp"hi o^l OTO'hP'i n 

^_>l 1 Ji^ \^ O CL \-r 1 Cl J- wltl y V-r w O k^^u'lLLLJ^ 1 1 Y V./ I.. 1 L. -L. ^ CI -L. k>f J~ W L. ^ X i 1 


209 


33 628 


4856 


D87 908 


Mil'? mil *=?pii 1 n niiolp;^!^ "r)TO"hpi n no9S 


512 


4 6.286 


4857 


AC00717 8 


At^^H 1 doo '^is "hhrilisn;^ h vool" hpt'ipsl OToi'Pi'n 

J- Cl -i- Vw/ k-^ lJ? _i_ O ^ilCL-l — 1- CL 1 1 Q 1 1 y W W V- 1 1^ JL Q JL k-^ -U ^ I— ^ i I 


680 


32 326 


4858 


X70804 


Mn s Tnnsonl ns t~;^H1 "7 


304 


90 . 000 


4859 


M340S4 


C* P\\7 \ ootopI Ins ooTTio 1 PTTiPn t* ■OT*o1~Pin I f^PP* \ 
v^Qvxci ^^xocxxuio ^wiiikJ xduciiL. M-'^ vji,cx.ii yor^v-'^jy 


4 36 


39.773 


4860 


M25579 


Bos taunis ^^dpnvl vl ovolr^sp Tvop T 


5713 


91 . 300 


4861 


AL03164 4 


^ i. ^ ^ o lo. ^ y v^^^ K-^ v-ziLu^ ^ 1 1 y ^ 1 i^ ^ ci ^ k^^ ^ ^ 1 1 


292 


28.319 


4862 


Y17832 


Human endogenous retrovirus K pol protein 


175 


48.000 


4863 


M7 64 1 1 


HjO^iiCi LOilXCl O J L O d ^J-T^ 




1 no nnn 


T O U T 


ARDI 1177 


H o Q^^r^TonQ T^TAAD^OR T^v/^i'O'ln 


4 S7 

4 0/ 


^fi S74 


4865 


AF08017 1 


H om o satrif^ins ^inr* "Finrr^T" OTr^t'f^iTi !7KiT*'9'^'? 


X Z/ \J ^ 


TOO 000 


4866 


AL1174 62 


riwiu<^ od^xdio 1 1 ^ u 1 1 c u X o d -L ^xwt_cxii 


308 


4 6 4 S7 


4867 


X64 878 


HoTTio s^^Tii pn Q o v^/l" or" "1 t\ t e^x'\^ r\T 
n\Ji\,\,\j od^xdio \j j\.y j-ii xc^c^L>wX 


902 


100 000 


4868 


M92843 


Homo s^^oipns 7\x\c "finrrPT t Tan so'ti ot i ons 1 

regulator 


261 


100 000 

J. V/ w > V/ w 


4869 


AF059569 


Homo sapiens actin binding protein MAYVEN 


305 


50 . 000 


4870 


AB023216 


Homo sapiens KIAA0999 protein 


7456 


99.728 


4871 


AF02 67 94 


Ml iQ miisoiiliiQ rra1<=iO'i~in — 


201 


28 . 877 


4872 


AL 1 1 7 4 7 8 


Homo s^^oiP^ns h \/oo'i~ h^"t~io3l OTO'h^iTi 
nwiiivj od^xci^iio 11 ui ic L. X t_d X ^x^jl-cxii 


4 882 

1 o o ^ 


99 713 


4fi7'^ 

1 O / *J 


.704 fins 

tj VJ t> VJ J 


nuiiivj od^xcriio |Jx(JJLX(Jdoc 


J U X 


Q1 8^7 


4fi74 


AFOI ^fi 
rtE L/x;7^ju 


UX V_< L _y V-J O U C X X U.111 o 0(J X Lllll 1 


/ 4 D 


O -7 . o D 


4875 


AB001451 


Homo sapiens Sck 


992 


100.000 


4876 


X85019 


Homo sapiens UDP-GalNAc : polypeptide N- 
dO^c uyxy d j-dO Lvjodiuiiiy X urcinoLerdoe 


902 


48.029 


4877 


U86074 


Homo sapiens tesmin 


2133 


100.000 


4878 


D86980 


Homo sapiens KIAA0227 


501 


45.312 


A Q1 Q 


no C Q "7 Q 


nomo sapiens kiaauzz d 


O "3 /I 
ZOH 




A QQH 
41 O O U 


V Q O Q n Q 

iiyzo uy 


Caenorhabditis elegans predicted using 
Genefinder; similar to Thrombospondin type 1 

UullldXIl 


A 1 A 


oU , b 


4 P R 1 
4 O O X 


iiO / J. o 


unknown oinixxdr uo gudnme nucxeouiue oinomy 
protein; cDNA EST EMBL:T00917 comes from this 


1 R R 
1 0 0 D 


D4 . /DO 


4882 


AF095286 


Homo sapiens guanine deaminase GDA 


793 


100.000 


4 R P 

4 0 0 0 


/\r X z o X oz 


noino sapiens ncjKv n iiiK dssociauing prorein z 


1 oU 


inn nnn 
1 u u , uuu 


4 fi ft 4 

4 0 0 4 


U vy ^ J O X 


nomo odpiens i\i/\r\uojo 


D DO O 


inn nnn 
luu . uuu 


4 O O J 


YR S S4 S 

AO J J 4 J 


rnjiiiu odpierio prouein Kinase 


4 Z / 


Q Q c:7 
DO. I? J / 


4 ftft 

4 O O O 


ZXP1 4 Qn4 s 

rir X 4 _?U 4 O 


nomo Ssdpiens oex coitid on luiaieg nomoiog i 
isoform 1 


'i 1 Q A 
1 / o fl 


y^c . D bo 


4887 


U13149 


Pennisetum ciliare possible apospory-associated 
protein 


189 


45.588 


4888 


U23172 


Caenorhabditis elegans No definition line found 


619 


37.631 


4889 


AB002304 


Homo sapiens KIAA0306 


9825 


99.724 


4890 


M32512 


Sus scrof a Na+ , K+ -ATPase alpha subunit 


167 


92.308 


4891 


D10923 


Homo sapiens HM7 4 


530 


45.226 
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4892 


AL049944 


Homo sapiens hypothetical protein 


193 


51.613 


4893 


AF089745 


Homo sapiens FK506-binding protein 


264 


80.851 


4894 


M16538 


Homo <=?f3Dipn^ G "orotpin hpts •=?iihi]n i 1" 


745 


91 . 964 


4895 


U00063 


Caenorhabditis elegans No definition line found 


140 


20.792 


*i O J \J 


AP077R "^1 

r\L \J f / o J ± 


Homo Qi50i on Q +* i iino v — t~o 1 ai^oH ovoi~oi n 
n\jiii\j oci||JXdio L,Liiin.-fx xcxciLC^-i ^xvjucxii 




1 on non 


4 ft Q7 


Ml fil 4 1 

L J i vJ J. *! X 


OCLXXLIO ^ClXXLiO UVUXllilXJiJXHJX 


1 ft 4 

X O *J 


"^7 fift 1 


4898 


Z81030 


Caenorhabditis elegans similar to citrate lyase 
jDcud (^i Id XII, (^uiN^-i Cjoi y)vou^xj'i.-j coiutro J- X (Jul cnio 


602 


54.023 


4899 


J04621 


Homo sapiens heparan sulfate proteoglycan core 
protein 


2591 


99.748 


4 900 


AJ003125 


Homo c;^"niPnQ ot^oooII ^^rron T N — OT"0"l~0"in;^c;ci 
n wiiiu oci^u.dio ^x^^wxxciydi X in ^x^L-CXiictot:^ 


4 4 4 

*d 1 *i 


O J . *J u o 


4 901 


AF053367 


Mn Q miiQpnlnQ o;^Thov\7l 'hor'mHn^^l T.TM Homa "i n 

orotein 


4 

1 O J 


4 ^ S7ft 


4902 


AF002668 


Homo sapiens MLD 


634 


72.034 


4903 


Z82266 


X WX 1 IdUUX u X o cxcydiio ^X C v_i.X o u LloXliy 

Genefinder; similar to WD domain, G-beta 

r-pop a "1- o 
X C d L. O 


y ^ y 


lift 

J -7 • X X O 


4904 


M28 82 1 


Mn mn«?r^nl To'hp— T oPoi~ i Hps 
iiu.o iiiuio ^ U.X Li o i^uc X jh^c^L.Xk^c: 




o u . 1 \jy 


4 905 


AF07 6957 


Homo Q;^oiP»nc? ^HPI OY*0"h(^"iTi 
nkJiuw od^xdio oi-/irx ^xv-'L.cxii 




Qft ft 94 


4906 


U76638 


Homo sapiens BRCAl-associated RING domain 

^ X L^ L. C X i X 


419 


40. 957 


4907 


U22376 


Homo sapiens alternatively spliced product 
ii"^ino f^xon 1 "^A 


390 


72.727 


4908 


AF060152 


Homo sapiens METHl protein 


6696 


100.000 


4909 


AF117892 


Homo c^oiP^nQ aQoaT~i*io— liVo oyo'Hoaco 
rnjxiiw od^xciio do^dXL.xo XXJvt; ^xULtidofci 


X X o ^ 


4 / . DO 


4910 


U32394 


Mus musculus Max-interacting transcriptional 

Xc^XtrootJX 


280 


80.000 


4911 


D21205 


Homo sapiens estrogen responsive finger protein 
(efp) 


294 


37.857 


4912 


AL034381 


Schizosaccharomyces pombe conserved 

nypo tne Licaj. rrAixi urtuu^i concaming protein 


298 


40.708 


H y ± o 


A DO D y ^ 


nomo sapxens una ^cytosine j } 
iiic Liiyxuxdrioi.tixdoe 




Q Q Q Q O 


4 <51 4 

1 J X rl 


7. 7 S ^ ? 


v^^dtrilUx lldDUX UXo cXeydllS wedK SXIUXXdni-y I-O 
OL-d^xxyx^-^^^uo dixuv^xyoxxx ^dic; ^xr\.vj/ojvj/^^ , l- L/lNrt 

EST EMBL:M89336 comes from this gene; cDNA EST 
yk505dl2.3 comes from this gene 




O , fl O 0 


4915 


AF000198 


Caenorhabditis elegans weak similarity to HSP90 


594 


30 . 952 


4916 


AB020721 


Homo sapiens KIAA0914 protein 


666 


56.716 


4917 


AF083246 


Homo sapiens HSPC028 


1540 


100.000 


4918 


AF001434 


Homo 55anipn<? Hnr3*^"h 


X U J u 


ft4 fiQft 


4919 


U36340 


Mus muspulu'? RKTiF 


y ^ \j 


94 9 


4920 


AF126484 


Homn ssnipnc; PARn4 


4 9 4 

*1 ^ *i 


4 4 Q4 4 


4921 


AF186469 




-7 O X 


Qn ?ft s 


4922 


AC007 071 


•ti-x di-i' X »D X o uxxdxxdixd X x_y (- X xc 1 L^dX j>-'XUL.cXiX 


^ ^ X 


9 (=; 4 nn 


4923 


AC003093 


Homo saoiens OXYSTEROL-RTNDTNf; PROTFTN* 4R% 
similarity to P22059 (FID: gl29308 ) 


J VJ J 


7^1 


4924 


AF067660 


Mus musculus Rcl— ? homolon 


4 07 


4 7 ^fift 


4925 


AF145204 


Homo sar)ien<=; R2r5 — Phxl — ^5 ssopi a^pH oToi'pin 


14 58 

X 1 J o 


/ y r ^ o o 


4926 


X69089 


Homo Sr^oi pn<5 1 fiSlcH "otoI'pi n 

11^1LIV_/ Odk^J-^llO J. \J ^ JV kJX W X 1 1 


O J — ' 


Qfi ft7 S 


4927 


AF022080 


Homo ^^aoipns R— rpi*^*^ 


^ VJ ^ 


1 nn nnn 

X U VJ • u u u 


4928 


AC006585 


Arabidopsis thaliana hypothetical protein 


212 


25 . 108 


4929 


D42047 


Homo sapiens The ha3662 gene product is related 
to mouse glycerophosphate dehydrogenase. 


2715 


100.000 


4930 


AB028998 


Homo sapiens KIAA1075 protein 


9734 


99.427 


4931 


AF051162 


Drosophila melanogaster SLOB 


443 


39.574 


4932 


AF001533 


Mus musculus mitogen-induced 


497 


98.750 


4933 


Z72604 


Saccharomyces cerevisiae ORE YGL082w 


230 


27.500 
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4 -? O *J 


Li 1 \J t O \J 


from this aene • rDNA EST vk4fild9 S romps from 
this gen© 


^d R 

O 0 


d Q 0*^9 


4935 


AB007948 


Homo sapiens KIAA0479 protein 


2327 


100 000 


4936 


AF187318 


Homo sapiens F-box protein Fbx2 


873 


48.289 


4937 


Y17048 


R^^ttns norvpfiims p^=) 1 HpnHr i n 


1274 


94 . 500 


4938 


AB020626 


Homo s;^r>i pns PCTAAORI 9 orotpi n 


34 9 


39 . 583 


4939 


L06237 


Homo ssoiens mi protnhn 1 p — ?^ ^ ^op i 3 1 pri orotpin IR 


671 


35.782 


4940 


U81491 


Mus musculus oolvhompot ip 2 


197 


4 4.776 


4941 


AF007787 


Enterococcus faecalis orfC 


309 


44.444 


4 94? 


AFOSR 91 9 


r\x akJXKJL^yfj ciictx J. diid XcijXvJiio UJ_ wcdJS. o-LlllJ-Xcti. X l_y 
to 1 — 3 sofl r^n i sp 


9 ^^7 


d S R R fi 


4 94 3 


AF051155 


rXdUULlO ilWXVCl^X^LlO 0 J^C?L.d XXi\.C ^Xlu'L.CXii OOiJ 


1 ?ft 0 

X ^ O VJ 


^ *i . J O O 


4944 


X57108 


Homo sapiens cerebroside sulfate activator 


338 


100.000 


T ^ *i J 


AT.1 1 7 Q 
X / J o 


fiijiiiu odpitriio iiypo LI le u xCd± pj-Ouein 


1 7 ft 7 
X / 0 / 


X u u . u u u 


1 ^ 1 D 


U ^ ^ .J f o 


nuiiiu bdpxtriib d X t-exOd u i vex y spxxcecj. pxoau.cu 
using axon 13A 


1 ft R 
X 0 O 


PR R7 1 
0 O . 0 / 1 


4 947 


AT.nsm S7 


Homo h \/T^ot* ho+"'i(^^n r^T~o'l~c»iTi 
rnjiinj od^xc^iio iiy L.11C L. XL.dX ]^xoLc;xii 


7 d 7 


1 on nnn 

X u u . u u u 


4 Q4 fi 

*a ^ T O 


rtr \j y \j JL ^ 


JAd L L LLo 1 IwX V C Lj X LX o XXll / r\ 


fi fin 

O D U 


Qfi ^^n 


4 Q4 Q 
*i *± y 


O / X U \J 


Roc 1~3nT"nc i^oT^'t" T /Ho ■moi~Vi'i oni no cnl "Fovi 
O^Jo LdLlXLIO ^C^UXLlc^ illc: LllXLJliXI m oLLXXvJAXUC 

reductase 


1 d 09 

X 4 U ^ 


ft Q 9 "^R 


4950 


AF025441 


Homo sapiens Opa-interacting protein 0IP5 


1557 


100.000 


4951 


Z69240 


Schizosaccharomyces pombe putative 
amxaonycixoXdSe 


996 


52.708 


4952 


U21309 


Caenorhabditis elegans No definition line found 


307 


39. 157 




7\ on 1 Q 1 Q Q 
AiDU 1 0 1 0 O 


Bos taurus myocilin 


T 9 "3 


Q C COO 


4954 


AL035424 


Homo sapiens dA22D12.1 (novel protein similar 
to Drosophila Kelch (Ring Canal protein, KEL) 
and a heterogenous set of other types of 
proteins ) 


382 


66.667 




/\ijU O IZ 0 1 


Schizosaccharomyces pombe conserved 
nypoLne uxCdX pro Lexn 


4 UU 


•DC c 1 n 

oo . o 1 y 


d Q ^ 


uooo / 0 


^dcnox naDax L xs exegans cooea ror oy , exegans 
cDNA cm21e6; coded for by C. elegans cDNA 
cm01e2; similar to melibiose carrier protein 
( thiomethylgalactoside permease II) 


0 1 D 




d Q 


Y7ft Q"^*^ 

A / 0 y 33 


Homo sapiens zinc finger protein 


1 m 9 


/ 4 . / O 1 


d Q t^P 


n irnm 1 q 
r\£ u u / 1 J y 


Homo sapiens unknown 


1 tr Q T 


Q Q T Q n 
yti . / oU 


d Q c> Q 
f± y O 


np 97 


Homo sapiens DCRRl 


T Q n 


9 9 Q £; 9 






Caenorhabditis elegans Similarity to Yeast 
ABCIP protein (SW:ABC1_YEAST) ; cDNA EST 


olo 




4961 


AF118274 


Homo c^TTi on ^ HNW — ^ 


1 7 SQ 


1 nn nnn 

X u u . u u u 


4962 


AL050197 


H om o c^Tiionc Vi \/o othotio;^! OKO'ho'in 
iiv_;iuu od^xciio 1 ly u 1 ic L. X od X \jx\J\—x^xi\ 


d Qfi 

*i ^ D 


d ft "^9 Q 


4963 


AL0313 93 


Homo CPOTon^ H.T7'^'^mS 1 ^7. "ino— "Finrror* lo'ro'ho'ln^ 
rnj'iuu od^xdio KX\j 1 ~j X ~j » X \ Lx Xi.v\^ xxiiycx ^ X\j K^rii xi.x ) 


o o ^ u 


1 nn nnn 

X U U . U U \J 


4 964 


L07780 
■1—1 *j / / \j w 


Roc; tAiirnc; riDP — 1 MAo * r^ol wopot "i Ho M — 
spptvl ciPi'\ sptossmi nvl tr^^nc'PPTaco 

av^wL.j^-Lyaj.diurL.woditiJ.ii^y-LL.Xdiioxt^xdoc^ 


D O J 


^d 7 1 


4965 


AF155117 


Homo sapiens NY-REN-62 antigen 


505 


49.708 


4966 


X80903 


Mus musculus DELTA-like 1 


716 


40.240 


4 !3 D / 




Homo caoTonc T^"T Zi Zi 0 9 ^ 

nomo sapxens r\Xrir\uozo 


1 "5 7 ^ C 
X J / 41 D 


inn nnn 
i UU . UUU 


4 968 


ABO 14 520 


Homo *=;;Rriipn«5 KTAAOfiPO rtrotpin 


X O O 17 J 


QQ Q^n 


4969 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


390 


71.622 


4970 


AF154671 


Homo sapiens CRBl 


9674 


99. 626 


4971 


U29096 


Caenorhabditis elegans coded for by C. elegans 
cDNA yk44f2.5; similar to P59 protein (HSP 
binding immunophilin) and to TPR domain 


527 


38.000 


4972 


AF125188 


Homo sapiens adenosine deaminase acting on tRNA 


301 


91.667 



155 



Attorney Docket 784 







1 






4 973 


D2654 9 


V? 1.1 U U J. U V J- 1 1^ Ului ^ V G J. U. 1 1 


4422 


90 .795 


4974 


AJ007798 


Homo sapiens nuclear protein SA3 


481 


92.000 


4975 


AF068749 


Mus musculus sphingosine kinase 


175 


41.791 


4 Q7 

H y f \J 


riJ-i u *j J. o o J 


Homo QaoTonc 0 ( t\ r\\7C^ 1 OT'O'h^in^ 


1621 


100 000 


4977 


AF187552 


Homo sapiens ezrin 


201 


90.909 


4978 


U95098 


Xenopus laevis mitotic phosphoprotein 4 4 


611 


71.774 


A Q"? Q 

4 y / y 


A / / JO O 


Homo sapiens cathepsin 0 


1 ft 7 P 
X 0 / O 


1 no ono 


A CkQ n 

4 you 


ii4 y y D / 


unKnown cuna boi tMrsij: iuu /4o comes rrom mis 
gene; cDNA EST EMBL:D69356 comes from this 
gene; cujna 


c; T c; 


oZ . Z4 U 


y o 1 


Ix / o D 4 Z 


v^aenornaDaitis exegans sxmixar uo LYiiuocnonariax 
ca.mer pxroLeinS/ cuLNri. iijoi rjixiDij. iuxdoj. l-uiugo 

J- J. vJlll LllXo v^ciit:^ 




^4 419 
O 4 . 4 X Z 


4982 


D87757 


Mus musculus ECF-L precursor 


762 


68. 919 


4 ^ O J 


Jj^ VJ J J. -7 


r\ctL,LLLo iiui. V t;y -H— Uo v Ldxxy i. cy u.xci 




O J . U J u 


4984 


U49057 


Rattus norvegicus rA9 


1098 


70.472 






rti. duxuvj^o i o Li Id X J. di Id ny L xic u X Q-dx irxijucxii 


J. Z. X X 


ft 

J J . O J 




ya^ fid 7 

AD ± U 4 / 


nyuxd op. iiixiix c_oxxciycii 


1 Q7 

X -7 / 




4987 


U85969 


Xenopus laevis middle molecular weight 
lie ur (J X xxdiuen 1- pxot_trxii lnt \ x j 


259 


29.102 


4988 


AL022238 


Homo sapiens dJ1042K10.4 (novel protein) 


793 


51.029 


4 yo y 


AC U U D i ^: o 


Homo sapiens Human homolog of Mus musculus wizS 
pro LSin 


"5 0 0 


inn nnn 
1 u u . uuu 


4 y y u 


uy uo o u 


E ugu ruDxxpes zxnc xxnger protexn 


1 9ft R 
X z o o 


/J . J o o 


4991 


U23175 


Caenorhabditis elegans similar to anion 
cxcndnyc proLcxn 


1184 


46.250 




riJ-iU O ± / O O 


OonXZUoaOOild.XOIIlyC.tro puiIUJc pULdLXV^ 

mitochondrial inner membrane protease subunit 2 


9n? 


000 


4993 


U96113 


Homo sapiens WWPl 


4692 


99.853 


4994 


X57228 


Rattus norvegicus beta COP 


4867 


98.830 


>i n Q c 

4 y yo 




Rattus norvegicus ADP-ribosylation factor 1- 
Qirecrea tjiirase acuivamng prorein 


1 /I c: "5 
i 4 O J 


ft n c; n Q 


/ Q Q C 

4 y y D 


At U4 U y 4 4 


Mus musculus P140 


/I R /I 
4 O 4 


"5 IRQ 


4997 


AC007858 


Oryza sativa Similar to gb|U43629 integral 
membrane protein from Beta vulgaris and is a 
luenLDex ox une suydx cxdnopox cex xdiuxxy 
PFI00083. ES 


O / / 


'in 9/1 
o / . z 4 o 


4998 


AL117654 


nouio odpxens nypoT_iic txodx pxvjucxii 


90 SQ 


1 00 000 


4999 


AB006629 


Homo sapiens KIAA0291 


6027 


99.895 


5000 


L04673 


oaccnaromyces cerevxsxae pnospnauase 


1 QR 
X y 0 


-50 000 
OU . UUU 


5001 


AF047659 


Caenorhabditis elegans No definition line 
found 


9 Q1 

z y X 


R 1 09 0 
D X . UZ U 


5002 


U29378 


Caenorhabditis elegans No definition line 
found 


910 


53.462 


5003 


U23515 


Caenorhabditis elegans weakly similar to 
gastrula zinc finger protein 


o I 0 


Af) nno 

4 U . UUU 


5004 


D64001 


Synechocystis sp. hypothetical protein 


396 


39.888 


5005 


AL035416 


Homo sapiens dJ/ozL^j.i (HOOKi) 


A 1 C, 

4 / O 


an OQA 
bU , z y 4 


5006 


S66407 


Homo sapiens receptor tyrosine kinase isoform 
FLT4 long, FLT41 {C-terminal} 


4 y o 


1 nn nnn 
i UU . UUU 


5007 


AB015630 


Homo c a o T one ■t"\/'00 TT m OTnW'K'a n o o'K'oi" o t n 

rnjiuo od^xmio '-Yir'" iiitriiLux diit; ^xoutrxii 


?ftft 

o o o 


4 ft R1 Q 


5008 


Z70269 


Unknown predicted using Genefinder; Similarity 
to Yeast hypothetical protein YHGl 
(SW: YHGl YEAST) ; 


1526 


44.857 


5009 


AF105228 


Bos taurus tuftelin 


711 


94.915 


5010 


U23169 


Caenorhabditis elegans No definition line 
found 


329 


51.923 
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5011 


AB020637 


Hoiuo sapiens KIAA0830 protein 


3451 


100.000 


5012 


M31013 


Homo sapiens nomuuscle myosin heavy chain 
(NMHC) 


7708 


99.840 


5013 


AF125158 


Homo sapiens zinc finger DNA binding protein 
99 


635 


100.000 


5014 


AE001719 


Thermotoga maritima NADH oxidase, putative 


221 


26.126 


5015 


U82163 


Oryctolagus cuniculus No definition line found 


364 


53.571 


5016 


AB006013 


Rat t us norvegicus RGS8 


214 


49. 180 


5017 


L26955 


Streptomyces verticillus beta-hydroxylase 


313 


51.579 


5018 


AF140501 


Homo sapiens RAD30B 


4689 


99.441 


5019 


X98374 


Rat t us norvegicus KIS 


963 


98. 621 


5020 


AF17284 9 


Homn ^^^Dien'^; ATM— 1 orotein 


3564 


100 . 000 


5021 


Z72795 


Saccharomyces cerevisiae ORF YGROlOw 


655 


41.538 




r^o V./ ^ w u Q ^ 


Hnmn ci^ni pn<=; KTAAr)ft7S DTotei n 


4162 


98 . 885 


5023 


U ^ W ^ VJ o 


Homo ^^oi ^nc: nnkriowri 


352 


41 . 007 


J U 4 


770n ?4 


rin l<rn own c:'iTn'il;^r'i1*\/ 't'o "^S IfCD h vnot" hi pt "i 1 

yeast protein (Swiss Prot accession number 
P^8 8 0S ^ * rDNA 


1020 


51 . 678 




rtO \J VJ VJ ^ o w 


1" i~ n noTvpn "i r'ns r>PDi~i Hp/hi *?t* i dinp 

transporter 


3185 


87 . 057 


5026 


AB029010 


Homo sapiens KIAA1087 protein 


6354 


100.000 


5027 


AC005620 


Homo sapiens R33590 1 


2089 


100.000 


5028 


M38222 


Trypanosoma brucei procyclic acidic repetitive 
protein 


182 


88.462 


5029 


AB029018 


Homo sapiens KIAA1095 protein 


7344 


99.454 


5030 


AB018299 


Homo sapiens KIAA0756 protein 


5678 


99.761 




ARDT Q9Rn 


Mn mnQr'nln<5 <5 0T~on "t" \/— 4 


1559 


95 . 853 




ARfim Q4 ft 


Homo c5;^o"ipnc; KTAAn47Q OTohPin 


519 


36 . 634 


5033 


U22376 


Homo sapiens alternatively spliced product 


202 


69.565 


5034 


U21317 


Caenorhabditis elegans similar to 

SP: YR40_BACSU (P37512) hypothetical 78.8 kD 

■pi T" o "h "i n "in TT^'T'R — PVOZi \ n'hPTTfpni o TPrfi on 

LJxOL.Cxii X 1 1 J. ill X O L^£WJr\ X i 1 l_ C X C i J. X O xC^^X^^ii 


566 


31.268 


5035 


AB018324 


Homo sapiens KIAA0781 protein 


4316 


100.000 


5036 


AL031525 


Schizosaccharomyces pombe ubiquitin carboxyl- 
terminal hydrolase 


987 


42.147 


ouo / 


Ub J 41 / / 


nomo sapiens ine r\iH/\u±4^ gene prouucu is 
related to a putative C. elegans gene encoded 
on cosmid C32D5. 


fi D 


fi9 son 


OU 


UD U 1 y J 


uaenornaDui CIS eiegans weaK simiiarii,y to 
oir. lFilUO \^Li\Jt\c> \sr3.Di^\>) nypouneuicdi pioceiii 
ctiiu IT i r\ . 1 o J o ^ oUxtroo xiiui-n-.xi-'Xc ^xwucxii 

STIl 


/ U D 


O O . 1 O Q 


J U J -7 


^ / *3 W O -L 


rin Vn otA7n QTmTl;:ar"T"i"\7 'ho Y^s;^^'!" H— 
uiir^iiuwii o Xiiix X dx X L. ^ \^\J iCdou u xa^uciuc 

dehydrogenase (SW: DLD1_YEAST ) ; cDNA EST 
RMRT. * n 2y''^S pomes fro 


701 


50.495 


5040 


rtD \J \J Z/ ~J ~J 


X ^ X CL U d 1 V.^ Vv V-/ v-i U O 1 iCl X W 1 1 X X U. O V X W O L-XullO^\_/X l_ ^ X 


169 


35.294 


5041 


U97107 


Mn <^ mnc:pnln<^ TnRmhT*;^np nl \/pnr>T~n1" p "i n PTCi30 


651 


48 . 901 


5042 


AF0S5084 


HoTTio c'arj'ipn*^? vptv IsTcrp (i— DTO't" e i n pouoled 
receptor-1 


689 


100 . 000 


5043 


X55019 


Homo sapiens acetylcholine receptor delta 

^ n Vm 1 n "1 1~ 


1138 


99.408 


5044 


X70223 


Rattus norvegicus peroxisomal membrane protein 


882 


76.829 


5045 


M29015 


Mus musculus ribosomal protein L7 


689 


43.983 


5046 


Z99124 


Bacillus subtilis urocanase 


414 


33.772 


5047 


AC004010 


Homo sapiens similar to Leucine-rich 
transmembrane proteins; 44% similarity to 
U42767 (PID:gl736918) 


474 


39.819 


5048 


AF087940 


Homo sapiens basic helix-loop-helix 


433 


98.529 
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J. Clll O ox X^ L. X V^l 1 XCIWI-UX OnLNL^^ 






5049 


M19441 


Mus musculus Kruppel-reiated protein 


767 


87.500 


J U J u 




nuiUU ocipxciio oXIllXXcii U(J M,ijr\,/ oXIUXXax UO 

AArS17^S / PTD • rr2^SR287 ^ 


^ O D O 


Qft ^O^f, 
yo . o z? D 


5051 


AF145613 


Drosonhila Tnplanoaa«?1"pr RrDNA f^HO^IOR 


4 98 


30 27R 


5052 


AL117 4 35 


liV-ZilH-^ O Cl^ -1- v7 1 1 O 1 i_y U. 1 iC^ L. X OCl X JkJXI^L.CXii 


681 

u o x 


1 ^ . O X 


5053 


AL117578 


il^a.^itlU OCl^J-dlO 1 i l_ 1 i C L. X Od X J^XWUC^Xli 


1812 

X O X ^ 


T on nnn 


5054 


U22376 


Homo QPTTi PTiQ ^1 'h#^T'n;5't~i 1\7 c;ol'io^ri oToHnr""}" 
iivjiiiw oa^xciio a. X c X 1 1 ci L> X V c X y o^xxoc^.j. kjx i.^(.uuo l. 

using exon 13A 


^ ^ ^ 




5055 


AJ010901 


Homo sapiens MUC4 


8100 


99. 654 


-J J u 


^ X *i *J *i Z7 


V«>llXcllliy(J.(-HLHJJlclo X Xi llld X U. L X X oj^tjlvtr ^XUl-tiiXIi 


O DO 


4 Q 419 
4 -3 . 4 X ^ 






riX dJJX Uvj^o X o L.I let X X di Id ny ^(J Llitr L XOdX ^XvJLCXll 


^ O O 


9 4 4 f^n 

Z 4 . 4 D U 


J VJ J o 


Y7 4 7 Qft 


rnjiiivj od^xciio 1 r\o V X u 


D D ^ 


Q Q n 7 




17 O O ^ O 


D\Jj LdLlXLlo XJ U L y X w^l 1 X X XI 1 


lie. 
X X O 


"^1 "^4 
J X . O 4 O 


J VJ o u 


Arnn s ^R7 


riUilHj cxdpXcIlo oXiUXXdx L.O lUeilXriy XOlud GXpxeSSGQ. 

antigen 6 (MEA6) ; similar to U94780 
^ PTD • a9 9 "^1 QQQ ^ 


1 ft fift 

X O DO 


Z7 3/ . DXZ 


5061 


ri97 4 ft 


o o ix^^v.^' X dkjx o vxxLio CjITL/ 


1 n Q 


TO ft n 

JO . O U D 


5062 


AF041106 


Rattus norvegicus tulip 1 


729 


60.571 


J \J O 


r u / f \j o ^ 


rnjiinj od^xciio ocoDX 1 luiiivj X vjy 


Q7 1 


Q n 9 

D . U D 


J U O 


AT 1 1 7 4 


rnjllHJ od^XtJilo 1 ly L 1 Ic L X L-d X ^XvJLcXII 


A 1 ft T 
D X 0 X 


Q Q ft Q 1 


5065 


U83660 


Homo sapiens multidrug resistance-associated 

pxuL^xii ii(jiii(jx(jy 


158 


66, 667 


J VJ o o 


AFOI 7 ^ fiQ 
rtE u ± / J o 


fjuo iiiuoi—uxuo xdcxoyenxLdx dyspxdsxd proT-cxn o 


ft 7 ft 


ox . / DO 


J U D / 


AFOn S7 7 S 


noiuu odpxens cdspdse xx K.e dpoptosxs reguxaLOxy 

■ptTOi" ca 1 n 9 


9 4 9 


nn CQO 


5068 


002098 


LiLLO iULioOLXXLlo IT liX dX^lid 


9nQ 


o u . / D 


5069 


AF02782 6 


otjiiiw od^xciio ^uudL-XVC ocvcii ^doo L,X dlloillt^lllxJX dllc:: 

protein 


o o o 


^ft QQ4 

O O . J? 3 4 


5070 


Z22181 


Caenorhabditis elegans ZK632.11 


299 


36.527 


5071 


AF058445 


Gallus gallus histone macroH2Al . 1 


193 


27.326 


o u / z 


Apnn 7 9 9ft 


nomo sapiens ouj/^yo ^ ^pamaxj 


c; T c; 


CO QIC 

oo . yio 


sn7 


71 91 7 


Homo sapiens N—acetylglucosamine— 6— sulphatase 


X o D X 


xUU . UUU 


Rn7 4 


AT 1 1 09 1 7 


nomo sapiens nypoLneticax protein 


c; m 1 
0 X 


inn nnn 
lUU .UUU 


5075 


U23514 


Caenorhabditis elegans similar to S. 
cerevisiae ooux pronem toriobux inj/\oi, 
r^fi^;/o; ana no iii. coii vaud ana KiDonucxease 
II genes 


1365 


45.591 




ARI fi7 ? 1 Q 


lYiub inuiscuxus zxnc xmger prouem ijcr±i/i 


Q "5 /I 


Qn 1 o 1 


5077 


AF119711 


Homo sapiens cysLTl LTD4 receptor 


2233 


99.703 


Rn7 p 
o u / o 


a T? 1 /I '5 1 7 1 
t\t 1 f± J 1 / ± 


Mus musculus high affinity immunoglobulin 
ydiiuud r o X cctrpuor x 


J d4 


AH ^ n o 


^07 Q 


[74 '^1 Q4 

U *i J X ^ 1 


LYiuo iiiubt-uxuo rnopiixxxn 


Z X fl 


/ "7 9 Q T 


SDR n 

J VJ O 


rtV-^ V o u u o 


nuiiivj odpxtriio n(jiii(jxog ox rdu 0/ 1\ procem 

^X lu/U Ll^ I. 


X 0 y 


c;n nnn 
oU . UUU 


5081 


\J ^ Z> ^ \J 


nuitnj od^xciio vdo^iiXdX ciiuw Lilc XXdX (_t:rXX yxvJWLll 

i nhi bi t"OT* 


X X DO 


1 nn nnn 

XUU . UUU 


5082 


AF027514 


Homo sapiens zinc finger protein 


661 


100.000 




AT ^4 7 ft 


0 L X cp Loiiiy 0 L-Ocxxcoxor puudtive uransxerase 


T ft "7 
Xo / 


■^9 / 7 Q 


J U O *i 


rtD VJ X 4 J O X 


rHJlUU oapXcilb l\XriH.UOOX pxOLcXn 


/I ft 


An CiCiA 


J U O J 


ARn9 ft Qft n 


nomo Sdpxens i\x/\/iXUO / protein 


O /I 1 
Z fi X 


inn nnn 
XUU , UUU 


soft 

J U O D 


AT.1 1 ni 94 

r\±j X X U X ^ ri 


rioiiKj odpxerio nypouneuxcdx prouem 


9 ft c: 


n coo 


5087 


AF116910 


Homo <5;5D'ipn"=; oni'S'hivp t~ i hnniir* 1 TTT 


3237 


1 on onn 


5088 


AF072758 


Mus musculus fatty acid transport protein 3; 
FATP3 


1219 


87.864 


5089 


AC002561 


Arabidopsis thaliana hypothetical protein 


271 


25.123 


5090 


AC005238 


Homo sapiens PSGIIA-c 


235 


30.114 


5091 


AL078579 


Arabidopsis thaliana putative protein 


191 


27.215 


5092 


Z47811 


Unknown similar to glycerophosphoryl diester 


523 


43.000 
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phosphodiesterase domain; cDNA EST EMBL:D27842 






5093 


AJ242976 


Homo <5r50ipns 0941 ofo'hp'in 


2120 


90 . 4 90 


5094 


AC004077 


ATrih "i rioos \ ^ ■hh^lians oii'hri'hi f^ndl oi^o'hpi n 


957 


56.274 


5095 


X14968 


Homo s^iOTPn^ RTT — alohs ^nhnnii" f AA 1 —404^ 


623 


90 . 741 


5096 


AF118562 


R31"1"13S noTVPni pn^; pvppi" i n — 1 


605 


70.803 


5097 


AF0967 71 


Homo <^pioipn<=; ^inoo't'hi mii<?pl p/nonmn'?r'1 p m\/o<^in 
liaht chain kina*5P 


268 


40.741 


5098 


AB028955 


Homo "^^aoipn^ KTAAin^9 OTotPin 


6551 


100 000 

X vy V/ • \J \J \j 


5099 


AL117537 


Homo "^jaoipris hvooi" hp"t~ i oa 1 OTO'hpin 


1799 


100 000 

J. \J \J • \J \J \J 


5100 


U9504 4 


Homo S301 pn*^ 7 "i no "Pi nopT OTot'pi n 


975 


76.571 


5101 


U14 372 




X O J 


Qfi SR9 


5102 


X95073 


Homo sapiens Translin associated protein X 


437 


100.000 


5103 


\J A. \JKJ\J\J 


/^CiUJjJLlO J.dC^VJ.o X XULJil Ll^ X C\^^x U L. O J. 11 


J X w 


RQ 1 R7 

O -7 . X J / 


5104 


AF100421 


Rattus norvegicus p80 


1617 


82.524 


J J. U J 


Y1 7 9 fi7 


riub xiiuo t_ux U.O U.JL) X mx X t, X n oonjugduxng enzyrne 


4 S "^9 
4 J OZ 




5106 


AB028949 


Homo sapiens KIAA1026 protein 


3428 


100.000 




t\a\J X X X ^ O 


nomo Sapiens i\XrvriUvjjfi protexn 


1 0 DU 


4ft tr 97 


^ 1 DP 


AT n d 4 Q 1 


o cnx zos accnaroinyces pomije conserved 
hypothetical protein 


9 p n 
z o u 


fi o . J y z 


O X U z? 


a T?n 1 n 9 s 
/ir U D X u Z 0 


Homo sapiens leucine zipper— EF~hand containing 
transmembrane protein 1 


XOZ 1 


y o . 41 X o 


0 1 1 u 


Ac U 0 J J 4 U 


Homo sapiens double— stranded RNA— binding zinc 
linger prouem um.^ 


1 Q Q 
X y y b 


inn n n n 
X UU . UU U 


5111 


AF042001 


Homo sapiens zinc finger protein slug 


832 


77.536 


5112 


AB008548 


Mus musculus type 1 procollagen C-proteinase 
enhancer protein 


1091 


41. 176 


5113 


U70854 


Caenorhabditis elegans similar to Enterococcus 
faecalis TRAB (GI:388268) 


865 


45.070 


D 1 1 


Ao u z o <t X y 


Mus musculus mSox7 


0 J 1 


y 1 . 1 / b 


c; 1 1 
D 1 1 0 


■7 T n 0 T n 


Caenorhabditis elegans predicted using 
Genefinder; Similarity to Mouse angiotensin II 
recepuor tow./i^aZK jxiuuonj/ 


XO / 


. xUb 


5116 


Z83230 


Caenorhabditis elegans cDNA EST yk355g3.5 
comes from this gene; cDNA EST yk645c2.3 comes 
from this gene 


210 


41,096 


5117 


AL021748 


Schizosaccharomyces pombe hypothetical protein 


140 


22.826 


Olio 


Tin Q O A D 

Uo o oUo 


Caenorhabditis elegans No definition line 
found 


o ri T 


dO . loo 


5119 


AF149413 


Arabidopsis thaliana contains similarity to 
nisuone aeacecyiases rxam Jrruuoou, 
Score=13.3, E=5e-10, N=l 


234 


58.730 


O X z u 


7 QQ 1 9 Q 

ii ^ X Z ^ 


nomo sapiens aufizouxft.z (rxacenuax protein 

L/XCEOO liXrvilj^ 


9 n 9 1 
Z UZ X 


inn n n n 
X UU . U UU 


5121 


U66496 


Homo sapiens leptin receptor 


233 


82.051 




T "57 "5 Q n 


Rattus norvegicus apical endosomal 
gx ycopr o LG xn 


o bU 


/ Z . bZ b 


R1 


Y7 4 Q4 
A / f± y 4 D 


(aaxxus gaiius aipna n— aceuyigaiacrosaminiae 
diprid z, D sidxyiurdnsxerdSe 


X jz y 


D / . loo 


J J. ^ *3 


rto U J. J. J J D 


noiTnj Sapiens rJUjocz 


Q 4 ^ fi 

y 4 o 0 


QQ Q97 

y y . y z / 


SI 9 S 
J J. ^ J 


n9 9 "^7 fi 


n(jiinj Sapiens ai ueinativeiy spiicea proQUCi, 
n ^ "i nrr pvr^n 1 "^A 


4 9 P 

fi Z O 


70 1 n*^ 

/ U . X u o 


5126 


L07045 


St rongylocentrotus purpuratus fibropellin c 


1007 


45.455 


5127 


AB014531 


Homo sapiens KIAA0631 protein 


4250 


99.842 


5128 


AL050100 


Homo sapiens hypothetical protein 


1137 


100.000 


5129 


AC004770 


Homo sapiens BC269730 2 


3002 


99.765 


5130 


AF097518 


Homo sapiens liver-specific transporter 


927 


100.000 


5131 


AB007876 


Homo sapiens KIAA0416 


318 


28.497 


5132 


AF069442 


Arabidopsis thaliana putative 


161 


30.973 
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X XJk^WiiU^XC' vJ^X L. C X 1 1 






^ A. O ~J 


U78 978 


rX OCL^XCilO L^LlL.ClL.XvC .Ti. ± JT C3. O C 


2177 


97 . 626 


^ A. O rt 


24 624 1 


uii^ii^wii ^axJw'v^Ayx u X iiix 1 1 Li o ^x ki^x CvJX ^ L, 

x> w ^ ^ JL 1 1 o 1 1 Vu/ w o o a. i 11 .J. JL CI J. iX. i_ y i—w \_>ii i^iiia^ ^ 1 1 / v_«Lyj.Yx^ 

EST EMBL:Z14 


475 


4 3.716 


5135 


AL117444 


Homo sBpisns hypothstic^l protsin 


2760 


100 . 000 


5136 


AB014532 


Homo sapiens KIAA0632 protein 


4861 


100.000 


5137 


AC002398 


Homo sapiens F25965 1 


702 


96.117 


O X O 0 


r\Il X J ^ O U X 


L/X o IX X d illc; X dlivjvjdo CcX iMid Jpx(JLCXll 




f\d 7 D 

U 4 • / U U 


5139 


AB021179 


Homo sapiens HEXIMl protein 


365 


47.586 


0 ± f± u 


U -7 ^ U X u 


Kdu-Lus norveyxcus xxn xu pxocsxn iionioxoy 


99 4 R 

^ Z 4 0 


QC qQ7 


S 1 d T 

J ± 4 ± 


704 fiQ S 

U U 4 O _? O 


I*iLlo IllUoL^UXlXo dX^Jild ^ ''Yr^^ -'-^ UrUXXdy^il 


4 4 9 9 

4 4 ^ 


ft7 R1 

O / . O X o 


V? X 4 ^ 


rtXiu u i7 X o 


UIli\.llvJWIl / ^x cUX t_ L X 1 — ^lllc LiiLUJ. . y tr X Ic X X I ivUC X / 

vp> r «5 -i nn • " " 0 ft 4 " 'M • 

/oTpHi pti nn= ftnpthinri* ""rrpn^pr^n**" vp 

/ ^ri/^ ^ ^ 11 Y iLt^ 1 Ixh/ vjL • ^ 1 1 o a 11 f V ^ 


X X J U 


4 R nQ9 


514 3 


r\Lj W X J ^ T 


Pl^i^moHinm "F^lr'i'pi^^'rnm "p»T~pHif^'t~pH iTThprrT*^! 

X X d Oill^v^X LLIU X d X ^ X L/d X Lilll L^X C VJ.X O U. ^ X 1 1 L. vi? y X CI X 

membrane protein 


111 


59.259 


514 4 


AFDfiS'^ ft Q 


P/^m^^ Q^nionQ i"0"l~T~;^Qr^;5n MFT — 4 
ov.i'iiikj odk^xdio LCL.xdok>dii lnxjI 4 


4 90 


47,794 




ARDI 9R ft 


Ml 1 Q mnQ(^iiliic tn^o^S 

i'JLlO ILILL O ^ LIX Li O 11 Id J 


4 70 


37.561 


5146 


AJ006692 


Homo sapiens ultra high sulfer keratin 


756 


88.776 


S T 4 7 

J X *i / 


aRD^n sn9 


A.cXlU|-'Lio XdtSvXo A.LJi\i:X 


17 4 

X / 4 


fin ^4 s 


5148 


AB023143 


Homo sapiens KIAA0926 protein 


328 


53.125 


S 1 4 Q 

O X f± _7 


YQQ1 4 0 
A j7 !7 X 4 U 


noiuo sapxens uype xx xnT^exmeaxduc xxxdincnt. ox 
hair keratin 


1 R R S 
X o o o 


1 nn nnn 

X u u > u u u 


SI sn 

O X o u 


H.iDU X J D U / 




X O O X 


7 7 QR S 
/ / . ^ 0 o 


SI SI 
Z) X O X 


r\\^ U U D U O O 


rixajjxQopoxs unaxxana piiLdtxve poLdooXU.ni 

4- V* a n c »~\ >- "l~ r^T'/^i~OT n 
LXdiio^uXL ^x^JUcxii 


1 4 Q 

X 4 ^ 


Qns 


5152 


AF176838 


Homo sapiens N-acetylglucosamine 6-0- 
sulfotransf erase 


620 


100.000 


O X O J 


U X ft 4 X / 


oomo sapxens r\ax yuanxne nucxeocxue 
dissociation stimulator 


o o ^ 


O 4 . 4 U U 


O XO fl 


u 0 0 z u o 


nomo sapxens myosxn vxxd 


4 S ft 
4 0 0 


71 111 
/ X . X X X 


O XO 0 


H.n X O 0 D J 4 


urosopnxxa mexanoyasLer r procexn 


/Do 


SI "^7 
O X . O / o 


5156 


Z70203 


Caenorhabditis elegans cDNA EST yk414c9.3 

COlUcro XXOIU t.flXo y die , UULNrt. CjOJ. yK.4X4C.;7.0 COIlltro 

■f*T~/^TTi 4" h "i Q rroTio 
X X ^iii L-iixo yciic 


631 


32.099 


5157 


AB021981 


Homo sapiens UDP-N-acetylglucosamine 

uxdiio^vjx uc^x 


292 


30.396 


SI SR 
O X o o 


AROl 4 S97 


nvJilHJ od||JXcllo IXXrvriUD^ / JJXLJLcXil 


9 SQ 


Q7 snn 


5159 


AL021571 


Caenorhabditis elegans predicted using 

f ^ r T TT ^ Q V* 


282 


48.837 


SI f,n 


U X U O D X 


Kauuiio nox veyxciiS caxpaxn omaxx ouounxu 


9 9 n 
z ^ u 


"^1 RQ7 
OX. o ^ / 


5161 


X07715 


Homo sapiens protein Po (partial) (217 is 2nd 
base in codon) 


1909 


98.551 


5162 


X85992 


Mus musculus semaphorin C 


1542 


80. 645 


DlbO 


UUUUdU 


Caenorhabditis elegans similarity across 
entire gene to DNA-directed RNA polymerase 


AHA 


/ X . 1 i X 




U4 bo b y 


Homo sapiens aquaporin— 5 


1 C Q "5 

i b y o 


Q Q COT 

y y . D^: o 


O X DO 


n 171 o c Q c c 

At 0 y 0 o 


Caenorhabditis elegans contains similarity to 
AMP-binding domains (Pfam: PF00501, 
Score=82.1, E=l.le-20, n=l); similar to long- 
chain— fatty— acid — CoA ligases 




AO one, 
4 0.0/0 


SI fifi 
J X D D 


n4 1 S 4 R 

U 4 X .J 4 O 


k^dcnOx IldLJUX U X o cXtrydllo WtrdK. oXiUXXdxXLy LO 

hemolysins 


909 


4 R '^'^ 

4 0 . O O O 


5167 


X69490 


Homo sapiens titin 


838 


99.231 


5168 


Z80220 


Unknown Similarity to yeast protein TREMBL ID 
E246895); cDNA EST EMBL:T00018 comes from this 
gene; 




56. 944 


5169 


AB011109 


Homo sapiens KIAA0537 protein 


511 


42.810 
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5170 


J04204 


Bos taurus 32 kd accessory protein 


962 


69. 951 


5171 


AF095193 


Homo sapiens BAG-family molecular chaperone 
regulator-3 ; BAG-3 


3926 


99.304 


5172 


U50927 


Rattus norvegicus zinc transporter ZnT-2 


1420 


86. 166 


R 1 T 
O 1 / J 


H\^UU fi ^ / Z 


nomo sapiens tri.ixooy o 


7Q7 


Of! .00/ 


c; 1 T /l 
0 1 / ft 


M^O Q7 9 


urosopnixa mexanogaster Krxftu upsLream 


^ fii 

1 D 1 


01 . Ill 


O X / o 


7 71 1 p n 


Vjaenox naDcix L- X s exegans sxiuxxar to oir i x / rxUNx i ii 
inhibitor domain; cDNA EST EMBL:D682 93 comes 

X X L,llXo K^^LLkz f K^LJl^n. HjO J. y *1 O 1 1 'i * ^ ^UilLCo X X Will 

rfpnp ; pDNA EST vlc448h4 ^ pnmes from th"i s ctpop 


4 4 9 

*i 4 ^ 


41 1 4 

4 1. X 4 D 


5176 


X53556 


Lj Vu/ O J» U O ^ _y ^ * ^ ^ ^ ^ ^ ^ ^ 


657 


42 . 963 


5177 


AB018295 


Hnmo *=?r5D 1 s KTAAn7S? nrritpin 


1265 


84.426 


5178 


AE00107 9 


AtpH a porr 1 nhn *^ ■Fnln"iHii<=; p ppt vl — PnA <=;\/nt hpts 
(acs-2) 


563 


39.919 


5179 


AF097707 


Rn^ triuTus spTinp DTPt'PA '^p 


395 


80 . 263 


5180 


X6801 1 


Hnmo sp^r>"ip"n*5 7.NFft1 

11 Will h3CLk^U.^110 U L\ 1. *J X 


1180 


64 . 800 


5181 


M13536 


Homo sapiens ceruloplasmin 


263 


100.000 


5182 


Z '5 6 S 3 1 

o U ^ -kJ X 


Homo QPOiPnQ "FThTTnorrpn — ItVp OTO"l~Pin 


500 


38 . 4 62 


5183 


/\ ~J Zy ^ 1 


Homo ^^^oi PTi Q hompohov OTO'hPi ti 

Ll \Jlll\J OCl^XC^llO ilVJlllC^-JikJWA kJXUL.CXll 


2336 


98 . 538 


5184 


AF030558 


Rattus norvegicus phosphatidylinositol 5- 

■oho<5oh;^i"p 4 — W i n^QP rr^imm^^ 


695 


85.600 


5185 


L27479 


Homo sapiens X123 


1629 


97.959 


J X O D 


U U J U U J 


iKJlllU OCl|JXtriio o Xlll-L X ai. ollKJU Lli^ J-XIi/ oXilLXXdX L.tJ 

PID:g4128006 


^4 4 


QQ P 1 1 

-/ _/ . Oil 


O ± 0 / 


7\pnn o o Q 

rtUU U J o z o 


nomo sapiens k^dddu partiax uuo 


O Z 1 


y / . 4 J D 


o ± o 0 


AO^ X 4 U 


Rattus norvegicus precursor polypeptide (AA ~ 

HJ J- ± ^ ^ } 


z 0 D 0 


t3 0 . U 0 4 




An SI Q77 


Homo Q^^OT one or*oV^^n Tt Pn t'O'I" t* 3 n cm "i ■|~1~CiT~ 

nv^lLltw' Od^XCliO (.JX^lidii 1 ic; LIX U u X oil OlUX L L. C X 

transporter NTT5 


-7 _/ U 


Qfi fifi7 

-7 U . U U / 


5190 


r\±j \J ^ ^ ^ u X 


Homo R;:^nipnc; H,TQfi7N?1 S fnovpl MPM^/'^/S ■p;^m-i 1 w 
TTipmHp r* ^ 

lll^llU^w^ f 


2110 


QQ fiQQ 


5191 


AF064553 


Mus musculus NSDl protein 


3648 


80. 606 


5192 


S67 ^ S6 


Homo Q^^nn Pnc; a c^r^a ^--1- o\7l ;3qo AQP 




4 4.131 


5193 


AJ000522 


Homo sapiens axonemal dynein heavy chain 


528 


98.780 


5194 


U22376 


Homo sapiens alternatively spliced product 
using exon io/\ 


199 


76.190 




H.O U ± U U ± 


nomo sapiens ixiuufi 


4 9 Q 
ft 


0 1 . 1 D y 


3 ± _7 D 


a PI 9 p /I n 

r\r X ^ 0 4 U O 


nomo sapiens prenyl oepenaenu preiamin h. 
binding protein Narf 


o u u 


0 ^ . 1 4 0 


o ± I? / 


/ik^U U D U ± f± 


nomo sapiens similar co imhhudio ana nuciear 

cllvtrHJ^tr ^xvJOcXIl nKJl'l x c. x f ollLLXXciX HJ 

PTn-n^??7nsn and PS?S91 ^ PTD- al 70^91 ^1 


Q9 1 
y Z 1 


Q /I 7 0 9 


5198 


U47 924 


Homo ^p^oi pn^ f^Q 

llVvTlllV./ OClk^X^llO -/ 


4 45 


SO 38? 


5199 


D25215 


Homo sapiens KIAA0032 


597 


38.813 


5200 


1 \J ^ X / 


odxxLio ^dxxLio ^xwxyx ^ iiyux uv^y xdoc ^ dx^iid 
snhnnit fEP 1 T4 11 9\ 

0 U-u Ul 1 X ^ l_l\^ Xa X^ • X X t £^ f 


^ J ^ 


J VJ . sj u u 


5201 


U80736 


Homo sapiens CAGF9 


197 


78. 947 


J ^ u 


r\\^ \J\J O O U 


Homo d^-oionc: R9f\f^f^n 1 nja r-i- i ;a 1 PH^; 
rnjiiiw od^iciio ix^ 0 D D vj Xf |JdxLidi v^uo 


791 

0^ X 


Of) T R7 


5203 


Z71181 


Caenorhabditis elegans similar to hydrolase 


213 


39.785 


R on/1 


no "5777 
Do J / / / 


Homo sapiens expressed ubiquitously with 
suxong expression in Didin 


7 7 Q 


ft y . Jo 1 


5205 


AFl 64 fi?? 


Homo Q^IOI PT*l Q i~T"\rOC;T n— 1 l Vp QPT"T fip ot"o1~p^cip 


171 


58.974 


5206 


AF117064 


Homo sapiens transitional epithelia response 
protein 


1016 


100.000 


5207 


AL080318 


Arabidopsis thaliana stress-induced protein 
stil-like protein 


215 


27.451 


5208 


AB023155 


Homo sapiens KIAA0938 protein 


658 


68. 939 


5209 


L15313 


Caenorhabditis elegans homology with leucine 


1227 


46. 991 



161 



Attorney Docket 784 









aminopeptidase; coded for by C. elegans cDNAs 
CE2F12 (GenBank: Z14714) and CE15D11 (GenBank: 












Z14518); putative 








J ^ ± 


■riV,^ VJ U u O *3 -L 


MX dDxuopo J.O unaxxana nypoLnex,xcax pxotexn 


"5 0 0 


z4 . yuo 




5211 


AF169963 


Homo sapiens WNT16 protein 


2594 


100.000 




1 9 
1 ^ 


H.D\J\J /Off 


noino sapiens j\xa/\U41/ 


1 /i 


54 . 167 




R9 1 


7 7 QT /I 


uaenornaDait IS exegans cuna hbi yKzyiro.o 
comes from this gene; cDNA EST yk291f5.5 comes 
xrom tnis gene, cuina boi yKbjoDo.o comes rrom 
this gene 


O A O 

202 


28 . 090 






rio o n 
U J O Do U 


Mus musculus myeloid ecotropic viral 

-Ll 1 u tJy X d l_ X vJil o_LLc XXJ 


r c A 
dd4 


94.681 




5215 


X75314 




1 / Q 1 

X 4 y X 


Q 7 Q 1 "7 
y / . CS X / 




5216 


XQR fi9S 


L^'JLlo illUov-UXLlo oXd-LXO dOXU. oUcC-XXXO y \J 

^r'^1"\7l ^ ^ 1" ^ 
o^^^j^xco i,cxa.oc 


1 A O 

/ 4 z 


7/1 '5 n c 




5217 


[122376 


lHJlllW DCl^Xdio d X U CX 1 id U X V c X y o^xxotitj. pxvJvj.u.t-L 
U.o-Liiy trAUil X Ort. 




^ Q 07 9 

D y . u / z 




^ ^ X u 


An m ^fii 


uxubopnxxa mexanogaster Aonormax a segregacion 


/ ox 


0 / . yjx 




5219 


AGO 065 3 9 




'PIT 
Z X / 


X u u . u u u 




o z z u 


rt.r X J 1 o z D 


Homo sapiens Unknown 


od4 


56.94 4 




9 9 1 


A J z 4 o z o o 


Pyrococcus abyssi hypothetical protein 


163 


20.747 




R 9 9 9 


7 "7 9 1 no 
6 / o 1 Uz 


Caenorhabditis elegans Similarity to 


735 


40 . 312 








B.subtilis DNAJ protein (SW: DNAJ_BACSU) ; cDNA 












cjox yKfio/ax.D comes rrom tnis gene 








5223 


K03202 


Homo sapiens salivary proline-rich protein 


146 


50.000 








precursor 






CO 


S994 


r\C. ± O D / X O 


riomo sapxens raxox resisuanc assocxauea 


jy 4 


oU . 5 1 y 








^X L CXIl 








5225 


ir\z \J <J ~J ^ \j 


nuiiiu odpxtriib X r\r X xn uer dc L xng anKyrxn rexa uec 

J- j-kj\jtDKz ^ w X yiiic X d o o 


1 Q /I "3 
X O 4 O 


7 Q Q >l A 

/ y . y 4 u 


n = 


5226 


AFl 4 904 6 


Homo Q^OT OTIC Qov /^omW on mn/HIo/^ Vm^t«/^T r\r^ T 

rnjuiu od^xciiis ocx L-oiiLL) on luxaxcy nomoxog x 
i s o OTm 2 

^ O J- J- ill £^ 


A on 
4 z / 


^ T A C\ A 
D X . ^ U 4 


a 


5227 


AL035601 


A h "i Hor^ QIc? ■hhalian^^ oi t1~ a i tto o >~o"I- o i n 
i^x a,u J. luv^^o X o 1,, 1 Id. X X di Id ^LiUdLXVG ^XULtiXll 


Z -J / 


-39 ^;7 
JZ . 0 0 / 




5228 


AB020683 


Hrnno "^PDip^ncr K'TAAnR7fi o"rot"*=i"i n 
iiv-'iiiw oa^xdio r\.xrA/T.uo / o wxwL.cxii 


0 DO U 


1 nn nnn 
xuu . uuu 


; s 


5229 


X73113 


Homo '^^flO'i e^n"^ ■F;^<^t' M\/RP — P 


9 4 1 R 
Z fi X o 


Q Q 790 
y y . / z z 




5230 


U49046 


Mus rnu^pulns 7,"fn64 


X VJ / 


0-3 9 '37 


1 : : 


5231 


M20638 


Bos tauriJS nhosnhol i c;p P — TTT 


X J o o 


S4 971 

0 fi . Z / X 




5232 


AF015043 


Homo saoipns F.H— hi nd i nn nro"t~#=>in 


9 d R 


1 nn nnn 

xuu . uuu 


ri 


5233 


AF006264 


Homo sapiens hHR21spB 


3712 


100.000 




5234 


AF027955 


Mus musculus G protein-coupled receptor 


910 


94.203 




5235 


S76975 


Mus sp. cerebellin 2, Cbln2 


429 


100.000 




5236 


AB023138 


Homo sapiens KIAA0921 protein 


9710 


100,000 




9 9 T 


Ay 1 O O D 


Fugu rubripes valyl-tRNA synthetase 


621 


36.278 




5238 


D43949 


Homo sapiens This gene is novel. 


1073 


100.000 




c o o ri 

oz39 


U32575 


Rattus norvegicus similar to yeast Sec6p, 
Swiss- Pro t Accession Number P3284 4 ; similar to 
mammalian B94, Swiss-Prot Accession Number 
Q03169; Method: conceptual translation 
supplxed by author 


3968 


94 . 255 




5240 


AC005970 


Arabidopsis thaliana putative translation 
xnitxatxon factor eIF-2B, alpha subunit 


700 


67.066 




^ 9 4 T 
O f± 1 


U D J '1 Z U 


Homo sapiens Spl40 protein 


7 60 


61 . 798 




5242 


AC006017 


Homo Q^ioi oriQ M — 

ace t ylga 1 act OS aminyl transferase; similar to 
Q10473 (PID:gl709559) 


fi Z U D 


y y . 000 




5243 


AF004161 


Oryctolagus cuniculus peroxisomal Ca-dependent 
solute carrier 


841 


96. 947 




5244 


Y08026 


Mus musculus immune associated protein 38 


590 


56.000 




5245 


AB014540 


Homo sapiens KIAA0640 protein 


411 


35.885 
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.J ^ *i u 


\J J ^ \J ^ U 


nwiiivj octwxcsiio u X a 1 i o ^ X X ktff L. X u 1 1 xct^u.v^x li^xiXLj/ x 

transcription factor family member 


3821 


100 000 

d.\J \J • \J \J\J 


5247 


X05908 


Homo sapiens lipocortin (AA 1-34 6) 


200 


86.486 


5248 


AF163254 


Homo sapiens adaptor protein DAPPl 


1099 


100.000 


R 0 /I Q 


7\ r?n ^ ^^^ A A 
He \j ±\j ih h 


nomo sapiens neuronax cnreaa protein au/c iNirr 




7 1 tf^9 9 
/ 1 . DZ ^ 


5250 


U97006 


Caenorhabditis elegans No definition line 
found 


395 


26.075 


0 1 


7 7 c c c n 


L-aenornaDQi u 1 s eiegans oimiiariL.y wiun 

o Oil 1 ^ (J o ct LrCl Id X (Jlliy Oct o iiy^u Llltr LH_al (^ciltr ^ i IxEjI^ioxi 

in nfi477nfi^ • pDNA F^T FMRT.'M89418 rnmf^<^ from 

X X/ V3 \J ^ f 1 \J \J / f \^ L^LXC^ I_J ±. J_jL ILJXJ • IIU XU V' WillC O XX Will 

this gene 


1 7 Q 
1 / ^ 


9ft ft 1 4 
Z 0 . O 1 fl 


5252 


AEOOl 727 

11.1—1 \J \J A. f ^ 1 


X IICXIIIW V VJ CI lllCL xx^xiiia \_> 1 O ^ X V ^ \_4 ^ ^ jf r 1 l_ -l. v^u ^ 

orot pin 


374 


35 233 


5253 


L07294 


Homo sapiens T— cell receptor beta 


1919 


93 . 204 


5254 


AB014460 


Homo sapiens tuberin 


255 


100.000 


5255 


AF094508 


Homo sapiens dentin phosphoryn 


214 


22.532 


R 9 R 
0 Z 0 D 


7\T 09 971 R 


nomo sapiens qu lUOZiYiz? . o ^luouse uvjL/'I ijiA.iij 


fi R9 
o oz o 


inn nnn 

X VJ u . u u u 


J ^ / 


ij o o o / ^ 


OUlO o^X^XCt O JiJC;LCt X X ^XWUCXll 


1978 

X J / o 


100 000 


<^ ^ o o 


r\L. yj \J\J ^ H H 


iJLlO lltLlo ^ LIX LiO ^XllL^ XXliv^CX ^X^L.CX11 X\J\J 


2094 


94 . 969 


5259 


AL050331 


Homo sapiens dJ486I3.2 (KIAA0721 (NAP 

( Mn 1 Po oomp A q QfamH 1\7 Pr'O'hP'in^ Hom^ Hn f^OTrhsirirT 

^ IN U.OX C U O *J1UG rtOOCiLLUXy IT X t.j' L. C X 1 1 y (^kJiUdXll V.^ 1 Cl X iilj 

DTTll" P 1 n ^ 1 
^ x^^^^xii/ y 


3136 


100.000 


5260 


X63436 


Bos taurus poly (A) polymerase 


525 


93.258 


5261 


AB001684 


Chlorella vulgaris ORF4 9b 


11 


60.000 


9 9 


Ay / O DO 


nomo sapiens AiiKro 


1 70 
1 / U 


y D . u u u 


5263 


AL117390 


Schizosaccharomyces pombe putative nuclear 
pore protein 


254 


24 . 194 


ROC/ 

dZ b'S 


U4 lU bU 


Homo sapiens LIV-1 protein 


41 O O 


A '5 9/1 


c; 9 ^; R 

DO 


AC u u ^: 1 o 1 


Arabidopsis thaliana Contains similarity to 
hypothetical protein C18bll.05 gb|Z50728 from 
o . poniije . xjoi yu | n / ddui L-oiues ixoiii t-iiio gtriic > 


9 7 
^: D / 


JU . D 1 Z 


S9 

O D D 


riJ-iU O ^ D *i D 


k-/aeriox ndjoun- 1 b eicgdiio t^uiNz-i ejoi yivooucii.o 
r'OTTipc: ■Ftotti "t" hi t c; rrpnp • nHMA P^T vV'^'^npl 1 S 

OL^lUt^ O XXt^lLl UllXO yCllC/ ^UlNrt XIiOJ. ^JS.0J\/CXX.*J 

pr)Tnp<=? "fTom "hhi *=? c^pnp 


O D X 


41 9 Q4 


5267 


AL04 94 7 4 


Sph "i 7 o *=;;=3 r'ph;^ Tomvpp *5 nnmbp h vnol^hpi" i pa 1 r!>Totpin 

k_r 1 X £j o d v_r^i 1 a X Will y ^ ^ o k^Vu/iiix^^ 1 1 y k^/ w i j. ^ x ci -u ^./j-v^^^^ii 


179 


35 . 165 


5268 


X99142 


Homo *5aDiGn*5 tvop TI intermediat p filament of 
hair keratin 


397 


100 . 000 


5269 


Z67999 


Schizosaccharomyces pombe hypothetical protein 


397 


32.090 


5270 


X86019 


Homo c:an-ion<? '^H'^ — Homain int*p"rap+"'inn OTot"pin 


157 


35 . 507 


5271 


ABO 134 52 


Homo c:aTTipn<5 ATPa*^pTT 


4 4 3 


54 . 135 


5272 


AB023207 


Homo sapiens KIAA0990 protein 


663 


35.621 


COT -3 


77 4 Q 

/ 1 O D D 


o dt—t-^i Id X vjiuy o (-.ti X c V X o X d tr wive iwxi±^it_ 


fi7 1 

U / X 


^fi 4 90 


5274 


X60465 


Gallus gallus delta-9 desaturase 


935 


69.730 


R 9 7 ^ 


r\t: U J / O D 4 


rioiuo sapiens paraneopias lio neuronal dntigeri 
MA1 


114ft 

X ± 4 O 


J 4 . DO O 




AD D^ O D 


odllLLo ydXXUo l^trlioXll 


R 1 Q 

O X I? 


71 fi7fi 


5277 


L16559 


Caenorhabditis elegans homology with ATP- 

Ucr^cr 1 C r\iNri. iitrXXC-doc^ ^ULdLlvc 


409 


38.272 


5278 


AF064447 


Mus musculus sex-determination protein homolog 
Femla 


1023 


90.303 


5279 


AF096870 


Homo sapiens estrogen-responsive B box protein 


266 


32.727 


R9 Q n 


At 1 D 1 O 1 D 


Homo sapiens CGI— 58 protein 


ft 0 Z 


/I Q C^O A 
4 y . DZ fl 


5281 


X80343 


Homo sapiens regulatory partner for cdk5 
kinase 


1759 


100.000 


5282 


AC006577 


Arabidopsis thaliana Contains similarity to 
gb|U45880 X-linked inhibitor of apotosis 
protein from Homo sapiens and contains 
PF| 00097 Zinc finger C3HC4 (Ring finger) 


248 


24 .895 
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domain . 






c; O Q "5 


TiA 0 c Q n 

U*l ^ 3 0 U 


Paraitieciurn bursaria Chlorella virus 1 contains 
±Kj aiiKyxxn ixKc xrepcaCo, siinxxcix to nuiuan 

CLiiJvyXXllf O W X X C O O \^\J OWXOO iT X w .no^dooxwii 

Number P16157 


"3 c n 
J bU 


Jo . Z X / 


5284 


X13255 


ii\jm\j oawxdio t^wk^ciiuxiic x^cl.ci ii y ux y xdoo 

Drenrotein lAA -25 to 5781 


972 


99.281 


5285 


Z99262 


Spill 7 o pphr5 TOTTivpp s DOTTihiP thTPoni np *=?vnth?5SP 


821 


35 . 135 


5286 


U04 380 


Ma^rrlPTi^ rrT'nhPT'i r'^lf^inpnTin R 

LNCIC^XCJ — LO M-*- 'XJt^ CXX V^uXOXiiCLlXXli O 


223 


30 889 


5287 


Arnn4 47 s 


HoTTin c!;^nipn«? F'9'^RSfl 1 
nv^iiL<M' oci|-/xc:;iio r ^^o<_/o x 


4 079 


fi7 1 


5288 


Arnn4 R qd 


OV_;illL/ oa^XCllO oXlllXXoX L.^ ^Xll^ XXii^CX ^X^UCXllO/ 

similar to BAA24 38 0 


997 


1 9 S 

J ^ • X -J 


5289 


D31887 


Homo sapiens KIAA0062 


3500 


99 . 623 


5290 


S79463 


Mus sp , semaphorin homolog=M~Sema F 


1051 


95.541 


5291 


M57465 


Neurospora crassa phytoene dehydrogenase 


182 


23.874 


5292 


ABO 14 558 


Homn ^riDiPDS FCTAAOfiSft DTol'P'in 


4074 


100 000 

^ \J \J . W V/ V-/ 


5293 


AL080092 


Homo sapiens hypothetical protein 


922 


100.000 


5294 


X91655 


Bacillus subtilis lepA 


735 


54.167 


5295 


AF095741 


Rattus norvegicus unknown 


575 


81.443 


O Z y D 


H.n U J o ± o U 


MUS muscuxus unconvennonax myosin miuio 




T t; Oil 
J 0 . Z X X 


5297 


U13019 


Caenorhabditis elegans No definition line 
found 


1315 


50.272 


5298 


AC006978 


Homo sapiens supported by human and rodent 
hjois; marcn to aa^d^uzo (NIU: gzib /by / ) , 
simixar ro A/\yzoozzfi ^inijj! g^tz jd41d j ana 

AA09'^719 ^ MT n * rrl 4 R7 fi97 ^ 


537 


78.824 


5299 


U56965 


Caenorhabditis elegans No definition line 
found 


819 


39,077 


5300 


r\Lii \J \J \J O O f 


Mf^ i" h 3 n oV^3 1" o T" "1 iitti +" H o Trn/^^ i Ti~ <^+* T'f^T^H t oiim M9 M9 

L'Jt; U 1 idl IWiJCl O U tS X X U.1U l_ 1 IC X lllvJcl U L L X (J]J1 iX Lllll Vi^fVi^ 

H "i Tnfa"t"h\/1 rrnarin^ 1 riP tRNA mpth vl T^^n *=; "Fpt;^ 

J.iii^ L.iiy -i-M ucii iw J. 1 1 ^ I, i-xiN/^ iiici.iiy,j. L.-1-Ci.ixox^xcioc 


^9 ^ 
o ^ J 


9 7 SS4 


5301 


M13212 


Gallus gallus cartilage link protein 


1090 


60. 417 


J J Vj ^ 




ilLiO iLlLXo(_U.XLio Xjo^^Xi |JX(JLtrXll 


91 ^9 
Z X J ^ 


Q4 f^l 1 
I? 4 . O X X 


^ J U J 


rtc \j ± z? \j o ^ 


DUxXcXXd. XJUxyuUxXcXX YXxUXcIll- oUxciill 
;^c;c;or^i;^'l~pH lioor^r'o+'pin 

Cl O oVJ^XCt I^CVJ. X X^tJ|JX 1_CX11 


91 Q 
Z X z? 


9 4 fiO 


5304 


AB014 S4 1 


Homo q;^"01 ^riQ ?CTAA0f^4'^ or'O'hoi n 

rHJlllW OCLjwJXCiXO i\XrtrtL/U'i J ^XUL-CXli 


1^70 


-7 -7 . J O J 


5305 


AF081497 


Homo sapiens tumor-related protein 


3235 


100.000 


J ^ U D 


AFD QR SO R 


k-/cicriox iiaijcix u i o exeya,ns siiuxxax lo r^raDxaopsis 
thali^na 1 p stprilitv nrntpin 9 f'^W-OORRQl^ 


4 R 9 
*1 o Z 


1 ^^0 4 
J X . DU fl 


5307 


AF116865 


Ljuo itii^ o LI X LI o 1 1 c 1 y X i 1 c X d u X 1 ly ^xl^l-Cxii 


4 4 fi S 

*4 1 O J 


J? J • o ^ ^ 


5308 


ABO 14 566 


Hnmo ^STTipn^ fCTAAOfififi T»T"n'l"Pin 


3117 


98 008 


5309 


AL034 37 4 


Homo ssnipris riiT4R'^K1fi 9 ^novpl F>7"n1"p"in\ 


914 


100 000 


5310 


AJ225124 


Mn mn*=?r'i]l'i]*? h vdp "rnn 1 ^ti 7 pilr i on — sr*"!" i v;^1"pH 

cation channel, HAC3 


255 


84 . 091 


5311 


AF140538 


HoTTio '^^^nipnci Vii^l'^'mi tip H*^ TPOPot'or" 


1396 


98.985 


5312 


U17989 


Homo sapiens GS2NA 


1756 


52.000 


O O J. J 


A. O -7 O U 


OdOt^XldX (Jiliy Oc: o t^cXcVXoXciC i\nv-»XO 


Do / 


9 9 ^0 
Z Z . DUD 


O O -L 4 


API 9 T n 9 


noiuo bapxens rioiruu*i± prouein 


J y 0 


P 9 1 Q9 
0 Z . X y Z 


O O ± J 


APn 04 07 


nomo sapiens ixou^x / ± 


^ X D 


1 no o on 
X u u . u uu 


O X U 


no 9 0 T ^ 
^ U X o 


rius muscuxus reuinoia a recepuor inueracnng 

OT"0't~OT T\ 
j^X LJ L C X 1 i 


X Ofi O 


DO . ZD / 


5317 


U U U >J U X 


Homo c 3 o 1 onQ VvitoooI — t~o1 ^i^o/H t "Ft i^r^^ir 
oa^xciio j\.x u^^tz;x xcxdccu z.xiio xxxiyt^x 

DTOt Pin 

J- \J L. ^ .1. 1 1 


"^0 ^ 

O U J 


^n 000 


5318 


AB002405 


Homo sapiens LAK-4p 


514 


38 . 693 


5319 


D14572 


Mus musculus ' PEBP2bl protein' 


1230 


98.889 


5320 


U79298 


Homo sapiens unknown 


396 


56.881 


5321 


D86640 


Homo sapiens stac 


554 


54 . 194 


5322 


AB011084 


Homo sapiens KIAA0512 protein 


767 


45. 907 


5323 


AC004490 


Homo sapiens R29381 1 


301 


59.223 


5324 


AF036696 


Caenorhabditis elegans contains similarity to 


591 


41. 150 
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phosphate /triose-phosphate translocator 
Drecursor fGB'U13632) 






5325 


U02082 

\j \j ^ \j \j ^ 


Homo <5r30if^n*=; mi^ininf^ nnpl poi" i rip Tprrnl ;^"ho'rv 
Drot ein 


97 6 


54 027 


5326 


D26018 


Homo sapiens KIAA0039 


3182 


100.000 


5327 


AF077738 




3977 


fi7 7Qn 


5328 


AF062006 


Homo ^^oi on^ or'oh^n ot~o1"Pi n — oonol pH r'pr'pol" o t* 
rHw-'iin^ od^xoiio ux^iidii \3 jjx\jL.cj.ii ovjli^j_c^ xt^^c^ut^x 

HG38 




4 S Q4 1 


5329 


AB007936 


Homo cjriO'ip'n*^ KTAAn4fi7 DTO'hpin 


636 

U J V 


100 000 


5330 


AL049689 


Homo sapiens hypothetical protein 


8803 


100.000 


5331 


Z14016 


Nicotiana tabacum pistil extensin like 

r>To1"p'in lo;^ r"l~ 1 ^ 1 PP)*^ 

^XWL.CJ-li^ J^dX L. X d -L V_fLVO 


179 


33. 673 


5332 


X70804 


Mn *5 mn*=;piiln*5 Tshl 7 

L i U. O IILUO^UXUIO X Cliw' X f 


271 


65 714 

U -J • /XI 


5333 


U75329 


Homo '^AO'ipn*^ ^^pti np OT'O'i" p^ <^p 


843 


52.521 


5334 


Y18620 


nx di^x (^<h,>'^o ^ o L.iidxxdiid L/oxriiTJ. ^x(^l.oxii 


J X u 


4 1 7 Q1 


5335 


AL023854 


Caenorhabditis elegans similar to Regulator of 

f^Y\ T"omo <5 omp r^onHonQa+""ion ^RPPI^ • OKf 21 F" Q T 
^1 ix *jiin^>»o L-'iuc; v_(-^inudiod i_ xtjii \s:\\j\jjli t ^i~/i^t\ rjO i 

yk24 6c2.5 comes from this gene 


421 


35.981 


yj J J U 


7. 7 ^ Q 4 4 


j-iiJL,Uo jd|Jt-Hi_H_U.o LvrtDOrt. 


9 T 
zoo 


-3/ 4 on 

O 4 . 4 U U 


^ ^ ~j f 


nn4 ^7 Q 


Mn c TTinQ^nliic T'ZiP— "70 
IJUO XLlLloOUJLLlo Lit\iZ I \J 


O X X z 


^Z . O Z J 


5338 


AL110261 


Homo sapiens hypothetical protein 


1579 


100.000 


5339 


AF106062 


Homo sapiens Wiskott-Aldrich syndrome protein 

Xil UfcJx dt- L Xliy px<Jl,cJLlX 


361 


47.287 


5340 


U46068 


Mus musculus von Ebner minor salivary gland 

v o "t~ o 1 n 
]Jx \J L c xll 


494 


63.710 


5341 


D14478 


Rattus norvegicus calpain 


516 


80.435 


J O 4 Z 


DO Z I? / 


unKnown oimi±ariL,y uo leasu lAi Dinaing 
homolog 7 (SW:TBP7 YEAST); cDNA EST 
EMBL:D37124 comes from 




9 9 Q 9ri 


5343 


AC006014 


Homo sapiens similar to RFP transforming 
protein/ similar uo ri^o/o ( riu : giozoi / } 


425 


94.118 


5344 


S67247 


Homo sapiens smooth muscle myosin heavy chain 
xsororm oiriemD 


202 


28.834 






Caenorhabditis elegans predicted using 
Genefinder; Similarity to B.subtilis GTP- 

UXilUJ-Iiy piUt-trin ^ o W , IT Z U 17 D 4 J , CUlNi-i EjOI 
\/]f4^7r'9 ^ r'omPQ "Ft'Otti "hhi rT<=»nei 

y T\.'-i 1 \^ ^. » V^l.JlUCo XX Will L,llJwO LjCiiC 


oo / 


c n 9 1 T 
0 U . Z 1 o 


534 6 


AF175967 


Mn C3 mnc;f^nl n^ T.pman /^ot 1 pH — (^oi 1 o'ro'ho'i t\ xT^'r'\ ant* 

1 


o o o 


J O . X / o 


5347 


AB029001 


Homo sapiens KIAA1078 protein 


990 


49.858 


J J T O 


nfi ^7ft ^ 


HOTTIO Q 3 "O T OTIC OVOT~OCCO/H 1 1 T (^n T +" i^n C 1 \7 * T~» r~ /H 1 1 o 

rHJlilU odp±trIlo cXpxcooCvJ. UJJl tJUi UOUo 1 y ^ pxociucc 
QiTnilsT" 1~o n Tnp1^norr;^Q't"PT" m^^m m^o'hoTn 

0-LlllJ.XdX X/ • ILLC X di il^y d O L. C J. iUdXLl ^XUL-trJ.ii> 




o u . O X z 


534 9 


M37884 


Homo ^^oipn^ mn^olp hpi~^ <?oPO"l~'r"in 


4 04 

*a U *i 


1 on non 


5350 


AF156884 


H OTTi o ^30"ipn^ RTP— 1 i W"P W"ir»^t?P 
nwiiiu od^xc^iio r\xx xx/s.c ivxiidoc 


X o u 


^ no non 

X w u . u u u 


5351 


r^i. W ^ X W J J 


Homo caoTPnc; f^TP — WinHTrirr or'O'ho'in RZiR^I 
nwiinj odj^xciio o ± X Jwfxiiuxiiy |Jx(jlcxii rvrtD^x 


X 4 ^ u 


1 on non 

X u u . u u u 


5352 


010523 


H omo Q^oiPriQ 9— ovonln"l~3T"a't~o Hohi/HTOfTon^co 
nvjiinj od^xdio £^ u A wt^ X Li u d X d u tr utrii^ytjx tjy didoc 

w ^ <j \J ^ 


X U T o 


7 T 1^4 Q 


5353 


AL021768 


Arabidopsis thaliana ATP binding protein-like 


650 


58.491 


5354 


X16934 


Homo sapiens B23 nucleophosmin (280 AA) 


990 


100 000 

J- V/ v • V/ w w 


5355 


U09284 


Homo saoiens PINCH nrotein 


343 


86 . 538 


5356 


X96770 


Saccharomyces cerevisiae P2558 protein 


232 


27.451 


5357 


D79998 


Homo sapiens KIAA017 6 


1078 


83.333 


5358 


AL117664 


Homo sapiens hypothetical protein 


215 


96.774 


5359 


Z69725 


Schizosaccharomyces pombe hypothetical protein 


293 


35.838 


5360 


U93305 


Homo sapiens triple LIM domain protein 


244 


65.116 


5361 


AC005757 


Homo sapiens R32611 1 


600 


98.837 


5362 


AF159567 


Homo sapiens C2H2 (Kruppel-type) zinc finger 
protein 


2768 


100.000 
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5363 


Y08139 


Rattus norvegicus dermo-l protein 


903 


99.281 


5364 


X87852 


Homo sapiens SEX protein 


1126 
n 


99.821 




A -7 X O X 17 


lAClLi-Llo li^JXVtryxOLto o(^aX 


o o ^ 


fi4 R 


O J O D 


T 4 9 fil 9 


nuiiiu oo^xt^iio ]s.t^xciL-Xii Ly^t^ xx 


Qft 1 

O X 


fi? 0^9 
t) o • u o ^ 


o o o / 


Yn7 fiQR 


rHJllHJ Od^Xt^Xlo L-y HJ JvcX d L Xil 4 ^4UO r\t\) 


9S1 ^ 

^ O X o 


QQ 7 S S 

^ -3 . / O O 


5368 


AL031583 


Unknown /prediction= (method: " "genef inder" " , 

Trpr c? 1 on ' " " DR 4 " " c^nnrf^ • " " T 9 4 Qn"*M' 

vCXoXwIl* W04 f OO^XC* X^4>^U } f 


690 


33.735 


5369 


AF106518 


Homo sapiens sialomucin CD164 


212 


32.258 




uo o ^ y \j 


LJlio illLioL'U.XLIO Lll 11 IctlLlCU ^Xf,JL.CXll ||JXVjv^liOL. 


9 so 

^ ^ J VJ 


Ql fi4 R 

_/ X ■ U 4 O 


5371 


U43194 


Mus musculus rhophilin 


727 


67 .722 


0 J / Z 


npfi n R R /I Q 


rxaLuus norvegicus aLypicai irrvv^ speciiic 
binding protein 


719 
/ 1^ 


ft 1 Q R R 

01 . y o o 


5373 


AJ011855 


Homo sapiens PAK4 protein 


966 


74 .737 


Q T T yi 


U / Uoby 


Mus musculus hematopoietic-specif ic IL-2 
deubiguit inat ing enzyme 


T R T 
/O / 


A Q O Q O 

4 y . z o z 


^ '^7 R 


TO R n R 
U U O U DO 


DOS t.aurus caipam ii reguiarory suDunit. 
3.4.22.17) 


7 R 1 
/ 0 1 


7 ft *^7 


R "^7 


7 7 R R /I 9 
/ O 0 fl Z 


unKnown cuinh. iiioi iLiLYIdIj . uo4 oo d comes xrom unis 

y tJlltr / O ULNrt HjO 1 OL^IDIj . UO / 4 O 4 v^UlUti o XX LJIU 1 IX o 

gene; cDNA 


"54 "5 
O 4 O 


91 ft "5 
Z 1 . 0 0 D 


5377 


AB013607 


Mus musculus c29 


1351 


89.916 


"^7 P 


Mr ± O O 4 ff U 


lYJus musculus nunumgcon yeasu paruner u 


4 n R 

4 U O D 


Q4 Q7 7 
y4 . y / / 


R "^7 Q 


n T?1 "^9 9 07 


nomo sapiens cynoKine maucioie onz coni-aining 
protein 


Z 4 D D 


Q Q 7 9 T 

y y . / z 0 


Doo U 


Ufi 0 y 1 o 


Mus musculus leucine~rich~repeat protein 


1 9 /I "5 
1 ^: 4 O 


y D . y du 




7\T n99m Q 


Unknown / predict ion= (method ; " " genef inder " " , 
version. uo4 f score. 1D0.40 ] / 

/ |JX<rvJXv— LXUii — \ iiitr Lii 


IZ 4 ^: 


O Q Q 1 /I 

OO , o 1 4 


J o o ^ 


rt.D VJ ^ ^ ^ VJ / 


H OTTi 0 c^T^TonQ P^TAAOQQO ■nv^'t'onn 
rivJilHJ od^Xti^llo l\ J. £\r\\J ^ y \J ^XvJLcXii 


1 n Q9 

X U -3 Z. 


Q7 7 


5383 


riRRl 67 

L/ O O X U / 


V^CtCli^X ilCikJ \Ji XI CXC^JClll^ I.VV_^ LiiXI LVv/11 XXilC^ 

found 


J ^ J 


23 . 502 


5384 


U05340 


Homo sapiens p55CDC 


904 


92.361 






Homo c^OT one T^TJ' 0 o>~^'I~ot t\ 
fHOllHJ ocL^Xcllo r\I_iUO ^XULtrXll 


17^ 
X / o 


Qfi 1 R4 

D . X O 4 


^ J O U 


Arn4 '^7 9 s 


Homo c^OTonc OWri "Finf^ov" ■OT~(^'l~on'n 

rHJlUlJ od^Xcllo t: n\J XXiiyc;X ^XvJLcXli 


RR 4 Q 

O O 4 _? 


Qfi R4 4 

17 0. O 4 4 


J J) o / 


rtU U U O X 4 / 


n(01lL(J ^d^Xcllo IlldX t=;llvJo L.X XXi 


D O 4 


R7 n RR 
o / . u o o 


t^'^ft ft 
O O 0 o 


A pi 9 4 4 R 

fir X ^ 4 4 O O 


L/dllXO xGxXO poo xcXatGU ririoUiA pxOcein UlioO 


^9 Q 
y 


4 O . DO O 


5389 


AC003989 


Homo sapiens argininosuccinate synthase 
(citrulline-aspartate ligase); 84% Similarity 
1,0 ruyuo4 I Ni u . gi 1 4i ^ y 1 ) 


1100 


100.000 


5390 


AF155108 


Homo sapiens NY-REN-41 antigen 


559 


77.778 


R "5 Q 1 

D J y 1 


i(Z /lib 


Saccharomyces cerevisiae ORF YKR4 07 


1 Q1 

1 y 1 


TO TOO 




adu 1 o ofi y 


Homo sapiens KIAA0806 protein 


1 R £3 Q 
1 OO 0 


CO QIC 

dz . y 1 d 


5393 


U41534 


Caenorhabditis elegans Contains similarity to 
r ram uomam . irtuuuyo ^zruznzcj f ocore— i / - h , b 

vdXUC — U > XX/ LM — O 


531 


36.255 




A irn7 R 4 fi T 

rir U / O 4 D X 


riUo luuscuxus M.iJir X ijoosyia Lion xacL-or airecueu 

UllrdoC dCL.XvdUXiiy ^XUUCXll Xot^XVJXlLl d 


919 4 
Z 1 Z 4 


Q1 Q1 f^ 

y 1 . y 1 D 


5395 


AB023207 


Homo sapiens KIAA0990 protein 


216 


42.857 


0 O y D 


a irn QQ Rn R 
i\t u y 0 0 u 0 


Caenorhabditis el'egans similar to Arabidopsis 
thaliana male sterility protein 2 (SW:Q08891) 


DO / 


04i . / 0 O 


O O -7 / 


ATTl R 1 ft R7 
t\c X O X o o / 


rnjiinj odjjxtsiio ^ox yj ^jxtjLtixii 


919 


O q IRQ 

0 y . X o z3 


5398 


D87077 


Homo sapiens KIAA0240 


6429 


99.898 


5399 


AF153362 


Dictyostelium discoideum adenylyl cyclase 


417 


45.890 


5400 


D87449 


Homo sapiens Similar to a C. elegans protein 
encoded in cosmid C52E12 (U50135) 


2444 


100.000 


5401 


Z77666 


Unknown cDNA EST EMBL:T01059 comes from this 
gene; cDNA EST EMBL:D71534 comes from this 


502 


37.500 



166 



Attorney Docket 784 













5402 


AB020527 


Homo sapiens Na/P04 cotransporter homolog 


306 


95.833 


dhu^ 


AiiU / y J 1 4 


Homo sapiens hypothetical protein, siinilair to 

fri0f^944 ^ PRA.TAI 


1 by 


lUU . uuu 


J *1 U *a 


r\SD\J ^ O ^ X ^ 


lAr^TTtf^ caT^Toncj T^TAAOQQ^ r^r^/^'hoiTi 
nvjiiivj octjuxciXo i\ X rtrt u ^ ^ J £JxtjL^xii 


(^4 ft 

O D 4 0 


1 00 000 


J *i U J 


[199^91 


r\ctL.i.Lio I lUX V tr y X Qo L-dotJXii Js.xiiciotr x ydiiuuci o 

isof orm 


7 01 
/ u X 


fil 74 Q 

D X . / 4 3 


J *i U D 


aFI 4 4 S7 ^ 


kinase PKM 


D X O 


000 
2/ o . uuu 


^d 07 

3 4 U / 


npnnn 9 n q 


Cjscnexxcnxa coxx oll, nypotneuicai pxotein 


0 oy 


1 00 000 

luu . uuu 




/ir u U ^ D u o 


KaLcus nox veyxcus oriop4 


9 9*^ 
Z Z J 


Of: ft 9 Q 

z D , 0 z y 


^4 HQ 


A Z70 D ± 4 


nomo sapiens cyLOKeiraLxn 


1 Q Q 

1 y y 


1 n 1 7 

Dl . U 1 / 


O 4 X u 


M7 R 
lYl / D D D O 


riomo sapiens ii oera nyuxoxysceroia 
dehydrogenase 


1 U / 0 


luu . uuu 


O 4 ± ± 


A pi ft ^ Q 1 
M.r X o O y D X 


noiuo sapiens caxDon caL-aooiiue xepxession 4 
protein homolog 


z y dz 


QQ 7 (^ft 

y y . / DCS 


R4 1 9 
O 4 X Z 


A RO 1 ft 0 9 


nomo sapiens r\i/iH.u/oy protein 


y D 4 


4 0 . OU D 


J 4 ± ^ 


yft S 9 "57 


noiiio Sapxerio nu,iua.n spxxcxny xacuox 


4 / D 0 


1 00 000 

1 u u . uuu 


S4 1 4 

J 4 ± 4 


nsi 0^9 

U O X u 


ociuoriax oruycci cexevxsxa.e iax04xcp 


1 -3 D D 


J y . z z D 


S4 1 S 

J 4 X J 


U D O 4 / D 


nonio Seipxens ine i\x/\tt.ux4Z gene is xeiaLea to 

hnm;5n K'TAAOOOf^ rrono 


9 90 
Z Z U 


1 00 000 

1 u u . uuu 


S4 1 

J X O 


i-iO U U 4 J ^ O 


iix ^Uocioc^iicix uiuyoeo poiiLue ni itl^ in jli x^^i-iXi z)-?.^r\.jj 
PROTFTN TM PFK9 fi-'^f^AI TKfTFRnFKFTP RFr;TnM 


1 R7 
X J / 


"^4 4 ft 
O 4 . 4 0 J 


5417 


AL0801 S9 


rnjiiiw oci^xcuo iiy^uunci l^cix ^x^.juc;xii 


fil 0 
D X VJ 


f^d ^^f; 


5418 


AK1 4 1 fiR4 

r^i. i T J. tj o 1 


Homo c;ar~in on Q ol n nonhT~on"i n — T 1 i Vo r^yo'hoi n 
nkJiiLi^ od^xdio u X X y ^^iix iixi 1 x xxjs.c ^xuL.cXil 


SI 1 7 

J X X / 


1 00 000 
X u u . uuu 


5419 


ABOl 1 370 


iJuLO iLlLlo^LLXUo ral i JS.ii 11 


X J 17 o 


Q4 ft ^ 

-7 4 . O O O 


5420 


050193 
\j ^ \j ^ ^ ^ 


^ Cl 1 J- i iClJh^kU JL L. X O tl^XCyciliO £jl\w}^C> • ri yc^iic ^ J- (J. LI ^ I— 




■^7 74ft 


5421 


AC005 94 3 


iiwiiiw oci^j-^iio iiici-ii_yx v^^w j^xii\^j.iiy ^i.wi^C-Lii liouj 


1 Q4 7 


-7 _? . U ^ U 


5422 


AF132149 


Drosophila melanogaster unknown 


1024 


60.474 


54 23 


AT. 04 94 ft 1 


A'raV^'iHo'r^Q'iQ +~han'l;3r^3 ■r^iTi~3't~TT7o ■niT'O'HoiTi 
rtx aiJX\j.vj^o X o u lid X X diici ^LiUdi-Xvc ^XULcXli 


4 Q7 

4 ^ / 


SI Q4 ft 

OX. J 4 O 


5424 


AF10S36S 

/T.!. J. W J O U -J 


Homo c;;^o'i T^^— r^l oo'hr'ancr^rM-'Hor* \CC*C* d 
ri\Ji.\.\.\j oa^xciio iv wx ux diio^vjx L-cx r\<^'^4 


T ft R 

X O J D 


1 00 000 
X u u . uuu 


5425 


r\n \J O J J u u 


MiiQ mnQOiiliic; oHo9/r^PlP'9ft — "Inliro or'O'ho'im Vinaco 4 
I'lUo lUtXo U.X U.O \^\Jl.\^^ / \j\J\^£^0 XXJS.e ^XUutJXll JS.XiidoC 4 


1 SQO 
X O J u 


Qft 9fl ^ 
^ o . zoo 


5426 


AL031685 


Homo sapiens dJ963K23.2 (novel protein) 


378 


30.811 


^4 97 


A VOR Q ^ R 
iAr u o J 0 o 


nomo sapiens kj prorem— coupiea recepror 


y y 4 


inn n nn 
1 u u . uuu 


5428 


Y18101 


Mus musculus macrophage actin-associated- 
tyros ine-phosphorylat ed protein 


1327 


84 .211 


5429 


AF134149 


Homo sapiens 2-pore K+ channel subunit TOSS 


2053 


100.000 




7\T7>1 T TQQQ 


Homo sapiens myosin-IXa 


O C O A 


inn n n n 

100 . 000 


5431 


M55532 


Rattus norvegicus carbohydrate-binding 
receptor 


468 


47.407 


O 4 




Mus musculus RalBPl-associated EH domain 
prone m Keps i 


1 Jy J 


n 1 o n /I 

y 1 . o04 


^4 

O 4 O O 


AT 0 91 ft 1 
rt.XjUZ X O X D 


ocnizosaccnaromyces pomjoe orD\^Z4njy . uoc, 

nil Jvl ItJ Wll ^ Xtrll.^LJXdd 


o n 1 
Z U 1 


4 4. / O / 


S4 ^4 

J J T 


L i -7 wJ U T o 


r'jyL.upxdoiiid xexriuein-dno T_xa.noXduxon xnxLXdLXon 

XdL^l_VJX XEO 


4 97 
4 Z / 


4 7 Q 1 7 


5435 


AF071777 


Mus musculus IREl 


2248 


85. 979 


S4 ^fi 

J *± J D 


AF0301 "^1 
rtr u o u X J X 


L^iub uiuocuxus irxeriLy ox onos, iruon 


I/O 


ft R n ^ A 

O 0 , / 1 4 


S4 ^7 


n4 04 1 0 

U 4 U 4 X 


k^deiiox iiajjux u X s exegdns k^04u/ gene proaucu 


R 9 0 
OZ U 


o /I no 
O D , 4 uu 


S4 ^ft 

3 4 O O 


AP004 ^ft 1 
riV^ U U 4 O 0 X 


noiuo sapiens o/i gene 


0 no T 
z uz o 


f;n ft "5 9 
bu . o oz 


5439 


U78597 


Plectonema boryanum kinesin light chain 


526 


42.793 


04 4 U 


M^Q 9 Q7 


Homo sapiens zinc finger protein 42 


Q 1 /I 

y 14 


ol . lol 


54 41 


U8095S 
ij t> w 


v-'dcm*->x iidi-Hwix u X o tixtrydiio L^oil i_d Xilo d UvJludXll XOlXllU 

in band 4.1, ezrin, moesin, radixin and talin 


7 0ft 


so 000 
o u . uuu 


5442 


AC006234 


Arabidopsis thaliana hypothetical protein 


269 


36. 607 


5443 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


424 


77.632 


5444 


AB019438 


Homo sapiens immunogloblin heavy chain 
variable region 


715 


90.598 


5445 


U57053 


Homo sapiens myosin-ID 


426 


74.227 
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5446 


AF040652 


Caenorhabditis elegans Contains similarity to 
Pf am domain: PF00400 (G-beta), Score=62.3, E- 

VaXUe — O . X J / LN — J 


311 


36. 957 




4 4 7 


V U U DO O 


JLJaC USx xOpnay e XallUjQci xeaCliny LXalllc yaUl 


7 7 


QQ 1 3ft 
yy* X O 0 




HO 


7 Qp T fro 
£j 0 f oz 


DCni Z05 aCCna.X Omy CSS pomxje OirriUflr-iO . ±00, CQCO/ 

profilin, len:127aa, identical to PROF_SCHPO, 

P39ft9S M97^Pi^ QiTniljpr' e^n -ho PROF YFA^IT PO 
1 on A or'O'F'ili'n ^19fip^^ ■f'^iQt"^ ^P'OT^^ 001" '479 

1 £^ 1 H f M ^XXXXil/ \X^vJClCL / f XCIOL.CI O^^WXCO / L> • ^ ' f 

Efl "0- f52 8 % identitv in 127 aa overlaD^ 


9 3ft 
^ o o 


37 1 f^ft 
O / . X oo 




5449 


M85227 


Escherichia coli activator protein 


1001 


100.000 




54 50 


L27 1 S3 


LJUIO ILlUO^UXLiO iVXllC^OXii liCdV^ OllClXil 


220 


21 . 689 




5451 


U03416 


Rattus norvegicus neuronal olf actomedin- 
7"plo+-pH F.R Inr'^^li^pd dtoI" p i n 

J- ^ ^ a l_ ^ \Ji i— 1 IX -L \J d J L ^ C ^ J- \J ^^^11 


473 


28.198 




5452 


T.nfi4 4 3 

J_l V 1 *4 J 


LJLlO ILl Li 0 ^ Ll X Li 0 yXWWL.il XCIWI^LJX 


906 


7 9.375 




J *4 J 


0907 1 6 


Fq/^H^t""! <^h 1 ^ p'ol T Mo^iR TTro-h P 1 n 

HiOv^iiCXXL^iiXd ^—Lj'XX. i'iL^diJ ^XWUCXii* 


1109 


100 000 




5454 


AE000451 
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184 




5582 


AF188706 


Homo sapiens g20 protein 


262 


35 


758 




5583 


AB029030 


Homo *^aoipn*^ KTAAl 1 07 DT~otpin 


8318 


99 


84 4 




5584 


D8744 6 


Homo "^aniens f^imil^iT to 7k P p1 prr^^ n^i ■nrol'pin 

X XV_/XIL\_/ O ^ k>' ^^XXL3 k^^XllJ LCIX \J O. V-f • CX^^CIXIO \J X V./ ^ -L X 1 

encoded in cosmid C27F2 (U40419) 


114 4 
8 


98 


672 




5585 


AF047663 


Caenorhabditis elegans W09G12.7 gene product 


261 


29 


963 




5586 


X52138 


Homo sapiens L7a protein 


14 99 


92 


593 




5587 


V00488 


Homo sapiens alpha globin 


434 


70 


093 




5588 


AF083107 


Homo sapiens sirtuin type 2 


1761 


82 


796 




5589 


AF151848 


Homo saoien"^ CGT — 90 DToi'pin 


1863 


94 


937 




5590 


X79440 


Homo saoiens NADP+— dPDPndpnt iTi;=3lip pnyvmp 


3291 


90 


879 




5591 


AC002 398 


Homo saoiens F25965 1 


1075 


74 


477 




5592 


AJ011812 


Homo sapiens transcription factor NRF 


320 


27 


083 




5593 


AB023215 


Homo sapiens KIAA0998 protein 


7978 


99 


674 




J J ,7 *3 


rtJj U J X J o o 


H om o caoionc /^.T1^^^'^.T1 "5 ^noTrol ■ovo+*onn on m t 1 ^ 

nuiiKj odpxtrilo uuxxDoux. J ^liOvex prouexn sxrn.x±dr 
to mouse B99) 


fl J O U 


Q7 


ft Q fi 
O 0 




5595 


AF071070 


Mus musculus protein kinase Myak-L 


3927 


95. 


556 




J ^ _? o 


Yft 1 ft ft Q 

A.O X O O -? 


nUilHJ od^Xciio /X {JXULcXll 


/ ft O O 


Q 


4 7ft 
4 / O 




5597 


AL023828 


Caenorhabditis elegans cDNA EST EMBL:M89008 
comes from this gene; cDNA EST yk282d3.5 comes 
from this gene 


735 


37. 


752 




5598 


D83781 


Homo sapiens the KIAA0197 gene is expressed 
ubiquitously.; the KIAA0197 protein has 
histidine acid phosphatase signature at amino 


8491 


98. 


627 
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acid positions 1047-1061. 






^ Zf Zf 


X99802 




4280 


94.444 


5600 


AJ238248 


Homo sapiens centaurin beta2 


4569 


94.891 


J O U X 


Y1 SI fi4 

1 X J X U 1 


niJllll^ OCl||JXC^ilO \^J\.\JLA.U \ f ± ^XkJL.CXll 


^ o o ^ 


Q7 S4 4 




u J J 1 J \j 


£\Cl L. U LlO iiUXVCv^X^Uo U Liii UXlLlt:: X X L. X (Jl 1 ^Xv^L-CXll X 

JDP-1 


2 S7 


SO 000 


5603 


AP000060 


APTODVTiiTn oPTni X 118aa lona hvoothet ical 
protein 


81 


39 . 623 


5604 


M54788 


HoTTiD <5f5nipn«? D\/Tnv;5t*p riphvrfTocrpnasp El— hpta 
SI iVjuni 1" 


1699 


91 . 233 


5605 


AL117233 


Homo saoiens hvDothetical orotein 


4241 


98 . 268 


5606 


M27826 


Homo sapiens neutral protease large subunit 


649 


74.522 


5607 


AB020688 


Homo sapiens KIAA0881 protein 


4895 


76.923 


J D U O 


U O O ^ J J 


ixducuo iikjx V y X U.O X iix t_ X d L X vji 1 xd^LUX cxr ^sd 


14 71 

X *i / X 


87 1 S3 

o / . X J o 


5609 


AF132938 


Homo sapiens CGI-03 protein 


3980 


98.148 


5610 


AF055470 


Homo sapiens ZNF258 


4709 


98.056 


O D X 1 


/ O X D 


unKnown preuicuea using oenennaex^ oiiiiixarn-y 
CEESX52 


10 1 


9 4 P 9 R 


5612 


U51205 


Homo sapiens HC0P9 


1320 


90.476 






OUXlld UXoCdotr VXXLlO UU|JXXOdLCU UUllldXll WX UllXll 

n;^ T3m\7vri'^7"i ;:^nH yhshHoTT"! th ^ "ool \/TnPT"ac?p 

^ d X ditl^ A ^ V X X UL O diikJ. X ildJh^W.L^ V X X LlO ^ X ^illC X d O C 

Dt"o1~pin^- pnTTinl p"t" p pri'^ - crpnp Drorinpt 


7^4 


3 Q 4 09 


5614 


AL035307 


Homo ssDiPnc; hvor»1" hp1~ i P3 1 nTo1"P'in 


1068 


55 220 


5615 


AF056929 


i.lV.^lLlW O U JLy ^ W 1 1 1.3 O U J- ^ O J. 1 1 


3750 


98 , 325 


5616 


AF159164 


Hnmn ssnipnc; anlcvTin tpidpaI" — pnni" r5 i n i nci r)"rn1"Pin 

XiV.^iLlV_/ Odka'^WllO CI X 1 JV y J- ^ 1 1 X 1 a. -L X X ^ X X^ ^ -l.X x 

ASB-2 


3163 


96 . 360 


5617 


AL117629 


Homo sapiens hypothetical protein 


496 


42.471 


5618 


X89750 


Homo sapiens TGIF protein 


1520 


93 . 116 


5619 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


411 


41 . 558 


5620 


AB020694 


Homo sapiens KIAA0887 protein 


2821 


99.099 


5621 


AC003114 


Arabidopsis thaliana T12M4 . 6 


485 


30 . 652 


5622 


AB029025 


Homo sapiens KIAA1102 protein 


5385 


98.585 


5623 


AL08015 6 


Hnmn ss'nipn*^ h\/nn1"hp1" i pa 1 nTO-hpin 

xx^xiiw odk^^^ixo X X y L. X x^ c J- ^ a J. kyx.wLr^j.xx 


575 


35.714 


5624 


ABO 182 8 9 


Homo saDipns KTAAn74fi ■nTohpin 


6654 


96 . 609 


5625 


D3854 9 


Hnmn ciani pn<^ hal OPS i «^ npw 

XXV_/XlLw OCIL^J-^IXO XXClJ.V/^>./ J- O 1 X C W 


8361 


96.796 


5626 


L77968 


Ovis aries type II small proline-rich protein 


100 


32.468 




ARfll R97 fi 


Homo caniPinQ PCTAAm'^'^ or^ohfiiTi 
rn-*iiiw od^xc;iio rvxrtrtvj / ^x^ut^xii 


33R9 
J J o ^ 


87 QfiD 


S628 


rt Xj J X J J 


^ohn '70C3j^oohaT'OTTi\7oeiC3 mom ho on-ha-i" "i a qo^3t~;5(TT no 
0 1 X ^ w 0 dooi id X uiLiy 0 ^u.i.dL.xvc d o^dx d(^ xiic:: 

'^vni" ha 

o^yxi^xxuo^ 


7 QR 


31 3S7 


5629 


AF131766 


Homo '^aD'i pn<? 5^imi lar" i"0 F.na— VASP 1 \ kp dto1"Pi n 


2266 


98 . 898 


5630 


AL117665 


Homo <?r9D'ipn'5 hvoothpt* i pa 1 nrotpin 


7681 


95 .211 


5631 


AF098066 


Homo '^aDipn*? ^oiiainoii*^ ppII parpinoma anticrpn 
recognized by T cell 


6387 


99.269 


5632 


AC007842 


Homo sapiens BC331191 1 


2054 


49.922 


5633 


X05472 


Ra'h'hn'? noTvpn i pii ^ ORF" ? 

i.X CL L. m O 11 \J J. V C J- V LX O IX 1. ^ 


159 


39 . 394 


5634 


x7nn4 n 


Homo QsoiPnQ i"\/T~o^inp Vin^ic^P 

XlvJlLlVi' Od^XCiiO l,^XV.^OXllC J\.XlldOC 


9361 


99 . 572 


5635 


rtV_» U VJ 1 J? t) -J 


H om o ^^"nipn^ ^■imil^^T" +"o PTn'rr^fiTTQdd 

fl WlllV^ Od^XdiO OXillXXdX ^ l^VJ % 1 r^l'j 


2354 

^ J *1 


83.811 


5636 


783838 

ij U J (J J o 


Homo sanipnc; nTPA^F-APTTVATINf^ PROTFTN 


1369 

X J u ^ 


87 967 


5637 


X60036 

/v W W W J u 


Homo a o "i P"n^ oho^ohai~P oayri pt OT~oi~Pi n 


2195 


78.431 


5638 


X89633 


Saccharomyces cerevisiae tRNA 
is open tenyl trans f erase 


710 


34.813 


5639 


X06272 


Homo sapiens docking protein 


3891 


97.488 


5640 


AJ238248 


Homo sapiens centaurin beta2 


4565 


94.757 


5641 


AB007929 


Homo sapiens KIAA04 60 protein 


6025 


98.453 


5642 


AJ233591 


Mus musculus reverse transcriptase 


232 


49.515 


5643 


Z81039 


Unknown predicted using Genefinder; cDNA EST 
EMBL:T01209 comes from this gene; cDNA EST 


258 


34.706 



172 



: - 







yk278all. 3 






5644 


X89602 


Homo sapiens rTSbeta 


2599 


94.313 


5645 


AL110218 




1038 
5 


99.249 


5646 


Z34278 


Homo sapiens mucin 


222 


24.749 


5647 


AL117530 


1 1 wiiLVu/ o o X d 1 o _y r vi_iic i_xv_rCix ^ x ^.y t_ ^ x 1 1 


814 


37 . 594 


564 8 


AJ24 37 97 


fivjiii^ o a^x Clio w y A — Lj^^^^iiuk^rxccioc xxx ^LyiNaoc xxx/ 


1940 


97 . 368 


564 9 


AF051325 


HoTTio <?p5nipns *-»H'^ HnTn^in poni" 3 i n i nrr sHs'Dt'D'r 

ItWXllV^ OOk^XdlO wjtl^ V^WillClXll V^l 1 ^ CI X 1 1 X 1 IV^ d CL J. 

orotei n 


225 


26. 603 


5650 


X73902 


Homo ^^P^nipns nippin 


8104 


98 . 996 


5651 


AF0194 13 


Homo sapiens complement component C4 


1147 
4 


99 . 599 


5652 


X55777 


Homo sapiens put. ORF 


248 


53.247 


5653 


X75888 


Mus musculus cyclin E 


2381 


73. 428 


5654 


AF055985 


Onchocerca volvulus pyrrolidone— rich antigen 


166 


42 . 857 


5655 


X59512 


Homo sapiens integrin alpha6 subunit 


6161 


94 . 161 


5656 


X78931 


Homo sapiens zinc fingeir protein 


1085 


93. 023 


5657 


AF093593 


Homo sanipns snRNA apt ivat inci orotein comolex 
1 9kDa subunit 


463 


65 . 772 


5658 




Homo sapiens alpha l(VIII) collagen 


5463 


98 , 925 


5659 


AF061939 


Homo sapiens staufen protein 


1273 


46.346 


5660 


X61585 


Bos taurus polynucleotide adenylyltransf erase 


4357 


93.883 


5661 


AF083068 

£i.L. \J \J ^ \J \J \J 


Homo Sr^oipns NAn+ ADP— ti hosvl t Tsn^f pts *^p 2 

iiv^'iii^u/ o u X ^ 1 1 o i^x^i^ I x^Ly L XX Ju> V./ oyxi^xu.iiox^xa.o^ ^ 


3354 


96. 834 


5662 


X92485 


Pl^i^moHinm vi vsv ov^^ 1 

i. X CL 0 1 1 1 \J V>1 X LXl 11 V X V CI A. V CI X 


329 


58 . 889 


5663 


AB018308 


Homo sapiens KIAA07 65 protein 


3935 


98.658 


J U U 1 


U J O O J o 


Hr^m^^ ^ar^i otic 1 1 n Vto ^^TaTT^ 
nv^iuu od^xdio Li.il vvi i 


2 67 


S8 S37 




U O -? O 1 -/ 


r^aon/^'y"V^^W(Hn'i~iQ olorT^n^ cTmnlaT" 'i~ 1 piipt tip— t"ipV^ 

\./ClC^l it.v'X Ildi^UX 1 LO CXc:;VJClllo OXlllXXCtX \^KJ Xt^LlL^XllC XXOll 

ypop^i" yprri on o'F T. monoo\/'t~ orrpnpc; -i n'hPT'n^^l i n 

X C C CIL. XCVJXWilO W X Xt • llLWl 1 V./ v.'vMdi^O XilL^XIlClXXil 

and S Dombe SDS22 




O / . Z/ ^ J. 


5666 


AF151875 


Homo pn^ PGT — 1 1 7 OTotPi n 

1 1 will W O CI X ^ i. 1 O vJ X XX/ X W ^ C X i 1 


953 


94 . 972 


5667 


U88180 


Caenorhabditis elegans similar to molybdenum 
po"F;=iptoT hi O'^vnthp^'i ^ OTotPi n F. 

v_> v_/ X ci w ^ \y X vy xv^oyiii_ii\^o-i.o kj x w c ^ 1 1 


239 


26.033 


5668 


097553 


mi]T"i np hPTOP^^vi Tn<=; fiR unknown 

lllLlXXll^ IICX h-' ^ OvJLXUO \J Llil/Vl 1V_/ W 1 1 


100 


30 . 682 


5669 


M13100 


Rattus norvpcripus unknown orotpin 


288 


38 . 922 


5670 


L22030 


Glvpinp max hvdroxvor'ol inp — riph crl vpoDi'ot ein 


196 


34.314 


5671 


AB021660 


Homo sapiens carbonic anhydrase VB 


573 


42 . 547 


5672 


AL021918 


Homo sapiens b34I8.1 (Kruppel related Zinc 
Finger protein 184) 


5228 


98.936 


5673 


X60957 


Homo sapiens receptor tyrosine kinase 


7637 


98 . 599 


5674 


AB020706 


Homo sapiens KIAA0899 protein 


5914 


99. 355 


5675 


X70764 


Mils mii^piilu^ '^p T i np / 1 h f pon i np OTotpin kinasp 

L J U. O 1 1 1 L>t O ^ LaL X LaL O O^X'l.li.^/ ^ 1 1 X> ^ 1 1 X 1 1 ^ ^ J- ^ -k 1 1 XV ^ 1 1 U itj ^ 


683 


51.14 9 


5676 


U43360 
\j ^ ^ \j \j 


Pp romvc; PIT «^ ma n "i pn 1 a 1 11 tpvpt^p t T"an<=;pTi ota sp 

J. ^ X \_/iLi y o w mo iLiciiixou.xuL.Lio x^v^j,o^ Lxoiiov^xx k-r i> a. o ^ 


419 


46. 907 


5677 


S794 10 


Mn <=; *=50 nnplpaT" lopaliyation nna ^NT.S^ — 

1 1 U O O kf' ■ 1 1 IX \^ X C d X XV_/\_>CIJ L^CILX W 11 OXVJliaXO \1" X) / 

binding protein=spot~l 


145 


47.170 


5678 


U52426 


Homo sapiens GOK 


1892 


50 . 635 


5679 


AB005618 


Gallus gallus chromobox protein (CHCB2) 


381 


72 . 340 


5680 


AE001448 


Helicobacter pylori J99 THREONINE SYNTHASE 


747 


34 . 591 


5681 


AB018272 


Homo sapiens KIAA0729 protein 


7947 


99.749 


5682 


Y18314 


Homo sapiens paraplegin-like protein 


5116 


97 . 872 


5683 


AF072508 


Homo sapiens envelope protein 


272 


34 . 483 


5684 


U76714 


Rattus norvegicus cell adhesion regulator 


2354 


87.624 


5685 


X98259 


Homo sapiens M-phase phosphoprotein 8 


1232 


75.735 


5686 


AL022316 


Homo <=;aoipn'5 bKl26B4 1 fnovel orotein^ 


268 


60 . 759 


5687 


X86779 


Homo sapiens FAST kinase 


3431 


95.848 


5688 


AL049848 


Homo sapiens hypothetical protein 


250 


31.304 


5689 


AC006284 


Arabidopsis thaliana putative ankyrin 


267 


39.189 


5690 


Z37139 


Unknown similar to guanine nucleotide binding 
protein; cDNA EST EMBL:T00917 comes from this 
gene; c 


431 


33.469 
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5691 


X61048 


Hydra sp. mini-collagen 


189 


34 .815 


5692 


AL032654 


Caenorhabditis elegans similar to Heme-binding 

UvJIlldill XII Uy LOdlX tJlUC UO driU OXXOOr cClUCUaoco 


698 


31.870 


J D -7 O 


A J J D 0 D 


j-iy c-upcx 0 X ooii Co (_.ux en Luiu exuerioxn ^cxaSo 


7 4 


97 71 1 
Z / . /XX 


J U ^ *a 


arn^fiQ7 7 

rt C \J 0 \J ^ f 1 


H^mo c 3 1 one n n V"r^^T*7Ti 
rnjiinj od^Xciio Liil fwliuwii 


^ X ^ o 


Q4 ICifi 


J U _7 J 


\J ^ U / ^ 


n^JllLvJ od^JXcilo oXlllXXaX LU O / r>.\Jt\ ItJX^^UvJ 
Cl L. X ^^i iv.i' X XI iC XCOCL^UUX Ct O O ^-.^ ^ X CI U C k^X^UCXll^ 

similar to human dystrophin— related protein, 
PIR Accession Number S03966 


907 


R9 nnn 


5696 


AL050131 


Homo sapiens hypothetical protein 


265 


39.548 


5697 


M12140 


Homo saoipns pnvelooe orotpin 


2012 


57.143 


5698 


U93567 


Homo saDipn*=; o40 


4 04 


33 . 115 


5699 


AF10884 3 




992 


37.115 


5700 


AF01014 4 




352 


S9 '^Dft 

■J ^ . J w u 


5701 


AC003979 


Arabidopsis thaliana ESTs gb|Z34075, gb|Z34835 

nH rrh 1 AA4n4RftR rTim*^ 'FTnm 'hh'i*^ rTf^np* 


613 


41.045 


5702 


L06505 


Hninn ^^^ni pn^ bn'5nm;=il DTnl'p'i n Til ? 

1 iv-ziiiw o o X ^ 1 1 o XX %j v^o wiiiax k-f X \J ^ X 1 i .lj x ^ 


58 6 


71.429 


5703 


U79260 


HoTTin *=53Di pn^ nnlcnnwn 


347 


66 . 327 


5704 


X07704 


Homo sapiens Po protein 


267 


31.707 


5705 


M63835 


Homo "^^^^ni pn^ Trrf^ Fr* tppptiI" ot T 


2307 


98 , 667 


5706 


K01075 


s vn t hpt"ip pnn<^i~Tnpi" c \ t o\'\xv\^x^c\y~ c\7 c\ \ Y ^ 

fusion prot (partial) 


135 


25.210 


5707 


M11902 


Ml 1^ mn^pnlnc; nTolinP — yiph c^al-iTTay-T/ ■pkT'o'hPin 

LJUO lllUO \-f U.X U. O X \J XXliC XX^ll OOJ LVCLX_y ^ C X i i 


216 


30.12 6 


5708 


AFl Pfil fi4 


ii^itiw ocij|J^dlo d X L. C X 1 id U X V c; noxir^^ ^X^L.c:X11 


4 ^9 

•i J Z. 


fiQ DQI 


5709 


AFl 1 1 1 Ofi 

/^I. X X X X u u 


owiiivj od^xciio ^xuL.tz;xii oc^xxiic/ uiix c:vjiiXiic 
"nh o c;"nh ^ i~ A p 4 TPrrn 1 ^ 1~oy \/ QnHnni'h T 

^1 IV-* O ^1 i. O. Cl O C T X ^ LI X CI l_ W X y O Lli.i' Lli IX L. X 


R4 ^1 

O 1 O X 


Q9 ^Qf^ 


5710 


AF083107 


Homo sapiens sirtuin type 2 


1642 


79. 679 


5711 


^ ^ 0 J. 0 


^ X X c i_ LiX Uo LjXXocrUo iiiuudiii- oLtrXL/X XcyuXdLVJXy 
p 1 prnpn t" hi nHi nn tit~o'I~pi n — ^ 


O U X 


4 1 9 

4 D . J X Z 


5712 


AF069781 


nT~p*^ppihi 1 P TTip 1 A n orrp C3 -f- o T~ Rpm4fi— T "i Vp r^r'pi'hPT n 

L^x v_if o k.'i 1 X X a. iiic xciiiwv^cio l.^x xj j ljv^ yj ^ t3 X 1 1 


820 


4 2.284 


5713 


AL080119 


Homo ^ADipn<=; hvnfrl" hpl" i p;^ 1 ■nyo'hp'iri 


2454 


96 . 203 


5714 


L27104 


Ro*^ TTii] Pri T 1 n "i p T'ppp'D'hnT" M4 =5nhi~\/r>p 


99 


31.034 


5715 


Y14690 


Homo saoipns ofopoI 1 r5crpn rilDhp? 9 fV^ 


1081 
7 


97 . 933 


5716 


L34001 


Hnmo ssnipn^ ORF* TUTh^^ 1" i vp 


34 8 


87 . 500 


5717 


U58755 


CspnoTh^hdi t i *=; p1 pnPin*=5 P'^4n4 1 1 rrpnp OTorinpl" 

V — ■ u ^ 1 1 V./ X 1 1 CI K> \Ji X ^ X O ^ X C ^ d i 1 0 •_^^L>'*3 • XX %3 1 1 uJ X W Li L, 


15 6 


36.207 


5718 


X82157 


Homn ^;=?r)'ipn*=? hpvin 

1 IL./111V/ o a k^ x^iio iicvxii 


3929 


07 S 


5719 


U95098 


Xenopus laevis mitotic phosphoprotein 4 4 


1439 


68.085 




Y7n Q4 4 


rnjlUtJ odpXcIio x i JD dboOCXdCcQ opXXCXHy XdCtOx 


4 Q 
O fl O J? 


o "0 n fi9 

O O . U DZ 


5721 


U66796 


Homo sapiens laminin alpha 2 chain 


2132 

fi 


99.165 


•J f ^ 


MR 4 ^7 Q 

I JO 1 *J / 17 


t-I *^Tn c 3 T o n o 1 \ jmi^ ^ r^xy^ a 3n"f"T /^o n 

nvjiiiLJ odjjxtriio X yiii^iiUL-y L diiLxycii 


9 m 1 

Z U X X 


0 4 . ^ 4 D 


5723 


X65165 


Volvox carteri extensin 


352 


33.852 


S794 


rtr X ^ ^i? u 0 ^ 


iivjiUD odpxciio odxxjuxy LcxUixnub OX risp / U 
interacting protein 




Q fi n fi fi 




Aponnn fin 


M.CX opy X uin pernxx xijaa xong nypoL.net. xcax 

nT~oi~ o 1 n 
^x U U C J-l 1 


L / o 


c: o c 
OO . Z D D 


5726 


yn7ft ft 1 

/WJ / 0 (J X 


Homo Q ^3 1 one t^t~o"1 nno — T~n*^Vi ■OT"0't"0'in fZ"^ 

ri^lLlLJ Od^XCllO ^XLJXXli^ XXL'II ^XUL-t^Xii \J d. 


9 ft 4 
Z O 4 


? 7 R4 


5727 


rifiDR 4 ft 


r^^ionoT'ViisV^r^nl""! c oTo/T^nc XTo /Ho'F"in'l'l~Ton 1 ino 
vvdCi lUX i IdJJLJX U X o oXcydiio ViKJ LicXXIlXLXUil XXIltz; 

found 


? ft 

o o o 


■^fi 07 fi 




APOn? S4 4 


nuuiu odpxfcjilis uiiJs.ri(jWii yeiie pxOQuCL spxxce xoxiu 
1 


D D / 


O 4 . '1 J U 


5729 


Y09615 


HoTTio ^rinipn^ tdTF.RP 

1 1 ^u/iii o a -1^ 1 1 o iiL X i-j x.\ L 


4 98 


30 . 357 


5730 


AL050071 


Homo sapiens hypothetical protein 


2272 


88.278 


5731 


AB018331 


Homo sapiens KIAA0788 protein 


7248 


92.485 


5732 


Z98974 


Schizosaccharomyces pombe putative vacuolar 
protein sorting-associated protein 


244 


42.708 


5733 


U37351 


Mus musculus Paneth cell enhanced expression 
PCEE 


111 


77.005 



174 



5734 


AJ249732 


Homo sapiens G8 protein 


792 


90.000 




AFDI 014 4 

rtE J. VJ J. 1 *3 




4 1 fi 

*1 X \J 


U X • X U J 


5736 


X57110 


O^.i'iLlV^ OO^XCtiO \^ \^kJJ- JL/XUU.CX11 


6141 


677 


5737 


X86779 


Homo sapiens FAST kinase 


3487 


96.926 


5738 


AL080318 


Arabidopsis thaliana putative protein 


757 


40.456 


RT^ Q 
O / J J? 


i^C u X y f± u 


nomo sapxens compxeinenu component 


4 1 0 
fl X U D 


Q"? n R/i 

. U04 


^1 A n 

D / H\J 


Hr 1 Z o £3 0 1 


multiple sclerosis associated retrovirus 
fcrxtiiufcjriL ydy puxypx outixii 


9 R ^ 
Z 0 D 


97 1 9 Q 


R7 4 1 


YR R7 77 
ADD / f 1 


nomo oapxerio puu. vjr\r 


9 4? 
^ 4 O 


R9 '^9 




TV PI 0 71 4 9 


nomo sapxens LNeu/^c axpna z / o odx oeua x , j 

OCiXLNrt^_ dX^Xlci A. / D oXdXyXLXcHloXtrXcloc dX^lld^ / D 
^"i ^1 \/l 'hT^nQ'F^T^Q^ 


X DO J 


Of, 1 H. 


5743 


AF072506 


Homo *=?An"ipn<=; pnvplnnf^ nTotPin "n"rpr'nT"*=?nT" 


3502 


31 ,114 


5744 


X83413 


Human herpesvirus 6 U88 


555 


43.719 


5745 


A.Tm OOQQ 

r\KJ \J d. \J \J ^ 


Homo Q ;^ o 1 onQ KIPC"n4 4Rr^1 


9^0 


9Q ROO 


5746 


Y13374 


Homo sapiens putative prenylated protein 


1201 


79.426 


5747 


U58658 


Homo sapiens unknown 


266 


64 . 935 


O 1 HO 


UUU 10 y 


Rattus norvegicus Na+/ K+~ATPase alpha~subunit 




y 0 . 4 ^ z 


c; 7 /I Q 
D / f± y 


m m Q R 

U lU 1 0 0 


Xenopus laevis XPMC2 protein 


1 T 9 9 


en / 9 
OU . 4 D J 


R 7 c: n 
D / D U 


UUUU 41 J 


Caenorhabdit is elegans similar to beta— 
mannosyltransf erase 


C Q 9 
DO ^ 


/I R 9 9 

4 0 . D^; / 


c: "7 c: 1 
0 / 0 1 


o C O Q O Q 


Homo sapiens PRBIL precursor protein=basic 
proline rich proteins (Ps, PmF, PmS, and Pe) 
precursor {C— terminal} 


1 D / 


^D , J 




I 1 DDI u 


Homo sapiens paraplegin 


R n n 1 


QQ n A Ci 


O / O J 


HU Z *i O 4 D u 


Xiexsnmanxa major proteopnospnogxycan 


X / o 


9 ^ Q9 9 

D . y z J 


5754 


AC004473 


Arabidopsis thaliana EST gb|N37577 comes from 
t.nxo gene. 


167 


37.391 


5755 


K03208 


Homo sapiens salivary proline-rich protein 
px ecur o Ox 


312 


31.502 


J / o o 


Ml "^1 no 


KdCcuo norvegxcub unKnown procexn 


9 7 Q 


A A 7 97 


D / D / 


7\ T9 R 9 R R n 
riU ^ D ^ D D\J 


nomo bapxens gxycexox Kxnase 


J J D J 


Q7 1 A A 


R7 Rft 


nn Q4 07 


KauL-us norvegxcus putaLXve prouexn Kxnase 

XXlllXOX LOX 


Rnn 


R 7 9 R 9 


S7 RQ 


nR74 RD 


noiiLo od^xciio oxiuxxdx lo u . iiiexdiioy do Lex 

parallel sister chromatids protein 


ft 9 '^9 


9/19 
-? D . ^ 4 0 


S7 fin 


AT.nQfi7 R^ 


noitio od|Jxtriio i ly ^o uiie L X X £-?xoi_exii 


7 ft n 


4 9 4 R 0 

4 0 , 4 O U 






Homo Q 3 o 1 OTiC ol^ o coV^ o Y~\7 T Vt m a c o 
noitiu od^xciio ^iiOo_^ilox y X a o t; is.xllcloe 


D ^ O 4 


Q9 Q1 0 


5762 


XS9fi SI 


H omo QaoT^riQ "00oi"iH\7loT'ol\7l ic omt^ t"^ c o 
nijiiiL-' od^xdio L. xuy xjjx w X y X xouiiicxdocr 


70Q 


74 ft4 7 
/ 4 . 0 4 / 


5763 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


509 


42.484 


R7 fi4 


YQ4 Q 1 9 

A J7 4 Z3 X Z 


nomo oapiens irxr^^ 


9 Q9 
Z y Z 


D/i . X / y 


R7 fiR 


7 9 R R R 
^Z O O J o 


nomo sapxens nucxear pore compxex prorexn 

111 itX^ X *J J 


Q9 7 


Q7 A 01 

y / . 4 z / 


S7 fifi 


YR77 fifi 

A. J / / D D 


noiiio odpxerio ocroiuexyoxn o pxecursox 


D Loo 


Q ^ 9 Q 

y D . J fl y 


S7 fi7 


AT 1 1 7 fil n 

rtXi XX / D X U 


noiiio ocipxerio nypounet-xcax prouein 


J D U D 


Oi^ 07 0 

y D . y / u 


R7 fifi 

D / DO 


Y1 R"^! 1 

AX D J X X 


Woolly monkey sarcoma virus reverse 

l-XdlloV^XX|JUdoc v4/D rtri / 


R m 
D U / 


A Q n n n 

fl 0 . UUU 


5769 


AF023261 


Human endogenous retrovirus K pol-env 


628 


48 . 469 


^770 


U / O O X Z 


LYiuo muscuxuo zxnc xxnger prouexn 


9 

D 


oD . yo O 


5771 


X13293 


Homo sapiens B-myb protein (AA 1-700) 


4641 


99. 144 


R7 7 9 


^ y Du ft / 


Caenorhabdxt IS elegans DY3 . 6 


/I Q 1 


0 Q "7 1 D 

Z 0 . / lo 


5773 


AB002363 


Homo sapiens KIAA0365 


5491 


96.931 


R774 


M7 4 097 


noiiio odpxeiio iiiiicxix 


J D4 


97 1 9 R 
Z / . X J 0 


5775 


D87469 


Homo sapiens Similar to D.melanogaster 
cadherin-related tumor suppressor 


1625 
0 


99.295 


5776 


AF145732 


Homo sapiens endoplasmic reticulum alpha- 
mannosidase I 


4511 


99.397 


bill 


U48251 


Homo sapiens protein kinase C-binding protein 
RACK7 


3002 


94 .414 



175 





5778 


M12240 


huinan herpesvirus 1 infected cell protein 


195 


29 


288 




5779 


X74764 


Homo sapiens protein~tyrosine kinase 


5477 


96 


636 




5780 


AF169346 


Cavia porcellus prO""alpha~l type 1 collagen 


122 


29 


091 




5781 


X55686 


Lycopers icon esculentum extensin (class II) 


143 


34 


091 




5782 


AF121009 


Mycobact eriuin tuberculosis H37Rv hypothetical 
protein Jv0534 


222 


28 


814 




5783 


U04706 


Bos taurus 50 kDa protein 


2579 


83 


476 




5784 


AF092207 


Rattus norvegicus unknown 


1179 


78 


648 




5785 


X59892 


Homo sapiens 471 aa polypeptide (9'amiua2) 


2145 


86 


694 




5786 


AF065391 


Homo sapiens ZISl 


627 


81 


618 




5787 


X55777 


Homo sapiens put . ORF 


241 


61 


194 




5788 


U29380 


Caenorhabditis elegans No definition line 
found 


343 


33 


654 




5789 


AJ245553 


Homo sapiens AP4 protein 


3145 


84 


722 




5790 


AF177203 


Homo sapiens cerebral cell adhesion molecule 


3328 


96 


731 




5791 


AF134726 


Homo sapiens G9A 


6856 


99 


800 




57 92 


AF06420S 


liV^ilLXu/ OCl^^^^liO V>1 y 1 id ^ -1. i 1 -L kJ J. \J J- O J- V-/ i- ILL 


7889 


98 


753 






IT?! ^1 7 

U ^ J. .J X f 


V-fOCl IkJX 1 iCLiJkJ.X L. X O CXC<^CliiO Vi\J V_^C X XiiX L. X^il XXllC 

found 


184 


4 6 


835 




5794 


AF131743 


Homo sapiens Unknown 


515 


67 


153 




S7 


API 1 1 1 7R 


Homr^ Qai^T OTIC rr 1 \7r^T o^^n— 
o^Jiinj oo^xti^iio yxy^j-Odn u 


1733 


93 


357 




5796 


U97553 


murine herpesvirus 68 unknown 


141 


37 


736 




S7 Q7 




ov^iiivj od^xciio oXiiixx.cix uvj iiLiiiictii jjx vjiii^w'vxuiiicixii 


41. O O ^ 


fi 9 


87 6 








orntpin BRT 4 0 f Jr20 69 1 








5798 


M734 91 


Mil ^ TTin ^ r"!! 1 n N— p=i ppI" vl rrl npn^^m i nvl i" n ^ "Fpts *5 p T 


4 99 


37 


193 




S7 QQ 


API 9 fi 4 Ofi 

rtC X ^ O *4 U O 


rnjiinj od^xcrxio ^xciiyx (JC^di^^diL ^xcxcuiixii r\ 

Ju'XiitJ.Xil^ ^X^UCJLll INCIXX 




PI 

O X 


u ^ o 


03 


5800 


AF109126 


beta 


2474 


97 


250 




J O U X 


rid ^^fiD 

U *i O J vJ U 


IT c^x vjiiiy o iiidiix t.^Lixd u lio xcvcxoc l. x diio ^x x^ u do tir 


94 
1 \j 


37 


7 1 4 

/XI 


ly 


^ O VJ ^ 


rtr vj ^ / o ^ u 


nwiiivj od^xc^iio ^LiL.dUXVc! oc^vcii ^doo l,x diioiuc^iiixjx diic; 


4 R7 


4 


U _? X 








px (J U fc: 










^ O \J J 


Mfi^4 ^R 




X U ^ 17 


7 Q 


fi ^4 

O J 1 




o O U *i 


nnnn s q 

u\J vj u J ;? 


o d v_*Ol Id X wlliy t-- c o t; X t: V X o X d t; llixx^xw^ 


4 9 


94 


1 7 fi 

X / D 


s s 


O O U J 


rtr VJ 17 U O D / 


R a "i" 4~ n c n^T'Troni c nnanocn no m^r^or^Vi^ CT^h a "H o 
r\dL.LLio 1 ivjx V cy X (.^ Lio u.dx lUo xi it^ iinjiivj^Jinjo^iid 

7"pHnp-t-a 

J- \D KJk. u. L a. o ^ 


1 7 4 Q 


70 


fiQ4 

O ,7 *i 


ru 


5806 


AF070588 


Homo sapiens unknown 


2218 


95 


122 




S807 

>J O VJ / 


\J ^ ^ \j ^ 


P'a pnoT~h a WH "it'TQ pIprraTiQ Mo Hp'Fin'i'hion Innp 
^d d iwx 1 idi>_^u.x L. X o cxcydiio v_ic x xiix u xvjii xxiic 


580 


40 


17 9 

X / ^ 








found 










5808 


Ar004 S4 4 




547 


88 


119 








P14406 ( PI D*al 17121) 










5809 


AF132937 


Homo sstri pns P(^T — DToi'P'in 


4002 


98 


875 




5810 


Z37997 


Saccharomyces cerevisiae orf, len: 360, CAI : 

n 1 ^ om p ^■iTn'ilaT''ii~\7 ■t~o riarr ool \rri t~ o 1~ p i n ^ 
\j t ^ f o Vi/i iiw o-i-iiiJ Lcij Li_y i_ \^ CI v_/ J. y j- w w ^ j. 1 1 o 


278 


23 


711 




5811 


AJ0114 97 


Homo ^ani pn^? CI aiiHi n — 7 


997 


92 


958 




5812 


X63563 


Homo '^lAn'i pn*=5 RNA tjoI vmpT;=^<^p TT 1 40 IcHa *=mbnn'i 


6432 


91 


221 




5813 


AF151825 


Homo sapiens CGI-67 protein 


1516 


89 


726 




5814 


\J \J 1 ^ ^ \J 


Homo «;aoi pnc; or^MP nhoQr*ihoH"i PQl~PTa<5P T^d 


2920 


94 


553 




5815 


X62677 


Oryctolagus cuniculus retrovirus related 

Xt3vCXot3 C X dl 1 o ^x X^ L. d o c 


238 


54 


622 




J O -L U 


yft Q7 T R 

A O J / X o 


OLlO O^Xv-/Xd ^ UO ^XV.JL.CdoC oLii_/LLllXU 


1 4 7 9 


fi7 


^ O X 




J O -L / 


An '^fi^ft7 


H om o ca'OTonc vo"t~TTiOTO ar^T^— nn/Hnoo/H ■ovo't~oiTi 
ntJilnj od^Xcllo XtrUXlUJXO dt— X(^ XlH-lUl-CvJ |JX(JLcXll 


4 4 Q 


-7 O 


1 90 
X z. u 




5818 


AL031187 


A Tsb 1 Hor)*^ th^liriTiP? kinp^in — TPl^^tpd DTotpin 

Z^X X \uilV_/ O X O L.llCl-1 LdllCl JVXllCOXll X C X a. I. C ^/ X 1,. X 1 1 

katA (fragment) 


191 


21 


923 




5819 


AF062249 


Homo sapiens immunoglobulin heavy chain 
variable region 


627 


84 


167 




5820 


AF042386 


Homo sapiens cyclophilin-33B 


452 


44 


976 




5821 


D30747 


Acropora donei mini-collagen 


209 


37 


975 




5822 


AF036705 


Unknown Similar to phytoene desaturase; coded 


746 


43 


987 



176 
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fnT hv P plpn^inc; nHNA PPF*^y74F" nnripH "FnT" hw 
i-Vi^j- J ^ ■ cxc^diio v^L/iNn. 1 ^ I. f \^\J\jl.^\JL xv^x *^ y 

C. el 






5823 


M30023 


or'f vi Ti]*? ORF4 


186 


37 . 736 


5824 


AJ24 34 5 9 


TiP"i '^Hmani pi m^^nOT r>"mt*pnnhr>*=;nhnrr1 \/c^r\ 


219 


27 . 864 


5825 


L01042 


Homo sapiens TATA element modulatory factor 


6749 


99.543 


5826 


Y00064 


Homo sapiens precursor polypeptide (AA -20 to 
657 ) 


4510 


99.409 


5827 


AJ223830 


Rpittns noTVPrripn^ ARF.1 


4156 


93 . 689 


5828 


U17000 


Clalln«5 aallns TOP AP 


4 61 


33 , 333 


5829 


AC004077 


x^J. Cl Jw* U. W k-/ O ^ O 1 ICl J. J. CI 1 1 CL 1 1 y L. 1 1^ J. V_>i CI J. J. W V. C J- 1 1 


397 


31 . 907 


5830 


AL021726 


rinknown /ma t rh= Mpsr • " "PKOm? Snr-imp PK" 
Drosonhila itipI rinonsstpr PTnh)Tvn Rl iipSpt"! Dt 

i-/ J* \^ O \h/ k>l 1 ^ -X. U. llis^ -L. U 1 J. v_/ u. w ^ ^ ^XIU^ ^ y \— / J_J -L \^ ^ -L 

Drosophila mel 


200 


39 . 823 


5831 


U40061 


Caenorhabditis elegans ZK563.5 gene product 


330 


30.526 


5832 


U92820 


Hnmn ssoipns nnn^^TnpH HF.RV— H OTTitpin 


378 


85 . 075 


5833 


AF064782 


Mn s TTin err*!! 1 n ^ nnknnwn 


2158 


8 1 . 884 


5834 


AB022694 


Hnmn pnc: MOFC ■DTotPi n ki np^<=;p 


204 9 


82 . 339 


5835 


AF117653 


Homo sapiens double homeobox protein 


813 


65. 044 


5836 


AF000412 


Plasmodium berghei merozoite surface protein-1 


151 


36.364 


o o o / 


A. J U U X U 


ooxyiiuiii jjxooxox iiycixoxypx oxxne rxcn 


X o o 


9 Q 1 Q7 


5838 


U47856 


Araneus diadematus fibroin-4 


227 


30.769 


*j o o y 


raJj U -J U ^ D ± 


nOIUU ocipXcIlo liypo Lllc LXCdX pxOLcxri 


1 n ft 4 

X U O 4 


Q "3 9 "57 


O O 4 U 


rift OQ^ 1 

U O U ^ O X 


^w^ciCllOx llcilJLli U X o CXcycirio oLxOIly oXmXXaxXuy CO 

class-Ill of pyridoxal-phoshate-dependent 

diiLXiit^ L.X diio X cx doco 


X O J X 


Af. 9 q (T 
4 0 . Z 0 D 


58 41 


U10281 


OU.O o^x^xd ydouxxo lutx^xii 




9 0 9 Q ^ 


5842 


D87684 


Homo sapiens similar to a C. elegans ZK353.8 


3356 


98.507 


5843 


X52479 


Homo sapiens protein kinase C alpha (AA 1-672) 


4426 


97.926 


5844 


AF140507 


Homo sapiens Ca2+/calmodulin-dependent protein 
kinase kinase beta 


3443 


91.709 


u O H u 


V U U J / ^ 


nouio oapiens coQiny secjuence 


^ o 0 y 


Q9 7 9 "5 
y Z , / Z O 


J O *1 D 


arm 1 nft 1 


rjycojjdC LSx xum Luoer cuxos X s proxxne rxcn mucin 
homolog 


Z 4 0 


9 7 9 c, 
Z / , Z OO 


DO H / 


7 Q 0 9 7 


Caenorhabditis elegans predicted using 
ociic X xncier , weaK sxmxxdxxLy to nxgn suxpnur 

JS.CXdUXllo. / L^X^LNrt. ZjO 1 yjs.DDJdX*o v_(JXlltro X X (JUL LliXo 


OTA 


O Q 9 Q T 

z y . z y / 


5848 


X14850 


Homo sapiens histone H2A.X 


424 


75.694 


SR 4 Q 


r\u «j ^ \j o 


nvjiiiu odpxtriio bdxxvdxy pxoxxfic rxcn prousin 
OT~pr'nT"^nT" 


Z Z D 


9 7 ^[4 c, 
Z / . D4 0 


5850 


AF022729 


R^ttii'^ nnT"vpni pn^ HNK— 1 ■Foi" T;^n <^ "rpr";=i c;p 

l\d(_V^V>lO 1 IW -1- vCV^J.^U.O 11 l.\ X O LIJ. J. \J dliO dO^ 


438 


33.010 


5851 


X51394 


XpnoDUS 1 ^iPvi *^ APRP nT"ppT} T "^lOT nTotpi n 

1 iv^^^ xci^vxo t i^w r^-^ c ^ u J- o w J- -I- V L. ^ -1- 1 1 


304 


30.124 


5852 


M12100 


Ml 1^ TTin^r'nlncr T~j"m1irtP — Tiph TTr/ThPin MP— 


^ u 


^ u . u u / 


5853 


S83364 


Homo sapiens putative Rab5-interacting protein 
{clone Ll-57} 


676 


86.777 


5854 


X55683 


Lycopersicon esculentum extensin (class I) 


168 


41.892 


DO DD 


M.U U U / D D D 


Cryptosporidium parvum unnamed protein product 


1 DO 


4 o . / ou 


5856 


U70935 


Peromyscus maniculatus reverse transcriptase 


265 


37.500 


Q c; "7 
DOD 1 


Zib* / io 4 


Homo sapiens HKE2 


o o o 


48.430 


5858 


Z83227 


Caenorhabditis elegans predicted using 
vjciifc; X xiiucx / wcdK. oXiniXdxxL.y L.O nxgn suxpnur 
keratins.; cDNA EST yk663al.3 comes from this 
gene 


243 


32.857 


5859 


AF111784 


Homo sapiens myosin heavy chain Ila 


1084 
1 


93.496 


5860 


D00723 


Homo sapiens hydrogen carrier protein 
precursor 


627 


67.630 



177 
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5861 


D49387 


Homo sapiens NADP dependent leukotriene b4 12— 
hydroxydehydrogenase 


1935 


89.275 


5862 


U84371 


Homo sapiens adenylate kinase 2A 


876 


64 . 664 


5863 


D83206 


Mus musculus P24 protein 


367 


42. 143 


5864 


AL050022 


Homo sapiens hypothetical protein 


649 


33. 555 


5865 


AL050267 


Homo sapiens hypothetical protein 


3956 


96.825 


5866 


AF072506 


Homo sapiens envelope protein precursor 


3502 


97 . 774 


5867 


U33460 


Homo sapiens DNA— directed RNA polymerase I, 
largest subunit 


1126 
3 


99. 477 


5868 


X54326 


Homn n i p n cri ntami nvl — t RNA *5vnthetase 


9593 


99. 722 


5869 


S74562 


Human T-cell lymphotropic virus type 1 Gag 


267 


24. 924 




Amn4 107 


Mn mi 1 /->n 1 n c nnVnown 

LJLlO lllUl O ^ Li X Ll O Li.il/VliWWii 


1215 


64 . 839 


5871 


AB030503 


Mus musculus UBE-la 


518 


36.728 


J o / ^ 


nSR f^SR 

U J O O J o 


rnjiuu od^xciio Liii 


910 


52.381 




7914 R7 

£j ^ ± H O 1 


O d OOl la X UlLLy Otir o X c v X o X dtr Xii l_c:X iidX lU^iiUwrX diic 

protein 


u o vj 


39 . 198 


O O / 4 


c c; o 7 9 o 


iHJiiHJ od^JXciio A. xxiuvtsta X c u X 1 nj|Jd u 1 ly ^xuutrxii 

terminal, clone XEH.8c} 


9nQ 


59 . 155 


SR7 S 


y 1 9 

X ^ 13 o o 


iHJitnj od^xc^iio ~J \j j\\jcX\^ y -L \^\jr\ Liixuxdo ^x^^j^c^i — 

(424 AA) 


2434 


92 . 056 


5876 


AF070660 


Homo sapiens HSPC004 


917 


72.851 


Rft 7 7 


^^0 7 1 OR 1 


luy OUJJd u ^X X LilU l_ LlUtr X U.X o X o |JX\.^XX11C X X(^ll iULH^Xil 

Vi PiTTi o 1 o rr 

I LKJ LlI\J JL \J \U 


o J 1 


9 Q77 


5878 


J ^ T J ~J 


M^^r'ar^a mnl^i'hi';^ ■Tl^iTT'iri — r'ont";=i'i"nT'nrr Tnonoov\7rrAn3c;p» 
iidOd^d iLiLixdL>L.o J Ldvxii w*^ii u o. XI IX i ly iiiwi iww.A.y y ^iicio 

form 2 


3483 


96.44 9 


5879 


211773 


Homo s aniens SRE-ZBP 


2703 


97 . 567 


5880 


X94754 


Homo sapiens yeast methionyl-tRNA synthetase 
homolog 


5178 


95.710 


5881 


X63755 


Homo sapiens high-sulpher keratin 


178 


30.481 


5882 


X612fi0 


C)t\77 Pi sativ^ hvH Tn^f VDTD linp — 7"iph rrl vpnnrnt pin 


217 


29 . 000 


J O O J 


M194 19 


Ml ic? mn<5r^n1nc; mTolinpi — ttoH t\/ r^r'oi'p'i n 

ilLiO illLiO ^ LiX LiO ^XV^XXliC XXv^il OdXXvdXy J^XWl—t^Xii 


206 


35 . 862 


S884 

J O O T 


.704 670 


H ^ ^TTion r^H n <5 (^oti otI" n q r'ol 1 srr^ri 9r^ 

ri d ClilW 1 1 ^1 1 Li O L'LJlil^LJX I^LIO L^WXXd^di ^ L^ 


143 


31 . 690 


J O O J 


.70^9 4 4 


OL^O UdLXXLLO IlT ± XT d O C JXJ\.L^d OLii^LliiXl^ ^ Hj^ 

3.6.1.3) 


1006 


75 . 664 


SRR 
J o o o 


y SI R 

i\ ^ J J X o 


Ml iQ mnQ/^nlnQ np»ny"OTijp1 ■|~\/T~oc5nTifi ■hViT~eir^"nTntf^ 

ilLiO illLloL^LlXLiO lieUX^JlldX UyX(^OXllC UilXCL^liXliC 

k^i IW O k^i 1 Q L> Cl O C J. 


1647 


4 6.696 


5887 


AB001322 


r^al Ins rr;^l Ins anrin nDRnt i sp H 


1918 


70 . 194 


5888 


X79510 


HoTTin s;=ir)ipns orotp i n— t vros i np— oHnsnha t a sp 

1 1 v^lLlLir O CJ. -1- ^ 1 1 w X, L^ .^11 L. y ^ O ^ 1 1 k^ 1 1 k^ 1 1 d ^ Cil O ^ 


7567 


97 . 447 


5889 


AB0004 68 


HoTTin sp^nipns yinr* ■finrrpr ■nrntpin 

1 1 L^ILIL^ J Gi W 1 1 O ^^11 ^ ^ 1 1 ^ ^ ^ w ^ ^ 1 1 


550 


52 . 198 


5890 


Z14016 


Nicotiana tabacum pistil extensin like 
protein, partial CDS 


180 


32.787 


5891 


AF082302 


Arabidopsis thaliana arabinogalactan~protein 


164 


37 . 778 


5892 


Z96047 


Caenorhabdit is elegans DY3 . 6 


509 


30 . 691 


5893 


AB008227 


Adiantum capillus~veneris Extensin 


201 


36 . 000 


5894 


M36912 


Zp3 TTisvs ppI 1 wa 1 1 orotpin fnnt ) • ontati vp 


287 


37.173 


5895 


Z66523 

O O O J J 


popnoTh^hH'ii'is plprr^ns siTnil^^T to rT;=5Tnm;^ — 

L^ a C 1 i^ J- 1 XCI. Jh^LA-L L.'i-O ^-L^V^CLllO O-LlllJ LCiJ- \^ \J \U dllLLllCl 

hn t vrnhp t ;5 i np - 9 — nxoal ntarat p dioxvapnasp 


670 


34.540 


5896 


L32610 


Homo sapiens ribonucleoprotein 


1734 


94.757 


S897 

JO-'/ 


/\ J J O O X 


T.\/r'or^f^ T~^i r^on f^c;<^nl f^^rrhnTn p>v1~f^ric?i n ^p1 pss 

Xiy L-r^^C X O X L'L.'i 1 C O L^ Li X C i i l_ Llill C^LCiiOXli ^OXdOO X / 


202 


31 . 250 


5898 


AL117615 


Homo sapiens hypothetical protein 


3855 


96.082 


^ O IP J 


T.l 7 71 R 

J-i X / J X o 


rvduuuio injxvt:yxv_Lio ^JXLJxxiit: xxt^ii |jx(jutrLjyxyL^dii 


^ O *i 


J U • X J / 




Y1 S9 9R 

1 X yj ^ O 


riL^iLivj od^xci^iio 2-ixz\JL.^ 


4 1 S 

1 X ^ 


84,444 


5901 


X60155 


Homo sapiens zinc finger 41 


5499 


99. 362 


5902 


AF098499 


Caenorhabditis elegans No definition line 
found 


291 


37.500 


5903 


S58722 


Homo sapiens X-linked retinopathy protein {C- 
terminal, clone XEH.8c} 


294 


72.059 


5904 


A06669 


synthetic construct preTGF-betal 


2248 


95. 929 


5905 


AF159164 


Homo sapiens ankyrin repeat-containing protein 


3173 


96. 176 
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ASB-2 






5906 


Z98265 


Homo sapiens plakophilin 3 


4869 


97.878 


5907 


AF140598 


Homo ^^^oi^nQ yinn — hov OT'O'H^in 1 

OWlllW OCl^XdlO XXll^ UKJA ^XVJUCXll X 


47 Q 


fiQ 4 4 4 


5908 


X07881 


Homo ^^oioTiQ 'nr'ol"ino — "rToh OT^o'hoTn f^l 

liWillw OCL^XCllO ^XUXXilC? J L^ii LJX^^L.CXil V3 X 


£. ^ 


■^1 7 1 R 

J X ■ / X o 


5909 


no \J £. ^ *i 


^O-li-Lo X CtillX X X d X X O UH LHJ^dlllXilC XCOC^LLJX 


X O O 


"xzi Ton 

J J . / O -7 




Y1 SQT ft 

1 X -J ^ X o 


Homo c:;:50'i one: POT 1 ZXl anH PHriPR ■Fncn on 

v.J-CLliOx^'l. JL W 


X O fl 


'^7 1 fiR 
J / . X DO 


5911 


J05592 


R^i""!"!!^ noT*T7<=irfion^ oTO'hoin oho^oh^'h^^o 

J.\.Cl ^ Lai O I l\y ±. V C J. U iD -I- ^ I— v> ^ 1 1 r-' ^ l\J J *^ i-d L> CI O ^ 

inhibitor-1 protein 


303 


37.805 


5912 


M29297 


TTAn^jDOson Tn4SSfi unknown tttoI" i n 


22 S 


36 000 


5913 


Y07867 


Homo sapiens pirin 


1552 


93.197 


5914 


X59720 


^ ^ ooh A "T om\/o o Q r'or'OT7i^i;:^o YP'T.n^4u7 lon*R41 
ij 0.^—^1 lax L-'iu^ o ^cxcvxoxdc i^xiWJiw^ xcii • o 'i x 


X o o u 


O J • O O 


5915 


X16899 


Mn Q mn^onln^ ^AP 

LiLlO illuO W LiX LIO OxiE^ 


U / X 


S9 R9T 

* OCX. 


5916 


U0694 4 


Mn Q mnQonliiQ PRZ\.TZ\1 
LiLXO iiiixo ^ Lix Lio IT rvnur^x 


1 Q4 4 

X 17 S 4 


7R Ofifl 


5917 


AP000060 


Aeropyrum pernix 14 3aa long hypothetical 

[JX UcXH 


166 


34.167 


SQ1 ft 

^ -L O 




ouxxcxxd ij U.X y uvjx X c X X d. jjux yuux xcx x ^xt;uxv_Lfc;u 

coding region BBI16 


^ o u 


OfT ORG 


J -7 X -7 


A.U J X *i J 


Homo c a o "1 ono T^O"t" OT3 IT \7 

nuiinj idpxciio pui,. L/rvr v 


Z X u 


•^7 Q C /I 
O / . 0 D fl 


O -3 <!. U 


A. D O VJ U J 


r'JUb iiiuot—uXLio px(j±xric xxcn pxouexn 


X / u 


D . O O y 


*J -7 ^ X 


A pn7 S>ft RD 


H om o ca"0"iono QPPQ V^ov oon"l~a"in"inrT TaT Pi ■o>"0"i~o"in 

n(jiuu bdpxciio ijox coiiUdxnxny wu pxOL.e-Ln 
SWiP-1 


1 Q4 9 
X y f± z 


4 7 R 9 


5922 


M36914 


7. m^^\/c; of^l 1 11 OTO'ho'in ^oni* ^ • oiTt'^1"'l\70 


14 5 


31 . 356 


5923 


AP000062 


TO"0\/T*nm ooT^niv 141^^ lonrr h \/'00"t* Hot* i o^ 1 

protein 


151 


38.843 


5924 


U79413 


Bos taurus BSP30 


520 


37 . 849 


5925 


AF144477 


Homo sapiens luyotilin 


3240 


98 . 798 


5926 


U89336 


Homo sapiens unknown 


127 


27.083 


5927 


X75042 


Homo sapiens c-rel 


3919 


98.546 


J ,7 ^ O 


rir u J D ^ u u 


Homo car^"i one T AT 
nuuiu od^Xc;Ilo Xirt i 


1 RR 
X o o 


OO . DZ ± 


■~) ^ Z/ 


riD U X J D O U 


Homo caoi one "t" t/oo TT moTnWT"ano ■ot'o'Hot n 

ncjiiio odpxtiiio t-YP" -L J- iiicuLUxdric pxvjucxri 


77 4 


4 0 7 7 7 


J _7 J VJ 


API R T fiSQ 

r\z X O X O J -7 


n"roe;ooHi 1 a mol anoi^ac-hor" RoHKIA (^Mfl^'^n^ 
l^X (JoU^IlX Xd Illtr X dl Ivjy d O L C X DL-ULNrt. . VjLMU J OVJ D 


1 ^ D J 


. ^ X fl 


J -7 J X 


A. J / O X ^1. 


rnjiiiu odpxfcjilo Xiiuiiuiioy xoijux Xii xdnujad xxgnu cnaxn 


^ O D 


O O . Do Z 


.J -7 O ^ 


7 4 QD fift 

LtH !7 U D O 


UX1K.I1(JWI1 oXIUXXdX L.O o 1 IT UXllOXfly pxOtcXn/ CUiNri 

F9T FMRT.'MRQlll nnrnf^^^ from fhi<^ rrf^n^^ • oDNTA Fc:T 
EMBL: D2 


1 n 4 R 

X U fl 0 




5933 


AF010144 


Hoitio saoiens neuronal thread orotein Ar)7p— NTP 


61 


28 . 169 


5934 


U87408 


Homo saoiens unknown 


2156 


85.144 


5935 


M15530 


Homo saoiens B— cell arowth factor 


140 


60 000 

\J\J . W 


5936 


M80596 


Qa cch A r omvop s ppr(=*vi si ap VAPl 


231 


24 . 918 


5937 


M19338 


Or vot" n 1 a (Til s onn i on 1 n orofpi n kina^ip Hplfa 


4 637 


96 Oil 

^ vj • U X X 


5938 


X55687 


T.uooop r 1 oon pc;on 1 pnfnm pvl~pnc;-in folp^cjc; TT^ 


128 


77 1 7 Q 


5939 


AF131851 


Homo sapiens Unknown 


365 


38.235 


5940 


T\U X .J «J ^ J ^ 


Homo eaoTone 7MT<'^'^'7 ■0"K"of"0"in 
nuiinj od^xtniiio £jvi £ ^ o f ^xuccXii 


1 fi4 4 

X U *3 *a 


70 ^^R 1 

/ U . DO X 


5941 


X97675 


Homo sapiens plakophilin 2b 


5249 


96.288 


5942 


AC008075 


Arabidopsis thaliana F24J5.4 


178 


29.714 


5943 


AC005581 


Homo sapiens R31237 1, partial CDS 


2485 


80.235 


0 y 4 41 


I xol 4 1 


Bromheadia f inlaysoniana extensin 


y4 


o T c n n 

3 / . oOU 




Ad U U ^ j z U 


Homo sapiens kiaaujzz 


1 n n ^ 
lUU D 

c 
0 


98 . 4 U3 


5946 


Z83128 


Caenorhabditis elegans predicted using 
tjenerinaer/ cuna tioi yK4-5oeo. J comes irom cms 

rrono* oDMA P^T \7V4'^'^pR ^ oomoQ from "hHn q rrono • 

ydlCf ILttD i. yr^H^^KZ^ ■ ^ L^wlllt^O X X ^lll l^iiXo yciiC/ 

cDNA EST yk4 69ell.5 comes from this gene 


250 


23. 929 


5947 


U79260 


Homo sapiens unknown 


361 


74 . 684 


5948 


AL117481 


Homo sapiens hypothetical protein 


165 


24 .125 


5949 


X77055 


Homo sapiens gp70 region of endogenous retro 
virus erv-10 


242 


37.500 


5950 


X85134 


Homo sapiens RB protein binding protein 


3538 


98.887 
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J ^ <.J X 


L J .J \J \J £^ •J 


nr"F vi rn c; nRF9 


X ^ ^ 


^ ^ • X ^ u 


O ^ -J 


U X U J U VJ 
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^4 197 


J -7 J O 


J-l ^ U ± ^ U 


L^'icux (J oduxvd ^XUXXilcr XX(.^X1 ^x^Ji_trXii 


X J J 


97 ^^R 


5954 


AF061741 


Homo sapiens retinal short-chain 

Liciiy ux 1^1^ ciidoc / X c^JLi^ udot^ xci.oL7r\x 


1336 


81.132 


J ^ >j J 


AFonm QR 


V^fdCiK^X iidl_^V_lX L. X O t^XCVjdlio OXlUXXdX \^\J V_L1 L.XOLlXdX 

nr> 1 1 arrpn 

\^\^ ^ u u ^ 1 1 


99 Q 


'^9 R4 


5956 


M17236 


Homo sapiens MHC HLA-DQ alpha precursor 


1375 


94 . 186 


5957 


AF099505 


Homo sapiens colon carcinoma related protein 


2279 


94.416 


J -7 J O 


ai 091 "^fifi 

rlJj U ^ X J D D 


Homo e^O"! one oTr^t^0791 C\ ^ ^ oo 1 \ /ooot* "i ^ o "P om 

rnjiiitj od^xciio ox^»^i\u 1 m J ^ X y ^tr^ L xdc xxuxii 


fiR7 

DO / 


R 4 Q^9 


5959 


X59656 


Homo sapiens CRKL 


2048 


99.670 


5960 


X91012 


Mus musculus alpha 3 type IX collagen 


212 


36.552 


Q 1 
0 y 0 1 




Homo sapiens The ha3523 gene product is 
rexaLeo. uo o . cerevxsxae gene proaucL xocaueo. 
in chromosome III. 


0 D y u 


Q Q A A O 

y y . 4 4i y 




71 ^^ 

L / O X 0 D 


oaccnaromyce s cerevisiae UKr lUK^ioow 


X 3 


9 Q c; n s 


O _7 D J 




Homo ono-i^ino oR/19T?1 1 /DnT'Zi'T'T\7T? i^ottqI o-r-o-ho-i-rt 
nOITlO od-pXcOo CD4ZiliX. X v irU ii-ii X V Ej ilOVcX pxOUfcrXri 

QTmilar* ■i~o Tz^i'T'Tonc^ /H"i"f"foT~ori1~ Vri o wn ^ n 

oXlLlXXdX \~\J VdXX^LlO UXXXCXCllC 1V_<' Wl i dliVwl 

predicted proteins) 


X D O 


9 Q Q T Q 


sj ^ U *1 


AFD 1014 4 

r\£. U X V X 1 *1 


Homo Q^OTone tipiit'otij^I ■t'h'r'o^i^ OT"oi*o'i"n APl7o — NITP 
nuiin^j od||JXdio iiCLixwiidX L.iixcdv-i ^x^jucxii nu t iN ± t 


4 OS 

"a W -J 


^4 OQl 


5965 


Y13618 


Homo sapiens abundant transcript 


1718 


99.727 


*J _7 U O 


yfiQOQO 

U -7 VJ ^ U 


Homo Q3on one T QOVO ot~o1~ot n 

OUIUU Od^Xtl^liO XI7vJ7vL^ ^XWU^Xli 


Q4 R ^ 

;7 *i O J 


QQ 94 


J o / 


AT 07 R 4 fIR 


rix di-JX vjH.^[j o X o Liidxxdiid ^u.i_di_xvc |jxtji,tsxii 


R 9 1 

O X 


^7 fiR 1 


O -3 O 0 


M9R R1 ^ 


rJUo lUUoCUXUo ZXIIC XXllycr prOLcXIl IilXgO mr\lNM. 

(put.); putative 


'^OR 

J U D 


9R 0?0 


5969 


Z98046 


Homo sapiens dJ1409.2 (Melanoma-Associated 

r\l i l_ X Lj 1 1 l^irVoCj Xi X IMli / 


3060 


92.869 




rT5 1 OR Q 

U J X U O ,7 


Homo c 3 o "1 one ZiV^T V^n n/Hi no ■ot^O'Hot n 
rnjlUtJ odjJXcllo rxUX UXXiUXll^ ^XULtrXil O 




17 D . y o y 


5971 


AF044924 


Homo sapiens hook2 protein 


4561 


96.496 




Y1 9 4 R 1 
A X ^ 4 D X 


rtomo Sdpxerio pro ^caunepsxn Xi/ 


1 7 R 7 


QO 0 9 Q 


5973 


D45371 


Homo sapiens a novel adipose specific 
coxXdycii xxKc XdCLor, dprux \daxpoos most 

^V^nn/Hsnl" o"ono I" ■K'sn qov i o't" T ^ 
dJkj U.1 iUdi 1 ^c^iic; X di io ^x x^ j~ ) 


327 


31.818 




Y1 R 04 

1 X O U *l o 


Homo Q ^ o 1 one Ff^FT?! onoooono o^vi^noY" ^F^^P^ 
rnjiinj od^xciio c oc r\x tjin_vjyciic ^dx Liicx \n\Jt:} 


94 fifi 


QR 0^0 

!7 O • U J U 




AF1 9^^90 


Homo esoTone 1 \7moV1 00 \r'i~ 0 30"J~t tzs"!"! on — seeooT n "t" 0 ^ 
rnjiiiD od]^xciio X yiii^i njoy L c dUfUX vd Lxuii doouoxd Ltju. 

nT*o1" Pin 


'^1 9 
^ X ^ 


9 4 "^7 


SQ7 


T.4 T 970 


Homo e^^iOTOne n3"t~iiT~i5l Villoi" 3eeooTi3'l~ofS 
n^iiiu od^xc:iio iidL.LiXdX J\.xxxt:rx dooi^'L^Xd UdJ. 

transcript 4 


97 R 1 

^ / O X 


ft Q 4 S 1 


SQ77 


Ml T Q09 

L'^i X X ^ VJ 


Ml 1 e mi leoiilne OT"oTnno — t"toVi e3lTT7'3T"\7 OT"0't~OTn 
LJLlO ilLLi O Ll X Ll O ^XtJXXilC^ XXL^ii odxxvdxy ^XUUtrXli 


^ J ^ 


^ QR 




M12 14 0 


Homo e^iOT one ool rrono ot'o1~0"1 n • Vw 
ouiiii^ od^xdio ^^x yciic J^Xt^UCXXir ^2\J\ 


1 R 4 

X O 


S S 714 


5979 


U79267 


Homo sapiens unknown 


360 


43.713 


*J ^ O \J 


/\ J U U O X 


Homo e^oione nnnPl OT~o+*OTn 
riv^iit(^>' od^xciio J Uinu ^XL/L<^xii 


1 7 so 


RR 701 

O O • / U X 


5981 


X97477 


Rattus norvegicus NKR-PIB protein 


303 


33.663 


QR 9 
0 J? 0 ^ 


U 4 X O D / 


Caenorhabdi t is elegans proline and glycine— 
r 1 ch 


"5 /I R 


9 Q Q 1 ^ 
Z O . 0 X D 


■=1 QR ^ 

J -7 O J 


Ml Q4 4 1 

X _7 4 4 X 


L*^lLlo IllUoV^UlX Lio £\X (X^^trX X(:::XdLcU pX^JUcXll 


9 S S 
^ o J 


'if. QO (T 


QR 4 


a r07 TORT 
rir U / X U 0 X 


rjycooac L. er xum uuoercuxosxs proxxne rxcn mucxn 

homol oo 


7 "^R 


9 Q R Q 1 
z !7 . 0 y X 


^QR R 

J -7 O J 


APOO Q 


IllUXUXpXtr oCXcxObXo dooOCXa t-cU XrcUrOVXxUo 

n'T'O'f'o^i eo 
^x*JUCdoc 


1 7 Q 
X / 


S 9 Q4 

. ^1 -7 4 


5986 


M82829 


Homo sapiens fusion protein 


4919 


95 . 495 


5987 


Y14737 


Homo sapiens immunoglobulin lambda heavy chain 


2919 


90. 985 


5988 


AB023151 


Homo sapiens KIAA0934 protein 


9056 


99.852 


5989 


Y00345 


Homo sapiens polyA binding protein (AA 1-633) 


554 


54 . 106 


5990 


AF055985 


Onchocerca volvulus pyrrolidone-rich antigen 


102 


34 .247 


5991 


AF181640 


Drosophila melanogaster BcDNA. GH09817 


753 


41. 692 


5992 


X78929 


Homo sapiens zinc finger protein 


61 


28.758 
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5993 


AP000062 


Aeropyrum pernix 141aa long hypothetical 
protein 


151 


38.843 


J ^ y 4 


A / ^ J 0 


noiuo Sa.pxens yxui-a cnxone uxansiexase ix 


X -3 J f± 


Qf. O "3/1 




n4 '^7 01 


noiuo sapiens xxDosoiuax pxrouexn ijz^a 


f 


ft4 R1 fi 




MQQ R7fi 


noiuo sapiens oou amino acias rJi/v— uiKua^ 
glycosylated=75 kDa; expressed on endothelium, 

do L X Vd L cvj. XyiupflUC_yL.cS allva S yriL.y u XO Ux vjpilQIJXci S C / 
owiiu-ctxiio xcLiL^xiic ^x^^cx dii^ JhJdoxL^ xcv^xuii 

homologous to myc; 721P 


O O -3 X 


, X OU 


RQQ7 
^ J y 1 


Ml 9 1 4 D 


H^TTi^ c a "! one OT*»Trcil ^t^o t^t~^'I~0'! n 
livJlUtJ od^Xclilo dl V tr X vj^ts ^XCJLcXli 


14^4 

X 4 J 4 


4 4 f,9^ 


5998 


AL117608 


Homo sapiens hypothetical protein 


331 


42.400 




PiiLt U U U 41 fi D 


Escherichia coli regulator protein for dgo 

yjy/til. \JLl 


fD / o 




o vj u u 


y (^77 


\Ar\Tn/^ one ayrrRPTR 
nwiiHJ ocL^Xc:!!^ dxyijirxo 


99 4 


1 ^7 


6001 


Z67990 


Caenorhabditis elegans similar to cuticle 
collagen 


220 


32.000 


6002 


M31013 


Homo sapiens nonmuscle myosin heavy chain 

( MM HP ^ 


4764 


67.062 


D U U O 


r^£ KJ u O O y 1. 


U /^Tn o 3 Tr\ T o n o y-x t tto Ta7 l-J C \ v "H o t n 
nUilHJ od^XcllS ^LiUdUXvtr WnOv^X {JXvJLtiXil 


D 4 J 


'^1 n7ft 

O X . U / 0 


D U U 4 


\ir\QQA ft 
U U ^ 0 4 O 


fiomo sapxens zxnc linger prouein 


9 1 n Q 

^ ±\Jz? 


n Q f:ft Q 


6005 


U00051 


Caenorhabditis elegans coded for by C. elegans 
cuiNH. yKouo^.D, coaea lor oy v^. eiegans cunh. 

\jLj£4tD \i \j C f oliUXXdX XX^doc:o wVcX d SIlOX C 

region 


903 


29.872 


D U U O 


y 07 1 7 


H /~\Tr\ r\ c 3 T*\ Tone *1~ v~ ^ 7t~\ o t n t n o t r~» t "H v~ 
riL^illL^ od^Xc;Xio LXy^oXIi X 111 iXXJX L OX 


fil Q7 

O X J7 / 


1 no nnn 

X u u . u u u 


vj U f 




nuiiKJ od^Xciio Lii 1 ivi ILJ wi 1 


119^ 

X X ^ ^ 


Qft ft7n 


6008 


AB016237 


Oryctolagus cuniculus lectin-like oxidized LDL 

X COC^ L-VJX 


273 


26.549 


U VJ Vj* ^ 


/V W / X ^ vj 


R^t*'t*iiQ n/^yT^orri/^iic; ^ — h^7H'r*ov\7 — ^ r* \ r\ ovn/H^eo 
£\ClL.L.Llo 1 l^JX V C X L' Lio ^ liy \Jii- \J J\.y d^X\,>l UAXvjdot: 


1 (^97 
X u ^ / 


79 ^91 


6010 


U85481 


Bos taurus glyceraldehyde-3-phosphate 
dehydrogenase like-17 protein 


396 


71.028 


6011 


AB011179 


Homo sapiens KIAA0607 protein 


4804 


99.726 


6012 


Z29481 


Homo sapiens 3-hydroxyanthranilic acid 
di oxygenase 


1805 


97.232 




AJ UUoo 0 b 


Mus musculus SPR2H protein 


X bl 


Jo . bo / 


6014 


U28131 


Homo sapiens novel transcript; similar to 
transcription factors activation domains; 
xmKea at o ena co ai nooK motir or riNoi 

\~ ri r>it^ * /^n "Hii^l ■t~v^nel 3't~'i/^n c?ii t^t^ T t o V^t r 
rlc L 1 itJvJ. . ^^CJllL-C^uLidX LXctlloXdLXvJll oLl^|JXXC(J. i-'y 

3 1 1 1" Vl O 
d LJ. L. 1 1^ X 


171 


49.206 


6015 


n.LJ \J \J *i C, 


r\dL.L.U.O XdL-ULlO OV^JS. 


^ O -J 


R 990 


6016 


Y0064 4 


H OTTio *5^r^i ofor^iii^er^T" no! ^/t^ottI" iHo ^AA — "^4 "f~o 
nwiiik^ odL^xcixo ^xc^Lixo^x wwx y kjc^ i Lij.t^ ^^rxn. ~j i i,w 

287 ) 


1 Q9Q 
J. y ^ y 


QR 4 9R 


6017 


AF151848 


Homo sapiens CGI-90 protein 


410 


34 .498 


6018 


r\c \j :y o 1 ^ X 


Homo Q p o 1 on<5 TAPP^ ■or'o'hoT n 
rnjiinj odj^xciio i.£W-f\^£. ^XLJUti^xii 


4 1 OS 

1 X *J J 


QR Q^n 


6019 


L J ^ f T 


IT X d oitioux Liiii X d X ^ x^dx uiLi iiidXdxxd diiux^ci^ii 


T ft 

X O D 


4 4 S7R 




c^ft np fi4 

O O U O O *a 


H OTn r\ QSOTone o^/'VooVit* otti o o— TtI^o ■r^o1\ Tr\ o "H t /Ho 
nuuiw odjpxcriio i-^y U(Ji_iix uiut; \^ xxjs.c ^vjxy^C}Jt_xu.c 


Q7 0 


ft ^40 


6021 


AF161081 


Homo sapiens activatory receptor PIRIIbeta 


199 


74.000 




Apl c:-| Ofin 
i\C X O X 0 U U 


noino sapxens l^ox 4X protexn 


9 Q 4 


QQ 1 1 R 
y y . X X D 


6023 


AL117496 


Homo sapiens hypothetical protein 


1092 

X 


99.046 


D U Z *i 


A.Tfn 1 7 7 Q 


Homo c a i one QIj'P^T t"*^"!" o t t\ 

nuiiit? Sdpxens oCjk_.DO pxOL.exn 


4 ft 97 
4 0 / 


Q Q 919 


6025 


X78933 


Homo cjp^oipn^ 71 np "FinrrPT nToi"*=*in 


34 69 


99 S9n 


6026 


X01655 


Homo sapiens type III procollagen (aa 892- 
1023) 


170 


34 . 400 


6027 


AF105332 


Homo sapiens vitamin D3 receptor interacting 
protein 


9085 


99.345 


6028 


AF155113 


Homo sapiens NY-REN-55 antigen 


4902 


96.370 


6029 


AL032821 


Homo sapiens dJ55C23.1 (vanin 1) 


3411 


100.000 
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6030 


X06562 


Homo saoipn^ nT*nwi~h hnTmnnp rpppnlTiT ^ AA 1 — 
638) 


4 282 


99 84^ 


6031 


M69181 


Homo sapiens non-muscle myosin B 


1235 
8 


99.545 


6032 


X61046 


Hydra, sp. mini~collagen 


215 


41.176 


6033 


X51798 


Homo sapiens precursor 


900 


98 . 000 


6034 


AF084256 


Homo sapiens beta glucuronidase isoform d 


145 


60.465 


6035 


AF152307 


ilWill^ Ouj^XdlO ^X W W Q V_iX 1 C X X 1 1 aXL^ilO. XX 


S4 SQ 

^ "a >J ^ 


8Q 0^^ 


6036 


Y12711 


Homo c;ar)'ipn*=; mi"h^5t*'ivp nTnnpc;1"P»'rr»np hinHinn 

protein 


9'^9 


-? u . ^ J J 


6037 


AB002330 


Homo sanienq KTAAn332 


fi7 4 ^ 


QQ 4 1 S 


6038 


AF106681 


Homo '^AO'ipn^ T3 <=; — tp 1 ^5l"pH rJTP — hi nH i nrr oyo'hpin 


8 ^8 

O J o 


87 8 fi4 

O / . O O 4 


6039 


AF083419 


Homo sapiens calcium/calmodulin-dependent 

OTO't'p'in kin^^'^p TT Hp"I~^i p «?nhnni"h 
^xwi-cxii r^xiiczoc XX ud c; o Li.jik^ ui i x l. 


3294 


96.731 


6040 


AB020 64 9 


Homo <=; a -n T fa n TCTAA0fi42 inT~o'l~pin 


fi8 1 2 

O O X 


^ -7 . O X U 


604 1 


API 23880 


mill "hi oT P Qol oyoQi q ^qqoot ai~oH T~0'f~r'r^TT"i >"nc 
iiiLixuxj^xc ooxtsxwoxo a o o (JL^x d t_ Li X t; L.X V Xx u.o 

element unknown protein U5/1 


9 Q7 


7 R 7^8 


6042 


AB002306 


Hnmn cj^ni pnc: KTAAO^OR 
rnjiinj oci^xdio ja. X r^rt vj J y O 


ft ^4 
O O 4 D 




6043 


X0674 5 


H OTTiO ^^lOTPnQ nMA ool xrm cay^Qo aloHa — c;nVMinT4~ ( T^Ti 
n.Kjm\j oci^xciio uvin ^uxyiticx doc ax^iid olij>ju.iixl ^/a^-i, 

1 - 1462) 




qq 1 ft 


604 4 


AF028827 


HoTTio Qso'ip'nQ Tav i n1~ c»T~;a ol" ■! on ovol-ciTT^ 40 
iiwiLn^j' od^xdio j-dA. xn u cx d\^ i_ X(jii |JxvjL.cXil *i U 


1 t^90 


qq i;(::7 


6045 


X71428 


Homo sapiens FUS gycline rich protein 


3601 


95.336 


604 6 


VJyJ \J ^ \J *± 


Homo QaoioTiG QTTnilar' "{"O ^/csac"!" ay^Qn\/1rs+*£i 
o^jitnj od^xciio oxiiixxdx ytJdoL cIdciiyXdLc 

^yv-'XdOC \ tD ^ yj f f \) ) 


O U J 4 


Q Q R Q n 


6047 


AF15ia77 


Homo Q^oifsriQ CfZT — 11 Q O'rr^'ho'iri 
iiwiiiw od^xc^iio v^ox X X _7 ^xwuc;xii 


1 R4 ^ 
X O 4 O 


q q c: qp 


6048 


AFl 651 24 


Homo Q^OT one oamma — jam "i n /^Vm \/r* i 3 o "i /H A 
rnjiinj od^Xdio 1^ dllULld dlUXllUi-JLl L.y X X O doXv_l r\ 

receptor gamma 2 


'^1 RO 
O X o u 


q q 7 Q 


604 9 


AFl 1 0267 


£\dl_ULio 1 IvJX V C y X LiO tJUXLjX O UdO JvXiiy ^XtJLcXll 

homoloa GRASPSS 


Z .3 U Q 


p c n Q9 


6050 


AF084530 


Homo sapiens cyclin-D binding Myb-like protein 


4818 


99.213 


6051 


U82319 


Homo ^^^oi pnQ noTrp»l ORT<^ 


o o ^ 


Q9 7^4 


6052 


AB007 922 


H om o e;^oiPn*5 PCTAAn4R'^ oyo+'oin 


fiQ4 

O ^ 4 O 


qq qn R 


6053 


Y00816 


Homo e^iOTPne f^RI OT~oonY~Q07* 0'r'o1~o"i'n 
iiv^iiiw od^xdio ^r\x ^xti^LiXD^^x |^xuL.c;Xii 


14 7 9 

X 4 / ^ 

2 


Q Q 4 1 

^ _7 . 4 O X 


6054 


X52053 


Homo saniens HP-1 fAA 1-941 


24 4 


8 8 4 9 


6055 


AJ238764 


Homo saoiens [JDP— N— acpt vl rrl npn<=;;^m'i np— 2 — 
epimerase / N— acetylmannosamine kinase 


4 603 


Q8 4 8"^ 


6056 


L10908 


Mus musculus Gcapl gene product 


167 


34.568 


6057 


AB002312 


Homo sanipn*? KTAAO'^14 


8 ^S7 

O J .J / 


qq qi q 


6058 


X51798 


Homo sapiens precursor 


900 


98.000 


6059 


AF121S34 

C\IL J- ^. ^ ^ ^ 


Homo QaoionQ niir^lo/^lav r^v/^i- n n MPiDR /M/^DRQ 




inn nnn 
X u u . uuu 


6060 


AiT2 2 3Q4fi 


rnjiinj od^jxciio iMNrt iicXXUdot; 


ft 9 7 n 
o z / u 




6061 


X6627 6 


Homo Q^OTonG C rM"/^i~oTn 
nuitnj oci||Jxcxio \^ ^xtjucxii 


7 c; P "5 
/ D o O 


QQ Q O /I 
yy . O Z 4 


6062 


X670SS 


H om o Q ^5 o 1 one t itHov — a1 r^V^a— ■i~v \ rr^ c n n "i n ■! V*\ t >~ 

rnjiuu odpxfciiio xiiLtrx d-Lpiid cxypoin xnniijitor 

ixwdvy Va-iicixii ii<^ 


t;7 1 R 


Q Q 7 7/1 


6063 


Y08612 

A w W J- £mi 


Homo "=;r3'Oipns 88^0;=^ rinr'lp;^T ootp oomol pv 

protein 


4 8 Q7 

HO Zf 1 


qq SQS 


6064 


M13442 


Mus musculus alpha-tubulin isotype M— alpha—6 


2922 


98 . 667 


6065 


X59864 


Rattus rattus ORF 


4 67 


57.4 07 


6066 


AB014597 


Homo saoiens KTAA0697 oro1"pin 


U 1 J J? 


99 8 Q7 


6067 


AF129756 


Homo saioiens BAT4 


2409 
1. 1 w J 


99 7 1 Q 


6068 


AF131775 


Homo sapiens Unknown 


22^9 


98 ^87 


6069 


AL109701 


Homo sapiens PTD014 


1228 


100 . 000 


6070 


AF187305 


Myxine glutinosa calmodulin 


396 


45.270 


6071 


X52966 


Homo sapiens ribosomal protein L35a (AA 1-110) 


485 


75.000 


6072 


X15954 


Homo sapiens mannose binding protein 


1597 


100.000 


6073 


X78990 


Mus musculus testin 


2504 


91.582 


6074 


AB011139 


Homo sapiens KIAA0567 protein 


6325 


99.080 


6075 


AF153606 


Homo sapiens angiopoietin-related protein 


2754 


100.000 
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6076 


Z98885 


Homo sapiens dJ522J7.2 (Peregrin (BR140) LIKE 

^XwL-CXll 1 


7051 


99.623 


6077 


L76571 


Homo nnol oar* ho'nnon*^ T'f^o^O'hoT 

riUill^ OQ^XC^ild llLi^XC^OX liV^XiUVJllC XCOC^L.WX 


1750 


99 609 


6078 


AF03614 5 


Homo ^^OT on ^ mp^ni nrri om^ — o vot~o ^ STrt" "i rff»n S 


5242 


99.748 


6079 


D87685 


Homo sapiens similar to human transcription 

XO^l^wX XI.XXO yO^MX'JZ' / > 


1137 
2 


99.942 


6080 


080007 


H om o Q^oif^nQ ^imil^T *l~o h \/o o'hho'hiosl o7"o1~<^'iti 

YM9959.11C of S.cerevisiae. 


1210 
9 


99 893 

Z? Z/ * O J J 


6081 


D887 69 




1275 


84 . 685 


6082 


X56807 


Homo sapiens desmocollin type 2a 


5633 


99. 650 


U >J o o 


/ O / X u 


OLJillW Oa^XdlO lllCLCtX X LIX d L. UX ^ CX dlloL'X X^ L.X\.Jil 

factor 


sn7 s 


X VJ U . \J\J\J 


D U O 1 


7\T n^n^^ft 

■rtJ-i U J ^ J o 


nUIllO oa^JXtrilo IiypU Lllfc: UXodX pZULtrin 


D / X ^ 


1 00 000 
X u u . u u u 


DU 0 O 


i-ic X ft X ^ O " 


nomo Sapxeno oo^ t dinxno a.cxa lx dnspor uer , 

Ho 4- AT 


"^1 ni 

J X U / 


1 00 000 
X u u . u u u 


6086 


X15512 


Rattus norvegicus apolipoprotein CI, 

TOO yol" o "i n 
pxcpxwL.cxii 


147 


45.349 


6087 


AC002464 


Homo sapiens organic cation transporter; 50% 
qimilaritv to L7r4884 f PTD • a21 4 3fi 92 ^ 


2977 


99.344 


6088 


AL050272 


Homo sapiens hypothetical protein 


854 


95.522 


6089 


ARn?31 4 7 


Homo Q^T^i on Q K^TAAOQ'^n T^yo'hoi n 
OLJiiiw octpx^iio i\ J. nrwj ^ ^ yj pxwL.t^xii 


9T Q7 

^ J. J f 


Z? Z/ w rt ^ >J 


6090 


/\ X J U '.^ ^ 


Ct"\ oo^hiil HQ 1 onoT o;5nH;^'i~nQ M — o"t~h\/l 1 oi tti"! Ho 

^X X L^C L. LiX LlO X L^^l 1^ X L^d L4<^Cl L. LiO LN O L. i i y XiUCL X C XitlX 

q pn q -j ■(- ■) VP "Fn'^iinn nTotf^in 

0^ilOX.L.U.v^ ^LIOX. V_/i X X \J L G J. 1 1 


4 7RR 


Q7 fi 7 9 
Z/ 1 > 0 / 


6091 


AL02?3?9 

x^Xj \J £^ ^ Zf 


H omo Q^^'Oionq HK'4n7F11 7 /aHr*onoT~rTio Hot'^^ 

jri.LJlU(_i> OCtpXC^iiO LJLK^yJ l C XX > ^ \ QL^X d 1 X U X L^ , Ju^C^L-d, 

-r-ppQ-rN-t" OT kirir^^P 21 
X ^ ^ ^ \h/ X ^ 1 1 o ^ y 


4 647 


^ Zf * \J -J -J 


6092 


AF087438 


HoTno ^^ADi pn<^ ni'ot'p'i n nhir>c?r>h^^'t~P3 2 ^nHnni "h A 

1 1 V^l 1 1 O CL -U ^ 1 i O X ^ C J. i 1 W X 1 W O lia.L.ClO^ ^ OU LI 1 i -1. L £^ 

isoform beta 


3799 


99.834 


6093 


L11702 


Homo c;;^"n "i pn <5 DhociT^hol i c:p n 


^ \J ^ 


99.881 


6094 


AL110160 


Homo ^^^^■n'ipn*^ hi voo'hhpt" i os 1 'or'o'hoin 

IT-WlllL^ Od^XdiO i 1^ l_ 1 L. X ^ d X pXL^UCXii 


14 60 

X 1 U \J 


100 000 

X W \J . \J \J\J 


6095 


X95586 


Homo sapiens proteasome 


1730 


100.000 


6096 


AB01114 9 


H om o q^"Oionq PCTAAnS77 OToi~oin 


67 sn 


Q04 

Zf Zf t Z}\}'± 


6097 


M34 4 4 9 


Homo c;aoi onQ oomol omoni" T"ooooi~OT" 1 

riLJiULJ OdpXdiO L^ ^liip X dtld 1 L. XC^tspL-WX X 


8 S9 


78 889 


6098 


X63564 


Homo QPOionQ PMA ool \/moT";^ qo TT I^Trroqi" qnHi i n "i "h 

riWlLLW OdpXdiO £\LN.n pLJ X ^lUC X d O C XX XdX^COL. O LlX/LlllX l. 


1313 

X ^ X ^ 

8 


99 4 93 


6099 


AJ006984 


CrSD*^"] dim rinnnmn otoI i dp — ti oh iDTotpi n 

^^U. ^ ^ \^ XJiXll 1111 U ^ILl X \J ^ ^ 1 1^^ X mL. V^l 1 Iw/ X Vri/ ^ -X. 1 1. 


199 


35 052 


6100 


AF111162 


Homo sapiens guanine nucleotide exchange 
factor 


1206 


99.568 


6101 


AJ24 5600 


H om o q^oipnq h \/o ot*hp1"i o-^l 'OT"oi~PT n 
wWiiiv.y odpxdio i 1 y pVkJ u 1 ic L. X od X pxLJi-c^xii 


324 3 


1 00 000 

X L/ W . W W VJ 


6102 




Homo sapiens Aminopeptidase P-like 


4163 


99.839 


U X U J 


AT.T 1 04 fiQ 
r\xj X X vj M u :? 


0(-IiX ^UodOClldX UXUy OC O pUXlLUfc; liypU Lilc LXL-dX pXULfcJXIl 


ft 7 9 


4 ^ Q 

*i Z> . 0 0 0 




Xt J O J O X 


H om o c a lonc Tn't"0<TT~in ali^V^a onVMinil" 
nuunj odpxcilo xiiLcyxxii dxpiid o oLiJJLiiiXL 


fi7 1 9 
o / xz 


QR 9 R4 


6105 


X9a296 


ovjitivj odpxciio m.^XL^utx L. xii iiyLixwxdOC 


1 7nQ 

X / U _7 

3 


QQ 4 SI 


6106 


Z97074 


Homo sapiens p4 0 


2279 


93.651 


6107 


M16973 


Homo q^TTi onq oomol ompnl" OTO'hPi n PR Hol"^ 
n^^iiL^-' odpxc^iio L^vjiiipx ciiici 1 L. pxt^ccxii v_*o J^cud 

subunit DTPPur*^OT" 

LhIIu/ U 1 1 ^ kn/ ^ IvA ^ O -1. 


4 1 9S 


1 00 000 

X U VJ . Vj VJ VJ 


6108 


AL117646 


Homo r5 ID "i p n h vnot hpt "i o;^ 1 r)Tni"pin 

11W111V_/ O d k/ J. ^ 1 1 1 1 y k-/ W L. 1 1^ L. -U v^C3. JL k> J- L. C 1 i 


1877 


100 000 

J- \j \J * \y vy L/ 


6109 


X82200 


Homo sapiens gpStaf50 


2904 


98. 655 


fii 1 n 
\j J. 


r\lj U X X X J ^ 


rnjiiiLJ odpxcilo i\±r±t\\J^\jf pxUutiXll 


DO *1 O 


QQ nft 0 


U X ± X 


AT 1 1 7 4 Qfi 


14 /^TTi 1^ o a T ^ n o lr\ \ rr^ t 1 ■v "t* q i to 

rnjiinj odpxciio iiypu ciiti LXt-dX pxULcxii 


1 nQ9 
X u ^z 


qq 04 


6112 


AL110219 


H om o q;^oiPnq hi \70 ohhiPhi r^^l irrohoi n 

nWillw Odp-LCliO 1 1 pV-/ L. 1 i C L. X ^ d X pXLJL.CXll 


38 97 


1 RO 

y Zf * X 0 \J 


6113 


X97065 


Homo sapiens Sec23 protein 


5155 


99. 739 


6114 


X80909 


Homo sapiens Nascent polypeptide associated 
complex alpha subunit 


1267 


97.727 


6115 


M64982 


Homo sapiens fibrinogen alpha-E chain 


5694 


98.274 


6116 


X66363 


Homo sapiens serine/threonine protein kinase 


3213 


98.413 


6117 


Z83067 


Homo sapiens FAA 


9638 


99.794 


6118 


U19617 


Mus musculus Elf-1 


3289 


87.279 
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6119 


D14531 


rjv_/lllv^ OClLJXC^llO llLllUClil 1 IWillU X ±. X Cl L> d L Ji.Jl^ O WILLCL X 

protein L9* 


1110 


93,814 


6120 


X15875 


Homo *=?^50'i pn9 pAMP yp'^nnon^^p p1 pmpnt" Hi nHi nrr 
protein (AA 1-505) 


3213 


99 . 802 


6121 


Y13115 


Homo sapiens serine/threonine protein kinase 


6264 


99.794 


6122 


AF132947 


Homo «^;?oi pn<? Pf^T — 1 ■okoI'P'i n 


2822 


96 368 

^ KJ t O U O 


6123 


D29810 


Homo ^^0"i nnlfnown 


201 1 

41. W X X 


Q4 07? 


6124 


AF14 1289 


Homo QaoTPnc ho + aTnino aoiH ■|~'ranQOor"i~or'» 
jni-/iuu od^xciio LJKj f • ctitixii^ cik^x\j. i_xctiio^(^x l.cx f 

bo, +AT 


J X u / 


inn nnn 

±\J\J • u u u 


6125 


AB018319 


Homo *5an 1 pn KT AAO 7 76 oro1"pin 


5036 


100 000 

-L \J \J • V-/ W 


6126 


AL034452 


Homo '^fSO'ipn*? HiT6ft2iTlS 1 fnovpl Pollsrrpn i~Tio1p 
helix repeat containing protein) 


2539 


100 000 

J. \j \j • www 


6127 


X99270 


Homo sapiens unknown 


1922 


98 .294 


6128 


Y14494 


Homo sapiens aralarl 


4330 


98 .818 


6129 


X80695 


Homo sapiens OXAlHs 


2894 


99. 087 


6130 


AF126963 


Gallus gallus osteoglycin 


1246 


64 . 214 


6131 


AF132968 


Homo sapiens CGI— 34 protein 


1321 


98 . 624 


6132 


Y18483 


Homo sapiens SLC7A8 protein 


3463 


99 . 065 


6133 


A58799 


unidentified unnamed protein product 


3900 


99. 644 


6134 


X91879 


Homo saoi pns *=;oPT~m ^opoi "f "i o oTotpi n 


4 810 


100 000 

X w w • www 


6135 


U66140 


Cani s "fami 1 i r^Ti *=; "foT^^mrin '^\/n1"hp"l~P c;p 

Vhi' 1 1 -X- O ^11 tl^ ^ ^ X ^ O A- Vm/ O O llLCL 11 h^ylX^ll CL O ^ 


1948 


82,421 


6136 


AB023065 


Ra 1" 1 13 ^ noTVPrr 1 oii^ O— *=ii^lonl vpootoI" p^i ^ p 

l^'U.(_L.uo 1 iVu/ J- v(:^^j-\_rU.k3 vy o X u X w u x y ^ ^ ^ i— ^ u o ^ 


2017 


94.410 


6137 


AB018350 


Homo s^^oipn*? KTAA0ft07 OTol'P'in 


8370 


99 . 921 


6138 


AF140690 


Homo sapiens melusin 


2317 


97.994 


6139 


AFn4 Sfi4 


r^30TioT~Vi3V>Hni~nc3 olorranc }^r\ Hci'FTriTi~T/^'n lino 
^ctci ivj X 1 iai-/\j.x u X o trxcyctiio U.CX XJiX (_XiJli XXilc; 

found 






6140 


AF151859 


Homo =5aDipn*^ P(^T — 101 oro'hpin 

llVj'lVlW t^U^-k^llO V^VJX X V_r X K<' X ^ ^ X 1 1 


1408 

X *1 v o 


100 000 
X w w • www 


6141 


ABO 11 125 


Homo saoipn*:; KTAA0SS3 oro1"pin 


7326 


99 S4 3 


6142 


AF146531 


Homo sapiens bridging integrator-2 


3583 


99,823 


6143 


AF171877 


Homo Sfloi pn*? ol PAVprrp ;^nH ool \/;^Hpn\/l on 
soecificitv factor 73 kDa ^^nhnnit 




99 701 


6144 


AJ010346 


Homo s aniens RING- H 2 


T O X u 


inn nnn 

X w w • www 


6145 


AB020656 


Homo <;r5nipns KTAA0R4Q oro1"pin 


'^9R 


97 94 4 


6146 


D25217 


Homo saoiens KTAA0027 

llwlllW OUki'X^llO 1 \ X X^X^ £a f 


^ o 4 


99 S4 ^ 


6147 


X59543 


Homo "^r^oipris Ml ^nhnni t* of t i honno 1 pot* i Hp 

reductase 


^ ^ J. f 


1 no nnn 
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Homo saoiens fra— 1 aene Drodnpt fAA 1—971 ) 


1809 


99 . 631 


6305 


Y14391 


Homo sapiens GTP-binding protein 


2778 


99.548 


6306 


Y07704 


Rattus norvegicus hypothetical protein 


1798 


82.369 


6307 


AF091242 


Homo sapiens ATP sulf urylase/APS kinase 2 


4122 


99. 674 


6308 


AB028974 


Homo sapiens KIAA1051 protein 


2302 


100.000 


6309 


AB023231 


Homo sapiens KIAA1014 protein 


4722 


99.323 


6310 


AB011139 


Homo sapiens KIAA0567 protein 


6345 


99.080 
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Attorney Docket 784 



6311 


AF168418 


Homo sapiens activating signal cointegrator 1 


3862 


99.139 


6312 


AL096713 


Homo "^^soipn^ hvoothpt ical Drotein 


9330 


98 . 535 


6313 


X69151 


Homo sapiens vacuolar" proton— ATPase 


2356 


97 .396 


6314 


U20239 


Mus musculus fibrosin 


399 


80.000 


\J ^ X ^ 


AF124251 


Homo <?aoi pn<^ ?^H9 — r'onl" a i n i ncr OTotPin N^o3 


4516 


99.276 


6316 


M13755 


Homo sapiens 17-kDa protein 


1018 


98.182 


DO X / 


A.U O O D ^ 


H r\Tr\ r\ <^^t\\ f=^T\^ ^^Ir^h^ — 9 r'hpin vsyf^cy^y^rs'T ( IX7\ — 9S 
OL/iinj od^xciio dx^iio. z oiiuXii ^xc^v^lixowx \/tx^ 

to 1018) (3416 is 2nd base in codon) 
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99 . 617 
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LiLto ill Li. O O LI X U. O XX^OL^Xii 
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80 . 070 
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noiin^ od^xdio ^XUL-Cxii uyxvjoxiic ^lit^o^iict L.cto c 


1313 
6 


99 . 650 


6320 


AF153612 


Homo sapiens peroxisomal D3, D2-enoyl-CoA 
isomerase 


2137 


97 .778 


6321 


AF072441 


Homo sapiens calcineurin binding protein cabin 
1 


1476 

7 


100.000 


6322 


AL049487 


Arabidopsis thaliana hypothetical protein 


253 


31.364 


6323 


AP000367 


Oryza sativa ESTs 

Auu / u J / z V io4 4 D ; ^ Auu / OD4 1 ^ oUoo J J corresponu uo 
a region of the predicted gene.; Similar to 

rtX dJDX UtJ Uo X o LllclXXdllcl IDrW^ ytJiUJiUXO o c L^U tr 1 lO t: • 

(AC002292) 


395 


37.981 


D J ^ 4 


ViA ^CiAfi 


flOmO iDapXcIlb lilc IlaOOOX ytJilt: pxUvJ.U(— L Xo 

related to S.cerevisiae protein encoded in 

ix Uiinjo vjiiit; V X X X . 


\J J / 
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D J O 


n Q9 ^ 

UD \JyZ.O 
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y Z/ t vj o J 
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A iri 9^1 ft fi 
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riL-fiinj od^xciio d(j.t;iiLJo xiic Licditixiidoc; dL^LXiiy 

tRNA 1 


3363 


99 . 402 


6327 


U03416 


Rattus norvegicus neuronal olf actomedin- 
related ER localized protein 


2446 


96.401 


oo ^ o 


AUDI 117ft 


P r\Tr\ r\ ca-mTonc T^TZlZl^f^^^^ ■ntT~r^"t~Ci'in 
rivJllHJ odjJXtillo JaX/tJ-iUDUD ^XvJt-CXil 


S699 

^ \J 


99.884 


D O ^ _? 


API '^4 7 9 




8155 


97 . 792 


6330 


L22031 


Glycine max hydroxyproline-rich glycoprotein 


188 


36.697 




1\nC\C\A A AO 
H,U U U *1 X Z 


nomo sapxens sxmXXdx l.o uiuxxiitr xtrut-xiic xxt^ii 

XCkJCdL LJXl^JLcXll/ ^L^OOXJJXC X<^XC Xll llCLiXdX 

t^ti; V C X LJ kJlUd i U LJXWUCXil LyXLJl.CXll XllL-CXd^^l L^iiO/ 

gi$; similaritv to 049802 f PID ' al 3 69 90 6 1 


4 U X J 


QQ ft Rft 


6332 


XR 601 8 


Homo <^ao'i p^Fi mii'FI 


4040 


99. 673 


6333 


ni ^07 0 


poprioThahH'ii'lc: (^^Iprr^^ns No dpfinition linp 
found 


610 


44.749 


6334 


ABO 18271 


Homo saoiens KIAA0728 orotein 


6896 


100. 000 


6335 


AF176039 


Homo sapiens high mobility group protein— R 


1254 


89.055 


6336 


X80590 


Homo sapiens phosphorylase kinase 


2503 


100.000 


6337 


AB002 318 

xi.l-J ^ V/ ^ ^ ^ W 


Homo saoiens KIAA0320 


5828 


99. 684 


6338 


AL050258 


Homo saoipn^; hvoo"t"hp"t" i oa 1 DTotpin 


5719 


100 . 000 


6339 


AF0705 98 


Homo '=?ao"ipn*^ ARP 1" ■ran*=50or"tpr 


3208 


98 . 047 


6340 


AL021396 


Homo saoiens dJ971N18 2 


1679 


100 . 000 


6341 


S72462 


Homo sapiens beta-glucuronidase 
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64.615 
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fUJiUU odL'Xciio W/-1.0 IT X 1 1 L. X dL^ L. XI ly ^XULCXll 


3688 


99.801 


6345 


AF00 67 51 


Homo saoiens FjS/130 


6050 


99.898 


6346 


X52127 


Mus musculus domesticus testis-specif ic 
protein, clone 46 


975 


38.173 


6347 


AL031259 


Homo sapiens PDCD2 (PROGRAMMED CELL DEATH- 
2/RP8 HOMOLOG) 


2442 


100.000 


6348 


AJ224945 


Xenopus laevis groucho protein 


4757 


96.229 


6349 


A47490 


unidentified HUMAN OBF-1 


1698 


98.828 
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6350 


AC005757 


Homo sapiens R32611 1 


3469 


99.265 


D J J 1 


O O X VJ D 


Homo sapiens reveirse transcriptase homolog=pol 
{retroviral element} 


/I Q 1 
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nomo sapiens fiu? sxmixar lq yeasc nxgn 
mobility group-like nuclear protein, P32495 

( PTD • rT4 T 7 1 f^O ^ 

^XrXLJ.y4X /JOU/ 
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Homo sapiens brefeldin A-inhibited guanine 
iiuL-xcot-xcic excnange prouexn ^ 
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n^liivj od^Xtrlio 1 HJlllvJX vjy VJ Llo OWXoo IrXtJL. 

accession numhpr PI 6371 
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Q Q R "39 
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6357 


U64033 


Mus musculus Tera 
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88.158 
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OVJlllkJ Od^XdlO ^Xil^ XXliVJCX iiVJlUCVJJJVJ^ ^XVJL.CXil ZjOAX 
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X VJ (J . VJ U VJ 


6359 
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Homo *=;r5"ni f=>ns Php — T 
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6360 
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v^x _y ^ L. X a VJ u o ^Liiix ^ l^x vxo cxvjxivjct ux^^ii Xd^Lvjx x 


O VJ X J 


QQ 7R4 

y Z/ , / O 4 


6361 


U26162 


Homo sapiens myosin regulatory light chain 
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99.422 
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nvJlilvJ ocipxcilo DcXyOD 


9117 
Z X X / 
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/iXJ \J vj VJ W U 


riv^jiinj oa^XCllo ii_y u 1 Its L. X V— d X jJXvJLcXll 


99fl7 
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ovjiiLvj od^xciio uyi. js.xij ^xvjLtsxii j\.xiiaot; 
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4 O U / 


Q Q R 4 1 
_? . o 4 X 
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AFT t^fil 


H omr^ Qai^ionc (^Vi7~r^TTia'i~"in — cnior^i'P'l^ ■i~T~ano(^T~nr^4~n/^n 
OVJlllw od^XCilo V^i ix VJiUd L. XI 1 O^CV_XXXO L,X dlloOX X^ LXvJli 

elongation factor FACT 140 kDa subunit 
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D / ^ X 


QQ p;i R 


6367 


L31783 


Ml ic: TTin^r'nln^ iiTiHinp W'in;^c;p 

L 1 La O ill U O ^ U. J- U O m J- J- KA. -1- L J\.XiidOi3 


Qft 9 


70 1 RR 

/ VJ . X J J 


6368 


AL117462 


Homo sapiens hypothetical protein 


849 


49.841 


6369 




Hom/^ Qai^ionQ P^TZXZiOQO'^ r^vr^+'onn 
liV^jiiivj od^XCllo i\ J. r\r\\J y \J -D |^XvJLeXll 


D X O O 


QQ /I fl 0 

y y . 4 o u 


6370 


AF1 SI R7n 


Homo Q a T~i "1 one (^fZT — T T 0 r^T~o'h"0"i n 
nvjiiivj od^xciio v^ox xx^ j-'XOL.cXil 


1 ^ R t^i 
X -5 O O 


Q ^ (^0 9 


6371 


AF143321 


Homo sapiens unknown 


829 


65.789 


6372 


X06256 


Homo sapiens integrin alpha 5 subunit 
precuxsox 


7083 


99. 905 
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nomo sapiens ioix/inLerieuKin i recepuor— iiKe 

nT~o"i~0"i n 
^xvjUtSXii O 




y y . oou 
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nvjiiiu od^XcXio D^Xi^ 
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^w^dtiiiox iidJjtix L X o cxegans oiiuiidri ty no 
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Q Q /I 
o o fi 


/in Q /i T 


6376 


AB018257 


HoTTio <=;;^Di pn*^ KTAA071 4 trroi'P'i n 


7^9^ 


QQ R90 


6377 


AJ224741 


Homo saoien^ Tnf3t"ri 1 in — 1 
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J J VJ VJ 


1 00 000 

X VJ L/ • VJ VJ VJ 


6378 


U65416 


Homo sapiens MHC class I molecule 


2560 


99.215 
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Homo eaoT one R4TMo 
nvjiiiw od^xciio yj *i 1 L*i^ 
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X U O X 
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Homo eaoTonc; H.T9'^7T90 4 


90 R 
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CjO OilCX Xt-ilXd (_OXX VJrvr XU.OZZOttXX 
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Homo caoTonc FZiQ'T' Vinaco 
rivjiiivj od^Xcllo r r\0 J. Js.Xlla.oc 
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J OZ o 
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A.TOOSfiQO 
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Homo c a o "5 one .TMT 
nvjiiivj od^xtriio UiJX 
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Q Q R 1 Q 
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6384 


AF069762 


Homo sapiens map kinase phosphatase-like 

^x^jucxii i^irv o 1 X A. 


2111 


100.000 


6385 


AF131826 

S\L X ^ X o ^ o 


Homo caoi one FlnlrnoTAjn 
oVwtiiiw od^xciio Uil l^llvj Wii 


1 QRO 

X y o u 


QQ aaA 
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Q9 Ql R 
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6387 


X83425 


Homo eaoi one T.n i" Vi o T"a n V^l oo^ /*tt~oiio ol \/ooot~o+* o ■! n 
nvjiiiw od^xdio xiULiicxdii uxtjtju yxvjLi{-J y x y v_vJ£jx vj i_ cxii 


4 nft 7 

4 U o / 


Qfl 799 


6388 


AL096749 


Homo sapiens DKFZp434G153 


3100 


99 . 360 


6389 


AF036130 


Homo sapiens collagen type IX alpha I chain, 
long form 


6706 


99.457 


6390 


AF151814 


Homo sapiens CGI-56 protein 


1900 


99.051 


6391 


AB020662 


Homo sapiens KIAA0855 protein 


4070 


97.372 


6392 


M58378 


Homo sapiens synapsin I 


4798 


99.008 


6393 


AF151846 


Homo sapiens CGI-88 protein 


1351 


99.000 



189 



6394 


X03528 




588 


87 .736 


6395 


AF039697 


Hoiuo sspiens antigen NY~C0~31 


1580 


97 . 414 


6396 


AF093543 


Homo sapiens transforming acidic coiled— coil 
containing protein 3 


5319 


99. 404 


6397 


AF096160 


Homo sapiens protein phosphatase 2A BR gamma 
subunit 


2686 


99.294 


6398 


AJ222801 


Homo sapiens neutral sphingomyelinase 


2675 


97 . 887 


6399 


L39061 


Homo sapiens transcription factor SLl 


3745 


99. 639 


6400 


AB002293 


Homo sapiens KIAA0295 


6494 


99.898 


6401 


AC004774 


Homo sapiens Dlx-5 


1950 


100.000 


6402 


AF151863 


Homo sapiens CGI-105 protein 


2052 


97.771 


6403 


AF065215 


Homo sapiens cytosolic phospholipase A2 beta 


6677 


99.306 


6404 


AJ005892 


Homo sapiens JM23 


2079 


95. 482 


6405 


U47634 


Homo sapiens beta— tubulin 


2892 


97 . 517 


6406 


M13442 


Mus musculus alpha-tubulin isotype M— alpha-6 


2942 


98 . 667 


6407 


ABO 14 57 4 


Homo sapiens KIAA0674 protein 
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99.354 


6408 


AF030001 


Mus musculus unknown 


1499 


71 . 510 


6409 


X75621 


Homo sapiens tuberin 


1155 
1 


99 . 006 


6410 


AF169548 


Homo sapiens gamma-synergin 


8623 


99. 924 


6411 


X90530 


Homo sapiens ragB 


2426 


99.465 


6412 


AF104923 


Homo sapiens putative transcription factor 


5936 


96.013 


6413 


AF151896 


Homo sapiens CGI-138 protein 
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99.346 


6414 


AF15187 3 


Homo saoiens CGT— 1 1 S nrotein 
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100 000 
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Homo saoiens hvoot het i Pr5 1 orotein 


4457 


99.850 
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AL080157 


Homo sapiens hypothetical protein 


2850 


99.533 
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AF077033 


Homo sapiens putative ATP-dependent RNA 


3791 


99. 165 
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Homo ^^oion^ ^o17 
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Unknown predicted using Genefinder; Similarity 
to YPr^^t TTi i t oph nnri r "i 1 tt hn"=5n7n3 1 ■nro't'P'in 
(SW: RT05 


455 


33. 129 
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X15306 


Homo sapiens heavy neurofilament subunit 


6271 


98 . 150 


6422 


AB007884 


Homo sapiens KIAA0424 


3501 


99.806 


6423 


AB01B323 


Homo sapiens KIAA0780 protein 


7519 


99 . 909 


6424 


Z97992 


Schi zo*5apr'ha roiTivpp ^ Domhp pon^^prvpH 
hypothetical protein 


403 


33.096 


6425 


AF132950 


Homo saoiens CGI— 16 orotein 


2625 


99 . 750 


6426 


AF042713 


Rattus norvGcricus neurpxonhil in 3 


1675 


95 . 635 


6427 


U53366 


Oncorhynchus mykiss terminal deoxynucleotidyl 
trans f e ra sp 
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43.866 


6428 


AB018303 


Homo sapiens KIAA0760 protein 
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99.503 


6429 


/\ O J <J / J 


Homo Q^^'Oi on <5 ZXR^P 
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z/zi • o ^ X 
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Homo ^301 pn<^ AP— ?tpo "OTO^hPi n 
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100 000 
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Homo sanipns H.T47Qi77 1 fsimilaT I'o 
C HON DROMODU L I N - 1 ) 
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100 000 
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AF051240 


Picea mariana probable ubiguitin— conjugating 
enzyme E2 
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48.598 
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AF153606 


Homo sapiens angiopoietin-related protein 


2754 


100. 000 


6435 


AF151904 


Homo sapiens CGI-146 protein 


778 


74 .869 


6436 


X83973 


Homo sapiens transcription factor 


5570 


99.548 


6437 


AL080169 


Homo sapiens hypothetical protein 


1135 


94.536 


6438 


AF130367 


Mus musculus Fas-apoptosis inhibitory molecule 


1029 


90.395 


6439 


M63193 


Homo sapiens endothelial cell growth factor 


801 


72.917 


6440 


AF151810 


Homo sapiens CGI-52 protein 


2256 


99.721 


6441 


AL022237 


Homo sapiens bK1191B2.3.1 (PUTATIVE novel Acyl 


1620 


75.819 
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Transferase similar to C. elegans C50D2.7) 
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Homo sapiens AND-1 protein 
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100.000 
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Homo saoipns CHT — 1 SO orotpin 


3180 


99.405 


6448 


AF09374 4 


Homo sapiens unknown 
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100 000 
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AF180919 


Homo sapiens RNA lariat deb ranching enzyme 
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99.816 


6450 
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Homo •=?r30'ipns 5^TiAP— ? homo 1 on 
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uniHpnl*i"FipH nnn;^mpH OT'ol'Piri oToHnt^l" 

UilXU^lll^XJ — LC\^ Lil 11 ICliLlC U ^XUl-CXll j^X^UU^U 
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AF153192 


Homo sapiens ras-related protein 


1827 


100.000 
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Homo ciaoi pnc; KTAA1 1 OR oToi'P'i n 
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1 -7 X O 
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6458 


D7 9994 


Homo Q^oi PTi ^ "i m "i 1 3t "ho ^"nlr\7T~i n 0"F Phr'om^i""! nm 
nvjitii^ ocij^xdio oxiiixxctx diir^yxxii kj ^i.ix ^lud l. x U.11L 

vinosum 


ft 4 7 R 

0*1/0 


9Q R47 


6459 


AL050149 


Homo sapiens hypothetical protein 


3634 


98.599 


64 60 


AB018301 


Homo cjaoipnc: PCTAAOTSfl OTohPin 


fi4 

U *i O J 


-7 _7 . O _7 O 


6461 


ARODft ^7 


OLio ov^XvJXcL X/ rtUd irt\v_, ^uutrllUXdUtrvj, _Liiii_LijiHJxy 
DTOhpin of PPT 

X \J L.^X11 wx i-irx 


7 Qft 

/ -/O 


ft 7 94 ft 

O / . Z *i O 


6462 


AB028 991 


Homo s^5riipn<? KTAAIDfifi oTO'hp'i'n 

llv-'llH^ Od^XdlO IXXxT-rtXVyUO ^Xl^UCXll 


^ J *i J 


X VJ • \J\J\J 


6463 


U58658 


Homo sapiens unknown 


275 


60.227 


6464 


r\nj \J ^ ^ J. ^ \J 


Homo c3;50TonQ T^TZiAnQ7'^ or'r^'hoTm 
iHJitnj od^xc:;iio r\Xr^-rtU-3 / 0 ^xv.'Lc-Lii 


104 4 
± U fi 4 

5 


QQ '3CQ 


6465 


AB018295 


Homo saoipn^ KTAAn7S? nrnhPTn 


2139 


100 000 

X \J • \J \J \J 


6466 


AL050015 


Homo sar>ipn*5 hvnot hpt i 1 OTohpin 


1245 


100 000 

X U U • \J \J \J 


6467 


AF124512 


Homo sapiens BVES 


259 


39. 130 


6468 


AC004531 


Homo sapiens Gene with similaity to DEAD box 
helicases 


3400 


99.076 


6469 


A12142 


synthetic construct IFN-pseudo-omega 2 


987 


99.351 


OH f U 


/ir U OD ^ ID 


nomo sapiens cyrosoiic pnospnoxipase Deta 


DO / / 


Q Q "3 n 


Df± / X 


rio T (TOO 


Mus mus cuius unknown 


1 o c c 


Q A OCT 

y4 . -^b / 


Ofi / ^ 


Lo ^ <i DO 


uaenornaDumis eiegans cuina boi yK4/oD4.j 
comes from this gene; cDNA EST EMBL:D74716 
coiuec) j-xoiu unis gene, cuiN/i IjOI yKfiODOiz.o 
comes from this gene; cDNA EST EMBL:T00892 
comes from this gene 


•3 Q T 






L"! J 6, O X / 


nuiiKj odp±erio nijH. prouem d-L±exe d/ 


9 9 0/1 


Q 7 9 /I c; 

y / . z 4 o 


64 7 4 


/\ U / J O 


H omo caT^ionc PTT i^T"/^"f~ciTn I T— 

nouivj odpxeiio oj_>± px(jt.em ± l±\J\)} 


7 Q 97 


Q Q Q 1 n 

y y . y 1 u 


fi47 S 




nuiuvj odpxeiio dUx erio -LeuKouyo ux opny xe-LdueQ. 

OT'oi' Pin 

^XWL.CX11 


/I T /I n 

fi J fi U 


Q Q 119 

y y . 1 1 z 


6476 


AL031228 


Homo sapiens dJ1033B10.10 (membrane protein 

wx iixoLxu.xiic xxoii ^--iidxyc oxLiou^i-o vn,i\ni4/ 

r\ X LN O J / f 


544 


38. 973 


6477 


Y11395 


Homo sapiens seventransmembrane-domain protein 


2638 


99.250 


6478 


L24444 


Homo '=?r5nipn*=? DNA tpd^^it ofotpin 


175 


35.294 


6479 


AB020630 


Homo sapiens KIAA0823 protein 


2479 


96. 154 


6480 


AF062655 


Mus musculus plenty-of-prolines-101 ; POPlOl; 
SH3-philo-protein 


5466 


92.705 


6481 


AF035178 


Oryctolagus cuniculus elongation factor 1 A2 


3013 


99.784 


6482 


L10244 


Mus musculus spermidine/spermine Nl- 
acetyl transferase 


548 


47.059 



191 



6483 


AL031228 


Homo saoiens dJ1033B10 3 (GalT3 (beta3- 
Galactosyltransf erase) ) 


2521 


99. 208 


6484 


AC003965 


Homo sapiens SPOOILA 


456 


33.740 


6485 


AF151821 


Homo sapiens CGI - 63 protein 


2425 


99. 464 


6486 


Z24680 


Homo sapiens garp 


4207 


100.000 


6487 


AL117429 


Hnmo saoipns hvrjnthe^i" i 1 TJTOl'f^'in 


1320 


100 000 

-1- \J \J m \J \J \J 


6488 


073585 


Rn^ "hPiiiTns Rp^nrrini P^npiniPi rrTOiin C DTOtPin 


2586 


73.488 


U *i O ^ 


AF155105 

/^I. X '.J «J J. V 


Hnmr* <?Arjipnc3 rmi~;ii~ivp yirtc "Fi nrrpi" DTn'hP'in NY — 

n^iU^ OQ^XdlO ^ Ll U. u t- X V C ^XXiV^ XXil^^C^X ^XWL.C?X11 IN X 

REN— 34 antiaen 


404 


100 000 
\j \j . \j \j \j 


6490 


AF078165 


Homo «=?r5Dipns ponriiip1~in 


5558 


98 . 935 


64 91 


AF03884 4 


Homo *=;3n3Pn'=; MKP— 1 1 \ kp ofotpin 1" vr'o*5 i np 
phosphatase 


205 


56. 061 


6492 


U69127 


Homo sapiens FUSE binding protein 3 


3989 


99. 497 


6493 


U79304 


Homo sapiens unknown 


2190 


96. 953 


6494 


X17094 


Homo sapiens furin (AA 1-794) 


5413 


99. 874 


6495 


AF100745 


Homo sapiens PTD016 protein 


1286 


99.497 


6496 


AF073344 


Homo sapiens ubiquitin-specif ic protease 3 


3533 


99. 616 


6497 


AB007918 


Homo sapiens KIAA04 4 9 protein 


4931 


99.735 


6498 


X68561 


Homo sapiens SPR-1 


5000 


99.745 


6499 


AF056116 


Fugu rubripes unknown 


1934 


66.596 


6500 


AB014547 


Homo sapiens KIAA0647 protein 


7086 


99. 902 


DO U 1 


ann n 9 ^^n 

AdU UZ O DU 


nomo sapiens i\iAi\ujDZ 


/ J J D 


Q Q 91 O 


DDUZ 


VP 1 7 Q 0 
AO 1 / 0 O 


nomo sapiens luii protein 


1 OZ U 


y y . u J 4i 






uaenornaDaiLis eiegans siiuixar co ntjUi aomam 

^ U-UXt^Ui LXil txaribxexaoe^ ./ oULNri CiOi yK.f±OUvJ.XU.O 

^UiUC^O X X Uill L. 1 1 X O LJdiC/ ^L^LNr^ Hj O J. y 1\. ^ J. xj • «^ v^WillCO 

from this aene; cDNA EST vkl96dl0 5 comes from 
this gene 


9 nn R 

Z UUD 


O D . jyO 


6504 


AB014593 


Homo sapiens KIAA0693 protein 


2598 


96. 543 


6505 


S70011 


Rattus sp . t r icarboxylate carrier 


1156 


55 . 732 


6506 


299709 


Caenorhabdit is eiegans C47B2.2b 


670 


51 . 961 


6507 


X97065 


Homo sapiens Sec23 protein 


5155 


99.739 


6508 


AF107834 


Homo sapiens aminopept idase 


2968 


98 . 943 


6509 


L38709 


Mesocricetus auratus orf 


1847 


71 . 968 


6510 


AB018318 


Homo sapiens KIAA0775 protein 


191 


26. 935 


6511 


D12816 


Bos taurus actin2 


2597 


90 . 670 


6512 


AF072733 


Homo sapiens putative secreted protein 


1550 


80 . 831 


6513 


AL080141 


Homo sapiens hypothetical protein 


6209 


99. 891 


6514 


L29554 


Rattus norvegicus alpha 2 , 6-sialyltransf erase 


745 


42.629 


6515 


AJ011654 


Homo saDien*5 triole LIM domain orotein 


4277 


98 . 703 


6516 


X03528 


Homo saoiens lambda L— chain C reaion 


588 


87 . 736 


6517 


AF151819 


Homo *5aoien=5 CGI — 61 orotein 


2063 


94 . 022 


6518 


AB01114 8 


Homo '^laoipn'? KTAA0S76 OTotpin 


7231 


99.349 


6519 


K02882 


Homo sapiens immunoglobulin delta-chain 


2480 


98.695 


6520 


U88567 


Mus musculus secreted frizzled related protein 

o r r\ir ^ 


1911 


97 . 627 


U J ^ X 




riUilHJ £>cl^Xt;il£3 XllLCyXXll Uc;Ucl X OUiJLlilXL. ]JX c V— U.X o vJX 


J O DO 


y f . o / o 


u ,J Z. Z. 


T.7 fi9nn 


Hrtmo G a 1 one /^naTi\/"l a 4~ o If n naco 
xiuiinj od^xciio yudiiyxduc ^vxiicioc^ 


1 909 
X ^ u ^ 


yD . D X u 


6523 


AB017332 


Homo sapiens Aurora/Ipll-related kinase 3 


1924 


99.655 






rioiuo sapiens nnu/iz cuiN/i cxone xox i\A.i±t\uHHZ. 

lido d J / *j -i^r^ xiiocx Lxuii du ^vjoxlxvjii x*i / y tjx Uiic 

sequence of KIAA0442. 


ft 1 7 

O 1 / D 


QQ f:c.Q 

yy . DO 3 


6525 


X59727 


Homo <?ar>ipn*5 63kna orotpin kina*=?p 


3602 


98 . 925 


6526 


Y00291 


Homo sapiens hap protein 


2971 


99.777 


6527 


AB024057 


Homo sapiens vascular Rab-GAP/TBC-containing 
protein 


5910 


99.666 


6528 


AJ228139 


Homo sapiens LEKTI precursor 


7301 


99.436 


6529 


A16794 


Homo sapiens cDNA isolated for this protein 
using a monoclonal antibody directed against 


1740 


100.000 
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the p27k: prosomal protein 






6530 


X78873 


Homo sapiens inhibitor 2 


1304 


99.512 


6531 


AJQ05895 


Homo sapiens protein trans locase 


1033 


97.110 


6532 


AJ224819 


Homo sapiens tumor suppressor 


2561 


97 .066 


6533 


D29958 


Homo sapiens KIAA0116 


1252 


88.255 


6534 


AB011154 


Homo sapiens KIAA0582 protein 


3020 


99.782 


6535 


X51985 


Homo sapiens LAG- 3 protein precursor 


3603 


99.619 


6536 


Y07595 


Homo sapiens transcription factor TFIIH 


2845 


98 .491 


6537 


AB002631 


Homo sapiens collect in 34 


933 


50.598 


6538 


AC007017 


Arabidopsis thaliana putative RNA helicase A 


2366 


42.857 


6539 


AF052052 


Homo sapiens unknown 


812 


82.209 


6540 


AJ245738 


Homo sapiens claudin-15 


1447 


98.673 


6541 


AF159092 


Homo sapiens syld709613 protein 


2333 


96.226 


6542 


AL109652 


^phi 7 ri^Piccy\!^ TOTTivcp "DOTTibp h vnot hptipal DTOtPin 


773 


44 . 884 


654 3 


D14 4 80 


1~ 1" n ^ n oT'TT'prr it^n^; r'^^liri^^'iri 


2325 


86 856 


654 4 


M23197 


1 1 v^lllV^ O CI. X ^1 1 O V^-l- J-J-^l.^lll^J-Cl 1 L \J L 1 ClilL^-l-UC^il 


1130 


60 . 197 


654 5 


r\lj \j zf \j 


n \Jiii\J J o. k^f X Clio *kJ.(jij*4VyXT»J ^iiwvcx n \j 1. r\ x x v i_i 

protein similar to YIL091C yeast hypoyhetical 
84 kD protein from SGA1-KTR7 intergenic 

J- ^ ^ -L \^ ■•■ i / 


4 915 


99 . 735 


6546 


X79882 


Hoino *=5aDipn*5 Iro 

1 1 Vri^llL V*/ O U ^ 1 1 ^ ^ 


5825 


100 . 000 


6547 


L08237 


Homo sapiens located at OATLl 


191 


46. 903 


6548 


AF187318 


Homo sapiens F-box protein Fbx2 


1950 


98.986 


654 9 


AF036702 


pafinnThshiH'it'is plprr3ri<=! rrtntains wpr5 k 

similarity to HIV P17 matrix protein 
(GB:L35970) 


285 


26 . 335 


6550 


AB018290 


Homo sapiens KIAA0747 protein 


7076 


99. 907 


6551 


AL050369 


Homo sapiens hypothetical protein 


3085 


98 . 031 


6552 


AC005917 


Arabidopsis thaliana putative WD-40 repeat 
orot ein 


1145 


42.472 


6553 


D26311 


Gallus gallus unknown protein 


1318 


58 . 537 


6554 


AF091083 


Homo sapiens unknown 


1871 


99. 650 


6555 


M29581 


Homo sapiens zinc finger protein 8 (ZFP8) 


3533 


96.324 


6556 


AL096879 


Homo sapiens hypothetical protein 


616 


37.631 


6557 


AF139682 


Homo sapiens putative N6-DNA- 
methyltransf erase; N6AMT1 


1383 


100.000 


O J J o 


Y1 fil 


rn^^'iiivj odi^xdio xj ^JXQjucxii x / 


X O 1 / 




6559 


AF156777 


Homo sapiens ASB-1 protein 


2245 


99. 110 


6560 


Z19555 


Caenorhabditis elegans cDNA EST yk425a6.3 
comes rrom tnis gene, cjjin/\ ii»oi yKfiUDeo.o comes 
xxoiu unib gene, cutviri. Hjoi yj\.4ZjaD.o comeo ixom 

gene; cDNA EST yk4 06e6.5 comes from this gene 


347 


25.818 


U J U X 


C\±J \J O \J ^ ^ 


nf^rxf^ ' nDNA F9T FMRT, * Dfi Q 1 1 nnmp*^ froTn thi^^ 
gene; cDNA 




35 . 338 


6562 


AF069954 


Mus mus cuius unknown 


2305 


84 .235 


6563 


ABO 11 139 


Homo 1 pn s KT AAO S67 nrotpin 


6357 


99 . 183 


6564 


AF003151 


Caenorhabditis elegans No definition line 
found 


481 


28.231 


6565 


X55684 


TiVr'oop T*? 1 non p^^pii 1 pntnm pvtpn^in fpl^s^s Tl 


98 


32 . 143 


6566 


AB028968 


Homo sapiens KIAA104 5 protein 


2622 


96.471 


6567 


063484 
i-/ \j -J ^ \j ^ 


HoTTin *=?;^r)iP'n*^ Thp KTAAOl SO rrpnp DTodiipt "i 
novel . 


6425 


100 000 


6568 


Z82215 


Homo sapiens dJ6802.2 


1232 
4 


99.796 


6569 


Y13492 


Homo sapiens smoothelin-B 


5831 


99.346 


6570 


AL096768 


Homo sapiens dJ858B16.2 (novel protein similar 
to hamster PSSC ( Phosphatidylserine 


2574 


99.733 
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n^o^ T"ho v\/1 A PTo^n "7 \/m^ VC 4 11 fiS\ 
uc^.^axjw'Vj'Ayxcioc zrx^jcii^yiiic^ Hiv^ *j.x.x.vj^/ 






6571 


AF125099 


Homo sapiens HSPC038 protein 


466 


89.412 




API ^?Qfi4 


nuiiiw od^xciio v^ox ou ^xl^l-cxii 


1 7 fi4 

X / U *i 


Q4 Q4 Q 




rtD W ^ Z7 VJ X ^ 


H r\m o Q^rrioriQ P^TAAIOfiQ r^r'O'hoin 
ouiiiu oci^xciio rvxrtrtxvjO-/ ^xiji_cxii 




QQ R QQ 

J Z? w O ^ C7 


6574 


X15218 




4 677 


1 nn nnn 

X U . \J \J u 


6575 


AL035 4 61 


Hnmn ^^anipnc; HiTQf>7N91 6 fnnvpl PDP— ;^lmhnl 
nhosoha t i dvl 1" ran *^ f PTa s e familv mpinbpr nroteinl 


1936 


99 007 


6576 


U45998 


Onphopprpa volvn1\]<^ mi t'OphnnHr i a 1 <=>nli]t*p 

1 v^i 1 v.'^ X \_r CI V \y iux.<_ ^1 1 wi xv^x X a X o w x u. ^ 

carrier 


705 


47.489 


6577 


AF091080 


Homo "^A^oi pn nnknnwn 


2120 


100 000 


6578 


Y08200 


Homo sapiens rab geranylgeranyl transferase 


3709 


98.604 






nvjiinj odjJXciio v_,ox xxu ^x^Jucxii 


R1 ^ 
O X o 


100 000 


O J O VJ 


Y7 4 14 9 


nvjiinj od^xciio t_ X diXo (^x x^ u X Uii xctoutjx 


O O VJ X 


QQ 1 f^l 
y TP , X u X 


U J O X 


A.T1 ^9 S4 S 


H(^Tin/^ Q^oionc r^r'^^'Ho'in Vinaco 
rnjiiHJ od^Xdio ^XULt^Xii ivxiictot:; 


^7 S7 


QQ R90 

J Z? m o z u 


D O O ^ 


L*i O U X O J 


rHJlUW oct^-Lc:llo (JlXdllXll^ 11 X tivJ C X uxiiuxiiy 

regulatory protein 1 


9 9 Q7 


QQ 4 


O J O J 


An SI ^90 


rnjiiLw od^xcxio xicixxy diivj. c;iiiidiiot:^x ux o^xxu 
r p 1 a 1" pri — 1 


1 Qfl Q 
X 0 -? 


1 00 000 

X U U . U U VJ 


6584 


AJ243460 


Leishmania major proteophosphoglycan 


182 


25. 909 


6585 


AL117 664 


n<^iiLv^ odj-^xdio 1 i_y L. iic L. X ^d X j^xv^ucxii 


o o ^ 


4 Q SOR 


6586 




Homo <5 a 1 otiq m\/o1 i n rron^^ vtm^o c; q -i r\n ■Par'i'piT' 9 
rn^iiiw odj^xciio iiiycxxn v^jdic caj^xcooxwii xdOL-uix ^ 


^^7 Q 


Q7 4 4 1 


vj J O / 


APT 94 4 QD 


rnjiiivj od^xciio rtrvr vjiirdotr dt^LXVdUXiiy |JXtJLt;xii 
GITl 


4 Q7 1 


QQ OR 1 


6588 


AC004131 


Homo sapiens Unknown gene product 


2567 


98.020 


O J o ^ 


T.7 7 Qfi7 
xj / f yo f 


/^TT Tc avioc email ■ot'oItt^q T~"ii^Vi t"/^ 4" o t n t»T "i Vi 

VJVXo dxj-trb oilldXi pxOxlIlc xiCfl pxCJUeHl WlLIl 

paired repeat 


111 


4 O . D D / 


O J -3 VJ 


ARDl 1 1 9Q 

rt D VJ X X X ^ I? 


M om o caoTonc P^T2i2iOR^7 OT~oi"OTn 
nuiinj odfJXciiio r\ X ri/A vj J J f ^xwLtrXii 


0 4 4 4 


1 00 000 
X U U . V U U 


O *J ^ -L 


ARDI ft^l 0 

r\D \J X O O X U 


Homo caononc P^TZiZiO^^^^ OT'oi'OTn 
nvJilHJ od^X^llo rVXr-vrtU t \J f ]JXtJLcXll 


^77 ^ 


1 00 000 
X u u . u u u 


6592 


AB018338 


Homo sapiens KIAA0795 protein 


2834 


94.872 


o o o 


n pn7 QO Qft 


noiuo sapiens axyinxne LtxLNH. prouem uransrerase 
1 - 1 r> • ATF1 -In 

X -^t^ r rtXi-jX XjJ 


R n 


QQ ^^ 1 


U *J ^ 1 


A.TDI 01 1 Q 

rtU VJ X W X X ^ 


Homo caioioTic PiWocomal or'O'ho'in V"inaco R ^RQ?f— 
o(jiinj od^xcxio r\xj^(Ji>(JXiidx ^Xvjutjxxx is.xxxdoc d ^r\oi\ 


4 3 O O 


Qft 4 4 R 

J? O . 4 4 O 


6595 


AF017777 


DTOCOohila m<=»1a'noriac;1~OT Holioaco 
L^xwow^iixxd iiit:^ X di 1 y d o L. c:^ X iicxx^doc 


X ^ o w 


4 R 4 93 


6596 


U96724 


Mn <5 mncr'nlnc; on 'h^'t'i'^ro ohoc:ohoino<5Tl~THo S — 

LILIO lULlO ^LIX Llo ^U.UdL.XVC ^1 IVJ O ^1 1 W X 1 IVJ O X t, X J 

Dhosnhatase tvDP TT 




74 1 4 R 


6597 


U71363 


Homo catri pn^i 71 no f i nnPT r>"ro"t"Pi n 

llVJlll'k.^ OCl^X^llO ZiXllV^ XXliyC^X ^XWL.CX11 £j J- ^ \J 


30S7 

J VJ ^ / 


QR 144 


6598 


Z35227 


Homo sapiens small G protein 


1247 


100.000 


U J J ^ 


rtO X J ^ X X -J 


Homo QaiOT otiq "P^r^— 99 — 1 t ^ce^ ot^o^Hj^t n 
nuiiiw od^xtsixo X ov^ xxjvc ^X(Ji-cxxx 


Z O 0 o 


Q7 7 97 


6600 


Ar0047 <58 


H omo caioionQ R'^l'^dfi 1 
n^JitLW od^xdio r\^x<w^*i \j x 


*i O ^ ^ 


QQ fl fi^ 


6601 


AJ005559 


Mn mncr^nlne ^PR9A ■OT'ot'^in 

LJLIO 111 LL O ^ Ll X U. O £^ L\^r\ ^XUL^CXll 


X .J o 


41 ^"^^ 

T X • J J O 


6602 


X83572 


Homo ciao-i fine: AR'^D 

ll\JltlW Od^XC^llO iT.r\kJLy 


4 04 

*1 U 1 u 


QQ 1 S7 


6603 


AF121859 


OV^lllW OCl^XC^llO OWX L.X11<^ llCi^Xll ^ 


J -7 O J 


QQ R ^9 

Zf ^ t o o z 


6604 


AF1021 66 


Homo <5^oi^nQ in"l~T*aofilln1a7" ohloT~'iHo oHaTiTiol 
nuiLiw od^xdio X 1 1 L. X d^c X X LLX dx \«.i IX ^x X iw.ic oxxdxxixcx 

CLIC3 


Ills 

X X X J 


Q1 QO S 


6605 


X68277 


Homo *=5aDipn^ nrot pi n — t vt"o*5 i np ohn*=?r>hia1"a *=;p 


2292 


97 . 568 


6606 


AL117 4 91 


Homo ciaoicinc: h vriol" hpl" 1 oa 1 trro'hpin 

nUlLlW Od^XdlO 1 1 ^ ^ W L. 1 iC^ L. X d X ^XWUC^Xll 


9306 


TOO 000 

1,\J\J . >J w 


6607 


AL117634 


H om o c;an"ipnQ h \7"0 0'l~h(^i~"i osl oToi"^! n 

OWill^ Od^XC^llO 1 1 ^ U 1 I. X ^ d X ^XV^L-CXll 


1366 

X J o u 


100 000 

X vj vj . u VJ 


6608 


X74 996 


Ra'h'hnc; noT"\r<so^'i one; ■oii'Ha't-T tto 

£\d L. I. LlO llv-^X V X ^ LIO ^LlLdUXVC 


4 4 ^ S 

4 4 J J 


R "^RO 

O D . O O U 


6609 


U71601 


Homo sapiens zinc finger protein zfp47 


2291 


97.598 




D O J D O 
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Al DoiZoD. i (iN!lJj:g4oyi4ooJ , NJzibo . 1 (NiUiglioZob / 

j f ana genscan 


854 


45.278 




riJj U J O O ± fl 


L/aenornaDai u xs exegans preaicuea using 

oclic J. XXlUcx , CULNrl HiO i I-fLYiDlj . U / ± ± z / coiueo XxOm 
't'hi*^ rrpnp • r-DMA F'^T FMRT. • n7 7 1 r-omPkc; -F-roTn 

V^CiiC^f ^Lj'LNrt. XjOI JZ^LiOXitl^/J/^X OUillGO XXUILL 

this gene; cDNA EST yk527c3.3 comes from this 
rrenp ; cDNA EST vk64ShS 3 rrjinps "FrnTin t'hi <^ rrpnp 


Q Q 1 

y y 1 


o J . 1 bU 


6771 


A63340 


unidentified unnamed protein product 


2823 


98.081 


6772 


X673?S 


rHwJiiiw oct^xdio i;-'^ ' 


fl X O 


ft 7 n Q7 

0 / . u y / 


6773 


AFT ^^Ql 1 


L"iUO IIIU.O v.^ Ll X LlO r\T\Li O XIlLC-Lat^LXIiy jpx(JLfc;_Lll 4 


o u u 


7 Q f^R ft 

/ y . DO o 


6774 


J. U J o 


Homo Q ^3 "O T on G Vir^mo^/H^Tina t n T^Y*^"f~£i"l m 




y y . o o z 


6775 


A37078 


Homo sapiens NUCLEOTIDE WITH CORRESPONDING 
PROTFTN 


271 


81. 132 


6776 


AF00314 5 


on OT"h ^V^H 1+""!^ olorrari^ KIo Ho'Fini'HTom lino 
V-zClClH-'X llaiJiJ,X L. X o CXCLJdilo v*\J X XliX L. Xv^Xi XXllc; 

found 


D ^ U 


9(^ Q1 n 

ZD. y X U 


6777 


AJ0055 64 


Mils miispnlnc: ^PR9F ■nyof'O'in 


X U J 


"^4 fiQ4 


6778 


X85237 


Homo caoiOT^c; Vinm;3n Qolioin/^ ■Far^'H/^T" 


O O 0 J 


1 on nnn 
X u u . u u u 


6779 


AL117 4 96 


Homo Q^OTonc; H \7O0't~ Ho"t"Toa1 rM^/^'hoin 
nvjiinj od^xciio 1 ly ||JU u iitr u J. Od X £JxvjLt:xii 


1 n Q9 
J. u y z 

X 


QQ 04 

y y . u fi D 


6780 


AB007 4 47 


Homo saioionQ Pln^Q 




QQ fiS 

2/ _7 . DO D 


6781 


X53427 


Ra"t~'l~iTS n o T~"t7'orT "i oiiq rrl \70ooon c\/r^'t" Ha co \r\ maco 
i\di_L.Lio 1 n->x V cy X no yxyu-^jycii oyiiuiidoc A.xiidotr o 

alpha (AA 1 - 483) 


J U 4 U 


_7 D . 4 O O 


6782 


AC007 055 


Homo s^ioi on s nnknown 


Z U J o 


1 no nnn 

X u u . u u u 


6783 


AF184 969 


Homo SAni ons ovt'oki no homo! oo PYT07 
xn wxiUkj od^xdxo v_yL.(»-'is.xxxc x xwxiK^x wy \^ l l\j i 


± Z D O 


1 nn nnn 

X u u . u u u 


6784 


AF077038 


Homo s^TTi on Q nno— '^O t~o1 at-oH OT^o'hoi n homol orr 
xnjxii*^ oa^xoxxo Lxix^ xcxdL-CkJ. ^x^ut^xxx ixuxLitjxvjy 


X / U w> 


Q7 ^fift 

I? / . J o o 


6785 


AC004 382 


Homo s^^ni ons Flnknown r\c^T\e^ ofoHnol" 
xiwxiikj oci^xoxxo i X Jvx x^j wx 1 yc^xic ^x ^^jv^iLX^ u 


1 7 QQ 


ft 1 4 71 

O X . *i / X 


6786 


AF045584 


Homo Sr5ni pns PR39 


O J J 


"^n 114 


6787 


AF173380 


Mils miispiiliis Pi nn 1 o"t" pn s 1 n TT AT9 "roooot* ot"— 
ljvjIo iLiu o o lx X lx o cixiy X l. CI 1 o XX X xx r\±^ xc^c^L.i^i'x 

interacting protein 


9'^^4 


ft "^QS 


6788 


X68596 


Homo sapiens parathyroid hormone receptor 


4020 


100.000 


6789 


U13021 


Homo sapiens ICH-IL 


2837 


95.302 


6790 


ABO 14 585 


Homo sp^riTPris FCTAAOfifiS "OTohoin 
xrxv^iLi^ oci^xc^ixo rv X .n/AV.' V o <«J ^XULCXXX 


S7 


Qs 


6791 


M95178 


Homo sapiens alpha-actinin 


5377 


97.213 


6792 


U26401 


Homo sapiens galactokinase 


2454 


97. 970 


6793 


D89141 


Schizosaccharomyces pombe similar to 
Saccharomyces cerevisiae hypothetical 27.6KD 
protein in chromosome VII, SWISS-PROT 
Accession Number P46948 


564 


43.802 
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C^l CkA 


Ac 1 D 1 0 O D 


Homo sspiens CGI~77 protein 


X / y o 


inn nn n 
lUU . UUU 


D / ^ 0 


a pn4 9 R n n 

riC U 4 Z O U U 


Homo S3piens suppressor" of white 3piricot 
homolog 2 


A oil 


y y , D 4 0 


D / 5 D 


tj 4 D -? / J 


rioiucj oapxciio pnoopno t iuyx xnos X Lox j Kxriase 


R 7 9 9 


y / . / 0 u 


6797 


AL030996 


Homo sapiens dJ1189B24.4 (novel PUTATIVE 

^X^JUCXll o-LillX-LdX I ly ^(J l_ 1 It; C -H^d X ^x(^L.^Xllo O. 

pombe C22F3.14C and C. elegans C16A3.8) 


7299 


99.731 




rt,D U X O O X 


Hr^mo c:3T-\-ionc HRTHTr'R9ni7 
nvjiuvj od^xdio nixxnro^^ux / 


1 '^m 

X O u X 


QQ S "5 Q 

^ . z) J y 


6799 


AF042752 


Gorilla gorilla cytochrome c oxidase subunit 

X V 


551 


59.712 


6800 


U18468 


Homo sapiens pregnancy-specific beta 1- 
gxycoproLem precursor 


2625 


97.837 


6801 


Z14954 


Homo sapiens codes for a 184 aminoacid peptide 


1211 


100.000 


D 0 U Z 


t\t U J O ^ J 


Homo sapiens transforming acidic coiled— coil 
containing protein 3 


y y 


Q Q A Pi A 

y y . ^ U4 


6803 


AF073920 


Homo sapiens regulator of G-protein signaling 

D 


3721 


98.239 


6804 


M99487 


Homo sapiens prostate- specific membrane 

3 n i~ T rtc^ 

Qiit. ly en 


5005 


98.800 


o o u o 


/^r U / U D D O 


nomo sapiens noiruuu/ 


^ T on 


Q Q A C^K 

y y . 41 DO 


DO U D 


nn R "^7 7 

U U 0 o / / 


nomo sapiens similar ro une urosopniia 
opiiL-ing xeguiatox/ suppressor ox wniLe 
apricot: Swiss-Prot Accession Number P12297 


D i O O 


y y . D / y 


o o u / 


M.D U Z O ^ U J 


nomo tsapiens neiynoor ox h Kxnase ancnoring 


U O O 


y o . buy 


6808 


Z29067 


Homo sapiens protein kinase 


3051 


99.564 


fiR n Q 

O O U ,7 


AT n "^9 


nuiiio odpierib nypotne Licax prouexn 


/ 0 1 


OA 9 1 R 

y 41 . id. 1 D 


fiR 1 0 

O O X u 


X J / J D z 


rnjiinj od^xciio Lin jvi lowii 


X U 0 / 


y y . oo / 


6811 


AC006023 


Homo sapiens similar to KIAA0904; similar to 
AAA58424 ( PID : gl804 92 ) 


4923 


99.862 


fiR 1 9 

D O J. 


n vn7 '^770 


noiuo bdpxens camiuine occanoyxurans rerase 


J y O D 


y y . D Do 


D O ± J 


fir X u o o D -? 


nomo bdpxens acLin associatea prouem 
9F 4 / V;^ n+- 1 n 


"5 n R 
JUDO 


y 0 . D y 1 


vj O J. *1 


rtX *1 U J u 


o y 1 1 1_ nti L X L-rLJl 1 o L X L |JX(JLtiXIl dilLXyfcril 


1 R R 9 
X O 0 Z 


y y . D 4 / 


fiRI S 


Til S'^7n 


It o C LH-iLJlllvJi id o d c X Liy XI 1(J o d oXlllXXdX HJ Hi. COXX 
^XWl_CJ_ll irw_LD / L/Xlir-^f OWXoo iXUL rtOL. t; O o X UI 1 INUilUJCX 

P2118 9 


X o u 


4 o . y 4 D 


6816 


AB020636 


HoTnn c;3ni<=>n<^ KTAAnR9Q nrn"h(=>in 


7 SQQ 
f ^ y y 


-? . -/ X J 


6817 


Z35278 


n.vjiiUkj' oa.^u.dio ixLiiiL. u,t^iudxii otjii udxiixiiy ^X(»JL.CXXl 


9 fifiR 
^ o u o 


QR 7 QS 


6818 


X03528 


Homo '^f50'i pn*^ 1 r^mbds Ti— r'hsi n P tptti on 


>J o o 


R7 7^fi 

O / . /JO 


6819 


AC007087 


Arabidoo '^i*? "hhalirins iin known oToi" p H n 


24 6 

^ 1 u 


SRQ 


6820 


Y12781 


Homo saoipn<=? tr'r3n«=;di]r''in fhp1~al likp T 'nT"oi~pin 


3607 

J vj U / 


QQ 4 4 Q 


6821 


AF030227 


HoTTio sp^oipns v^^v OTohpin 




QQ 7 fi4 


6822 


X66899 


Homo s^^oipns RNA binHinrr OTO'hpin 


4 fiR7 

*i U O / 


1 on onn 

X y u . vj v 


6823 


V00638 


bacteriophage lambda reading frame ealO 


799 


99. 180 


6824 


AF.nnn4 Dfi 


cj o ic; X X IX d L-^JXX ]JUCdLXvc ULNrt UvjjJvjx o UiiitrX doc 


T 9 1 Q 
X ^ X ^ 


1 no nnn 


U O ^ J 


AFn4 Q1 


nuiiiL) odpxcilo nu.nL.xnyt.xn xntexacLxng prouexn 


X X 3 J 


QQ 4 "^R 

y y . fi JO 


6826 


AF086608 


Rattus norvegicus neurestin beta 


296 


32.738 


6827 


M55593 


Homo sapiens type IV collagenase 


4683 


100.000 


DO ^ o 


Uo 0 o o fi 


Homo sapiens glutamate transporter 


J d4 ^: 


yy . boz 


DO ^ 


u fi u y / o 


Homo sapiens DNA mismatch repair protein 

h omo 1 orr 


4 / / y 


yy , dUo 


6830 


D31765 


Homo sapiens KIAA0061 


6234 


100.000 


6831 


AL009191 


Unknown /prediction= (method : " "genef inder" 
version: ""084"") ; 

/prediction= (method: ""genscan" ", ve 


456 


30.056 


6832 


AF109719 


Mus musculus unknown 


1430 


75.850 


6833 


U71075 


Homo sapiens protein tyrosine phosphatase 


9516 


97.524 
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X Ck^'Ck^L.l^X ^lllX ^ X V^l 1 








6834 


AL0967 68 


Homn ^^iTnifsn^ fi»TftSRRlfi 2 fnovpl nT'ot'Pin *=?iTnilr37" 

to hamster PSSC { Phosphatidylseirine 
Decarboxylase Proenzyme, EC 4.1.1.65) 


2528 


y o * 


4 DR 

*i U O 




6835 


X57351 


Homo sapi ens 1 ~ 8 D 


819 


96. 


970 




6836 


U06632 


Homo sapiens p80-coilin 


3729 


QQ 


^07 
~j\j f 




U O J / 


\j \j ^ ^ J ^ 


Hnmn ciariipnc? R2fiQR4 1 


3433 


y o . 


f^4 1 
O 4 X 




D O O O 




riV-^UlL/ od^XcIlO \^ \ -J f ^ J \ O * J. r " / XLloXUlX l^CilC 


1712 


_?o . 


ftps 

O 0 J 






£J ^ \J ^ J. 1 


nuiu^ od^xdio oiLii^^ X c X 1 1 ^ 


7096 


QQ 
y y • 


U X o 




O O *i 


<^7 9ft f=;Q 

o f o o y 


riuiiio oo^xc^iio ^LiUdL-xvc l.(.jo ivc x c l. d x 
nrot PI n=H4 ^ Dl OSl 70 ^ 

L./ J- 1*^-1.11 11^ \ LJ J. \J 1^ A. 1 \J ) 


3805 


yy. 


'^1 ^ 
O X o 




6841 


AFn4 4 1 QS 

C\i. W T T ^ ^ 


HoTTio ^;^r>"ipnc: Tlcpnn^^R k'in;=5*=;p PDmnl px ^op i 3 1 pH 
protein; IKAP 


8837 


99 . 


775 




6842 


M62415 


Pseudopleuronectes americanus HPLC6 


114 


39 . 


623 




6843 


X73113 


Homo sapiens fast MyBP— C 


7378 


98 . 


953 




6844 


AF083249 


Homo sapiens Rb binding protein homolog 


4573 


98 . 


670 




6845 


M64 934 


Homo sapiens kell blood group protein 


4481 


96 . 


744 




6846 


AJ005162 


Homo sapiens UDP~glucuronosyltransf erase 


3555 


99 . 


811 




6847 


AB011097 


Homo sapiens KIAA0525 protein 


5680 


99 . 


654 




6848 


M55614 


Homo sapiens TK14 protein 


5498 


99 . 


757 




6849 


U15155 


Gallus gallus trypsinogen 


459 


37 . 


500 




6850 


AB018320 


Homo sapiens KIAA0777 protein 


7314 


98 . 


268 




6851 


AF018956 


Homo sapiens neuropil in 


6334 


99 . 


783 




6852 


X00776 


Escherichia coli lipoprotein signal peptidase 


1071 


99. 


390 




6853 


AE000236 


Escherichia coli putative enzyme 


1457 


94 . 


902 


-It 


6854 


D86974 


Homo sapiens KIAA0220 


3648 


99. 


458 




6855 


X07936 


Homo sapiens epoxide hydrolase (AA 1—455) 


2732 


98. 


253 




6856 


Z11518 


Homo sapiens histidyl— tRNA synthetase 


3185 


98. 


232 




6857 


M84725 


Rattus norvegicus neuronal protein 


1386 


96. 


347 




6858 


AF097025 


Homo '^aDipn*^ pv*=?tpinp dp'^ul "fnTa^^p 


2961 


98. 


687 




6859 


AL117424 


Hrnno "^Sr^nipris h vnot h p t ipal m^otpin 

1 1 v^iii^^ o k</ ^ w 1 1 o 1 1 Y 1 1 ^ ^ kj ^ \^ \^ 


1640 


100.000 




68 60 


r\Kj ^ \j Kj \j -J 


H om o «5;^"niP"nQ 7. RP — flQ Trrp+'Pin 

1 1 V^lllv./ O d k^ J- ^ 1 1 O £J U Ll \J ^ kJ J- L. O -L 1 1 


517 9 


99. 


748 


- 


68 61 


M74 no? 


H p c;p"pi'iPnQ ^T^rrininp — Tiph nnp1p^T~ ■p»T~o1~P'in 
jnt^iLiv^ od^xdio dXvJXiixiic xxoii iiLi^xcdx ^j_^.^L.CLii 


4 67 


34 . 


495 




68 62 


rjOSft 1 2 

\J\J -J \J -L C 


H pa T"OP 1" OTTion 3 Q TTin Q p ^ "riiTTi pnH 

n C X ^ C L. WlLLk^l IdO ILlLlOOdX ULiLL ^ C i 


115 


31. 


325 


5 


68 63 


L06S0S 

-I— 1 W vJ w' W 


HpTTfip <5;^T^i prtQ T*"iV^(^c: /^Tn^ 1 piT'Pt'Pin T.l^ 

nWlLLV^ Od^XCliO X X Juf W O WiLld X ^XUL-CXil Xl X ^ 


627 


66. 


460 


r=i 5 


68 64 


Y087 69 


Rp'l~1~n<5 noTT/PPi pn<5 ttii PT~p\7'A<5pnl pnHp"hhpl i ^1 

Ixd l,^ L. Lil O 1 L\J J- V C X \^ U O IILX J- \J VdO^Ll-LdJ~ ^1 1 ^llCJ-J-d-I. 


151 


47. 


761 








differentiation gene 2 








Q 


6865 


X82260 


Homo sapiens RanGAPl 


3708 


99. 


830 




6866 


Y1318 6 


I i. WilLW O d k/ X w 1 1 o Y lis ^ X \J 1 U. 1 i 


142 


71. 


429 




6867 


M15386 


HoTTin ^;=5r>i pn^i rr;=5Tnm;^ — n 1 obi n 

iiwiiLw o d. k/ c 1 J. o cmuiid \j j~ \^ KJ J- 1. 1 


522 


70. 


175 




6868 


U79260 


Homo ^^^Tii pn*=; nnknown 


203 


50. 


794 




6869 


AB023179 


Hnmo n 1 p n c; FCTAA09fi2 DToi'p'in 

llWllLW Odki'J.dlO L\ J. .ncwj ^ \J £^ kJ J- \J \, ^ ,1^ 1 1 


4135 


99. 


049 




6870 


Y08162 


Homo sapiens heptahelix receptor 


316 


25. 


364 




fiP7 1 


\J i O / 4 J 


nUllHJ oct^JXcIlo ^L^X L X(^(Jo Ld L XX 1/ X crllo XII rltz 4 
L^X C ^ LX X O ^ X 




56. 


522 




vj O / ^ 


X557 77 


ni-'iiLU od^xcixo ^LiL. ■ \jr\c 


J U 


62. 


921 






J-i V/ X U vJ 1 


nuiiiu od^xcixo X ^ o o^x iwx x^d o c; 


*i T X 


47. 


143 




6874 


r\c u u X X X 


XJLLo XllLlO LXX LXo vJUXtlC O U X ^ LX O \jr\C ^ 


1 Q4 

X ^ *! 


47 . 


761 




6875 


U234 52 


V^d CX XU' X 1 IdX.i'LIX L. X O CXC^dXXO Vi\J x xxxx l. x^xx xxxxc 

found 


U -J X 


33. 


758 




687 6 


M194 19 


MnQ mn«5Pnln<5 TTr*plinp— t'ipH q^1i\73T"\/ nT~p"t"Pin 

XJLlO ILluoOLXXLXO LJX^X-l-XXC XXl^XX OdXXvdXj^ LJXWL.CXXX 


207 


36. 


496 




6877 


AL031907 


^ph"! 70Q^pphp T"om \/pp ^ oPTTiV^P h x/pioi" hpi*! paI nT~o't"Pi n 

t_r ^1 1 J. O d V-'N-rl Id J- will Y ^.tC^ ^ yjyjllli^^ I L y yj\J 1 \^ J- \^ a -L. ^j-\j\^^J-11 


275 


26. 


531 




6878 


AF033664 


Mus musculus cbpl4 6 


1197 


83. 


491 




6879 


AB023167 


Homo sapiens KIAA0950 protein 


982 


48. 


071 




6880 


Z72946 


Saccharomyces cerevisiae ORF YGR159c 


236 


44 . 


660 




6881 


AP000060 


Aeropyrum pernix 108aa long hypothetical 
protein 


144 


31. 


731 




6882 


AF064604 


Homo sapiens KE03 protein 


459 


51. 


634 




6883 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


351 


67. 


500 
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Attorney Docket 784 



6884 


M15530 


Homo *?3ni pn*=; R— cpI 1 rrTOwt*h "F^iP't'OT* 


162 


41.758 


6885 


AC002294 


At";!^ h 1 Hoo ^ic; 1~hi;^li;^n^ fin known otoI" p i n 


721 


50 000 


6886 


AJ2434 60 


Ti^T ^hm^^ni a tti^^tot" otoI" ^ooho^nihonl x/oan 

X 0 1 illlCl 1 X U. u illCl fWJ- J- W I,,. ^ IV,^ 0 k-ri 1^ M ^ _y v_r Cll 1 


173 


28.319 


6887 


J04 07 6 


Homo ^^OT ^n^ ^^^tI \/ OTOwhh yo^oon^^ 9 otoI"^! n 


167 


24.4 68 


6888 


M17294 


Hnmsn h^TOAQT/n T*nQ 4 unknown OTot*^i n 


172 


33.161 


688 9 


AFl 38 957 


Ro^ 'h^inT'nQ f"\70^ TT ool lorr^n o\/Anoo^n hTomnHt^ 
J L-oux uo L.yk^c XX 0 X X c J. 1 ^yaii^t^cii i^xwiiixwc 

fraament CB8 


154 


32 . 061 


6890 


AB023201 


Homo sapiens KIAA0984 protein 


4765 


98.072 


6891 


U41557 


P=i^noT"h^hrli't~i q ^l^rr^nQ rrl \/o i n^ — t""! oh 


134 


4 6.429 


6892 


AB030237 


Csni ^ "FriiTii 1 "i pit"i <=; 04 Hoosmi np tpopo^ot 

CI i 1 _i_ 0 J- CLILIJ 1 L CI X J. 0 J—' ~ V^V_/ k>/diLL JL 1 1 ^ X^V^^k^L-V^X 


126 


36 . 667 


6893 


U58658 


Homo ^p^oipn^ unknown 


296 


65 385 


6894 


M97662 


Ra"t"1~iis norvpcrious hpt* a— r3 1 r^ni np s vn "h h ^=3 p 


2276 


83 206 


6895 


AB028 972 


Hnino ^p^Di KTAAl 04Q r^T*ni*PT n 


367 6 


98.919 


6896 


X64 897 


Ros faT3rns MTjRO •=?nhnnit' of fhp NADH * 
ubiquinone oxidoreductase complex 


343 


64 . 935 


6897 


AF172328 


Homo sapiens unknown 


679 


97.895 


6898 


1126358 

\J £^ \J ^ \J 


Rp^i~t'n<5 noT*T7POionQ ^lODAl rrpnp OToHnoi" 

r\.ClCCLiO ii^XVC^XOUlO OXw \Jr^JL UCXiC kJX^kJ,Ll.V,^C 


4 20 


,J ^ . ^ J u 


6899 


AF174394 


Homo sapiens apoptotic-related protein PCAR 


66 


36. 957 


6900 


Z35093 


Homo sapiens SURF-1 


1818 


92.593 




AT n Q*^7 9 ^ 


nomo sapiens nypounecxcax prouem 


1 1 9 n 
X X ^ u 


Q7 c;7 




/\r u ft y ^ O 


nomo Sapiens nooKX protein 


4 R 4 "5 


y J . ODD 


6903 


Z99494 


Mycobacterium leprae hypothetical protein 

LXIXiUdO / . UOC 


110 


33.684 


6904 


Z79695 


Unknown Similarity to Yeast hypothetical 

pxOUein I wK J X DVJVv ^iK.njZX//Z/;/ CUINH. ilio i 
PMRT. • TO n 4 QR oom#=iQ 


1020 


47.500 




T.7R fi7 1 

J-i / O U r X 




O X 0 


Q1 ^ Rft 

X . 0 D 0 


vJ ^ VJ o 


AFl 74 4 ft 1 


\ 7 v>i V^l o'Pior^'Hoc ■pia'l~a'r^c y /-^ -5 r^ — v^iT asc'i TTt rt 

i ypiixuxict^ LfcJo iidUciiib yoricnjo L X upXil xcxeaoxriy 
hoT^monp TPOPO"hoT~ 

liWXillL^iiC xc^c^u^x 


4 n^ 

4 U V? 


4 D . VJ 0 0 


6907 


Z95620 


Schizosaccharomyces pombe putative dna binding 

o T"o1~ p "1 n 


267 


36.364 


6908 


S85655 
tj fj ^ \j ^ ^ 


H om o ^;^oiPn^ OT~ohTh"i"hTn 
rnjiuw od^xciio ]|jx ixux L. X ii 


97 


fid 7nfi 


6909 


L08816 


Hepatitis E virus poly-proline hinge 


80 


33.333 


6910 


AF072508 


Homo sapiens envelope protein 


178 


44.776 


D X X 


Yi 7 4 nn 

AX / f± U U 


rius sp . ixo/ prouem i H^y) 


Z OU D 


Q "5 T Q 1 

y 0 . J 0 1 


O -7 X ^ 


YS4 SI ft 

A. O *i J X O 


ooboypxu.in f 1 X X o u L. uin xaue eniDxyoyenesis aounaant. 
protein 


X u y 


^9 n nn 
jZ . u u u 


D X J 


n t?n4 1 n fin 


LYiUb muocuxus CO cnapexone mu orpcjffz precursor 


1 9 9 fl 
X z z 0 


00 Q9 Q 

00. y z y 


6914 


Z74029 


Unknown Similarity to C.elegans alcohol 
aenyarogenase (Wr.^^x / ljXU.oj cucma Hjo i 

tifJOXi . U D D X U D OUIlltrb XX O 


778 


66.484 


U -7 -L J 


ARO T ft 4 9 ^ 


rjuo iiiuouuxLib on^ QOuiaiii coot-dining protein 


17 7 9 


7 c 4 c: "5 
/ D . fl 0 0 


\J ^ X U 


11 A QQ7 '5 


iHJiiivj sdpxeiio \jt\n X/ iYiHirvo / ^ puLacive LrdnspoSdSe 
similar to pogo element 


9 "^n 

Z J u 


"^n 14 7 


D X / 


7 7 ^4 Q7 

tj / J 4 _7 / 


iKjiiit) bd.piciib cUiifiuL.^ . X ^v^^ors oisuone 
H9A/H9R/H'^/H4^ 


7 7P 


0 J . 0 U 0 


6918 


U63542 


Homo sapiens FAP protein 


217 


70.455 


6919 


U97553 


murine herpesvirus 68 unknown 


144 


39. 189 


D U 


API 9 S S fi Q 
i-ll; X Z O O O J? 


Homo sapiens tumor suppressing STF cDNA 6 


y D 1 


on 9 n "5 
y / . zu J 


D X 


Ml 1 7 S Q 
LYl X X / D _7 


Lycopersicon esculentum cell wall 
iiyux oxypr OX 1 ne ricn gxycoprotexn 


Q 1 


4 1 £^ T 


6922 


X72963 


Nicotiana tabacum pAP8 product 


149 


33.333 




^ 0 J ^ 4 0 


v^cieiiOx iiautii L 1 0 cieyans preuiCLeQ using 
Genefinder; cDNA EST EMBL:M7 9771 comes from 
this gene 


114 7 
X X fl / 


3 y , oz 4 


6924 


J01055 


Chironomus tentans giant secretory protein 


138 


29.078 


6925 


X55777 


Homo sapiens put. ORE 


365 


63.218 


6926 


U61947 


Caenorhabditis elegans No definition line 
found 


124 


32.051 
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oyz / 


Ar u boo b b 


Melanoplus sanguinipes entomopoxvirus ORF 
ixiov^oo nypoune L.iCa.± piouein 


1 1 U 


"5 A 


/I Q "5 
4 O O 




6928 


X98485 


Plasmodium vivax putative 


112 


30 


208 




o y z y 


A X bZ 0 z 


nomo sapiens zinc ringer proLein t\t^) \i. 
is 2nd base in codon) 




Q7 

y / 


m 9 

D 1^ 




6930 


U88368 


Sus scrofa inositol ( 1 , 3, 4 , 5 ) tetrakisphosphate 
receptor 


1054 


59 


919 




6931 


Z92539 


Mycobacterium tuberculosis pth 


396 


35 


450 






ALUUo / JU 


Homo sapiens dJ487J7.1.1 (putative protein 
uJ^o/J/.x isotorm xj 


O A O A 


A A 

y y 


1^ / 




C Q T T 


U^o loi 


Homo sapiens novel transcript; similar to 
transcription factors activation domains; 
xiuKea at D eno l.o ai hook moi-ix ox niYHoX 
Method: conceptual translation supplied by 

a n "h H T* 


xy / 


A Q 

4 y 


OOX 






API fiQ^4 
rtr ± D o *4 o 


\_/ClvXcl ^L/i. -L J. U O ClX|Jllci ± '-Yir" t-vJXXciydl 


1 Q7 

X _? / 


O 1 


04 ^ 

U 4 O 




vj ^ O J 


Mfi9^94 


HpiTTir^ ciaT^iciriQ m/^Hiila+'OT* T~ooorTA'i't"'i/^A ^ r^^" r\y T 


*i ^ X U 




1 R 




6936 


X68600 


Hordeum vulgare pZE4 0 


157 


35 


780 




U _7 J f 


£\0 ^ ( f / 


rn^iiitj od^-'Xtrilo ^LlL . Wlxr 


O X ^ 


D *i 


OO -7 




U _/ *J o 


7QQ1 1 ^ 


CdOXXxUo o LiU L X X X o oXillXXciX L(J X(Ji.iy OlidXli d\^yx 


7 


4 Q 


07 4 




o y o y 


ADD / 1 1 


nomo sapxens put- . uKr 


J 41 b 


b b 


Db / 






nRfl n /I P "5 
H.D U J U O o 


Mus musculus B9 


9 Q y1 

z y 


O 7 


O Q '5 

UoO 




D y fl X 


AU 1 b 0 0 


Homo sapiens type III procollagen (aa 892~ 
1 09 ^ 

X U ^ O / 


X / b 


Q 
0 O 


"5 Q T 

o y 0 


U3 


D ^ *d ^ 


\^A '5 9 nn 


Doreogaouo saxud dnuxxreeze y xycopept-iae /iroir 


X o o 


9 


110 
X X u 








y ^x u ^xck^iix^wx 










6943 




L.dLlxlio ^c^UX\-l^ lUt::; L-l Ix (^1 1 J-i o Li X i_ k^i^ X k^c^ 


19 90 
X z. ^ u 


o o 


4 19 

H x^ 


SJ 






TPHnpts 

X ^ L Cl o ^ 








- !ll 


6944 


X92109 


iiWlLlV^ OClk^XdlO liV^^XZ\ 


69 


42 


4 24 




694 5 


ALl 1 7 SSS 


jnwiLitu^ od^^xti^iio 1 1 y M V L lie L. X v„rdx LJXi^L,cxii 






4 Qfi 




694 6 


f^V^ \J \J 'J ^ ^ \J 


n i^iLi^ o d xdio ix^uuuu ^ f xL.xdX v^i^o 


1 9 9 


R 


fif^7 
u u / 




694 7 


Z687 


^ddi^xiidJi^v^xi Lo c^xcydiio i.x^\3^<.-/ 


1 7 Q 


^9 


90^ 

Z w O 




6948 


X63508 


Mycobacterium tuberculosis predicted ORF 


145 


29 


091 




6949 


L34807 


Musca domestica transposase 


261 


18 


375 




Q n 
o y D u 


c c; Q 7 o o 


Homo sapiens X-linked retinopathy protein {C— 


lie 
lib 


bl 


c; "3 Q 
OOO 








terminal/ clone XEH.8c} 










D y 0 ± 


m9 4 /I 


Homo sapiens prostate— specif ic antigen 


41 0 U 


0 o 


1 0 Q 
Xo 0 




6952 


AB020719 


Homo sapiens KIAA0912 protein 


8368 


99 


769 




C Q c; o 

b y 0 o 


o bo 1 U b 


Ascaris suum, Peptide Partial, 100 aa type IV 
coxxdyen dxpna. z cndin^ axpna z ^xvj 
{alternatively spliced} 


1 O A 


O A 
OZ 


C "D A 

ooU 




V -7 J *i 


An SI P ^9 


H/^TTi/^ c a T OTtc PPT — 74 r^'T'^+'O'i n 

rnjiinj odpxcno L/ox /4 pxotexn 


7 9 t=l 


R 9 


Ci9 




6955 


AF095737 


Homo sapiens unknown 


344 


67 


416 






t\Z U / b bU / 


lYJus muscuxus preaiaDex.ic inuu sera reacnve 
autoantigen 


o J / 4 


Q /I 

y 4 


T 9 T 




6957 


AJOlOlOO 


Homo sapiens NKp4 4RG2 


191 


27 


632 




byoo 


AJUll /Ob 


Homo sapiens growth factor receptor binding 
protein ((jKbLCj) 


701 


82 


812 




by 0 y 


7\ TT A O O Q O CI 

At UZ-c yo D 


Caenorhabditis elegans No definition line 
found 


O O A 


Z 4 . 


A A 
b09 




D Z? b U 


ALiUZZ u 1 o 


Unknown /prediction= (method: ""genscan"", 
version- ""1 0"" score- ""133 82""^* 
/predict ion= (method: 


Q A Q 

oUo 


OO . 


COT 

bZo 




6961 


AC007067 


Arabidopsis thaliana T10O24.21 




29. 


653 




6962 


AJ006692 


Homo sapiens ultra high sulfer keratin 


1011 


66. 


162 




6963 


U23037 


Oryctolagus cuniculus eIF-2Bepsilon 


4335 


90. 


390 




6964 


U05313 


Trypanosoma brucei CR3 


73 


29. 


412 




6965 


Y08250 


Homo sapiens immunoglobulin kappa light chain 


100 


39. 


062 
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6966 
\j J \j \j 


AF061812 




2994 


98 . 943 


6967 


AF151899 


HoTTin pn<5 CGT — 141 orol'pin 


535 


56 835 


6968 


AF057489 


Mycobacterium thermoresistibile RNA polymerase 
beta 


129 


30.476 


6969 


AF005654 


Homo sapiens actin-binding double-zinc-finger 
protein 


611 


31.570 


6970 


Y07604 


Homo sapiens nucleoside-diphosphate kinase 


1063 


89.730 


6971 


U01849 


Trypanosoma brucei 0RF2 


165 


30.435 


by /z 


V A O C O C 


Xenopus laevis unidentified open reading frame 


O /I 1 




6973 


AC004990 


Homo sapiens supported by Genscan and several 
hibis: uooUyy ^ NIU : g jU bi^UU D J , AHoZo/bU 
(NID:g2893628) , AA215791 {NID : gl8 15572 ) , 

(NID:g3144275) 


3418 


98.450 


D -7 / ft 


iADU ^ ^ U J 4 


noiuL) oapxerio rvXrvrixxxx pzotcxii 


7 n^fi 


17 17 . U O U 


D ^ / O 


7\TnnQ7 f,^ 


rlOIuO Sapxenb pULat-XVe QXIUe LfiyXcitacriUo Xilc 

transferase 


9S9 


7 Q9 ^ 


fiQl ^ 

D " / D 


JjX U O ^ D 


ixd LLUo ilUxvtiyX^_U.o Vallr iJXIIU.XIlvJ pXULtJXll dXpild o 
Q 1 1 Vm 1 n "1 "i" 


9ft T 

^ O X 


1 ft9 

17 O • X O ^ 




/\ \J \J T VJ J 


nvjiuiw' odk^xdio d ^ c L> y X ^ 1 1 X X 1 1 xcv_t3k<iu^x c^Ly^oxxwii 
<^nhnn 1 t PHRNF 


2897 


78.069 


6978 


U63332 

\J V-/ ^ 


Hnmri pn<^ *^iTnpT pv^^tpi np ti ph T>Tntpi n * 5-iPRP 


288 


67 . 442 


6979 


X02585 


Xpn onn 9 1^5pvi<=; nniHpnti'Fipri ODPn TPriHinn "pTamp 
2 


203 


32 . 192 


6980 


AF108138 


Homo sapiens DNA helicase homolog 


2348 


95 . 968 


6981 


M26460 


Homo sapiens retinoblastoma 1 


145 


37 . 879 


6982 


U58658 


Homo sapiens unknown 


248 


60. 938 


6983 


AF151800 


Homo sapiens CGI— 4 1 protein 


317 


33. 607 


6984 


AF086709 


Homo sapiens NAG~7 protein 


653 


98 . 936 


6985 


AF151866 


Homo sapiens CGI— 108 protein 


1276 


99.487 


6986 


X61045 


Hydra sp. mini-collagen 


165 


70.833 


6987 


AL0221 1 7 


^pVit 70^^pph3 Tom \7P P ^ nomhp h \7noi~ VipI"! p^I TiTP'hPi n 


422 


39 . 535 


6988 


AF166262 


Arabidopsis thaliana HAL3A protein 


611 


49.490 


U -7 O 




OWO L-dLlXLlo l-^lltj o||Ji Id L X vj.^ X X 1 o X L. ^X O A.Xlidoc^ 


U J 


Qfi 4 0 Q 
-7 u • *! u ;? 




API 1 Q1 91 


rHJlllw odpxtrllo pULdCXVc; IS-LNM. JJXiiUXll^ pxULtrXll 


"^7 d Q 

O / 4 -7 


QQ d fi n 

17 17 , H O \J 


D !7 X 


AT n "^R R9 


Zi T'* 3 T CTC ■i~r^3iT:3in:3 rw JT^ /^"t~MQ"i~T 1 'V "H O T n 

r-lx dUXVJ,(jpo Xo l-IldXXdIld IiypULllcLXL^dX pxL/LcrXXl 


9 1 


91 7 ft 9 
^ X . / o ^ 


6992 


AF123880 


multiple sclerosis associated retrovirus 
element unknown protein U5/1 


45 


50.000 


D ^ ~5 


Y QP 7 n Q 


nomo sapiens k^uxiXi-ix ana xruorij xusion 

LXdllo^^X X|Jl- 


1 1 Q 
X X 


^7 1 d 


6994 


X13354 


Homo sapiens T-cell receptor gamma-chain 


485 


94 . 937 


6995 


X84194 


Homo sapiens acylphosphatase 


201 


64.151 


C Q Q C 


f7 Q -3 -7 Q C 


Unknown predicted using Genefinder; similar to 
KNH recognirron motii, ^aKa kkm, kcu, or KiNir 
domain) 


ouu 


ox . 4 yz 


byy / 


ATI cnono 
Ar 1 du y u y 


urosopnxia mexanogaster ocijn/\, LiUU o^i / 1 


1 9 "7 "7 


^ Q R Q 

o o . y o y 


6998 


AL035700 


Homo sapiens dJ75K24 . 1 (novel protein similar 
t.o onODuK vonj aomdxn jjinamg gxuuamxc dcia 
xx(k^xi ]-»x*JLCXii/ diiu ofUDor\xjj 


202 


41.053 


O 17 _7 -7 


L J X J ^ «J W 


Homo Q3010TIQ R — /^ol 1 rTr*OTji7i~h ■F^o+'Ot" 
rn^jiiiw od^xdio D ocxx ^XkJWLii xdOLwx 


1 S7 
X ^ / 


Sd Sd s 


/ W 


/Ail \J U / £. X ^ 


v^aci iux 1 idijux L. X o cxc^jdiio Vi\j x Xiix l xuii xxiic 

found 


R9 


^fi 907 


7001 


AC005587 


Homo sapiens similar to mouse olfactory 
receptor 13; similar to P34984 ( PID : g4 64 305 ) 


1450 


71.382 


7002 


AB011154 


Homo sapiens KIAA0582 protein 


373 


87.879 


7003 


X63797 


Gallus gallus decorin 


342 


32.547 


7004 


AF064597 


Homo sapiens LINE-1 like protein 


157 


49.153 


7005 


AB002354 


Homo sapiens KIAA0356 


6204 


98.920 
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03 



7006 
1 \j \j \j 


X6770^ 


L^Xl^OU^ilXXd lllC Xdliv^^ d O LCX 1JOL.0 4UX/ 


o o 


'^'^ fl7 1 


7007 


A61 97 1 


Lil IXUCl i L. X X X l JV.^O£r 


1 SI 

X *J X o 

7 


QQ 7 ^R 


7008 


AC004 4 50 


CXkJ M\Ji\J^ J J L. 1 Id X X OliCl 11 J^^Vi/ L> 1 iC L. X ^d X ^XV^UiCXll 


262 


27 018 

^ / • U X (J 


7009 


X68600 


n X LilU vLlX^dXC ^ £j Hi *i 


X U X 


35 185 


7010 


Z67873 


Pisum sativum proline- and leucine-rich 
nToi" Pin 


127 


43.333 


7011 


V00662 

V w w u u ^ 


Hninn c'^i'n'ipn*^ ATPp^^^p ft 

1 l.\Jlll\^ O u ^ ^ 1 1 O li. J. f Ct. O C Kf 


1301 


94 . 690 


7012 


Y11709 


Homo saoien^ pollaopn I'vop XTV 


723 


89 . 167 


7013 


U92819 


Homo *5aoipn*=; unnampri HRRV— H OTot'pin 


313 


53 . 982 


7014 


AF003999 


Mu*5 mu*5pulii'? 

LJVJ>t^ lllVJiO Vb- J. U. O VJ t.^ J. «_/ 


468 


83.14 6 


7015 


M11759 


Lycopersicon esculentum cell wall 
hvflT~oxvoTO 1 "i np— T1 ph rrl vpnnT"o1"pi n 


99 


39. 130 


7016 


AB01154 2 


Homo saoiens MEGF9 

11V_/11LV^ OUk^O.^llO Lli_lUI. ^ 


2648 


99 . 200 


7017 


M22332 


Homo ^ao"! on Q nnlfnown "OTO'hPi n 

Xlv^lUW Odl-'XCllO Lil 1 JS.1 H.jf Wl 1 jw./XWL,CXll 




S3 4 Rfi 

JO . 1 o o 


7018 


AB012933 


Rattus norvegicus acyl-CoA synthetase 5 


3914 


81.113 


701 Q 


AF09fi1 Qft 
rtr vj^ux JO 


r Ll^ LL XLIJ^XX^CTLS ^LlLdLXVt; ^X(Jl-cXll ^ 


Oil 


fi9 1 QS 


7090 
1 \j ^ \j 


A.T94 97 9 4 


nwiinj od^xciio £JULdL-XVt; uixuu<jc;ii dL» i_ x v a LtrvJ 
inT~n"l~Pin Ifin^cp Vitiacp Vin^cp 

^X^^L-C^Xll JVXlldOC ivXlldOC 7\.XlldOC? 


X o o o 


R 9 S94 


7021 


AL117567 


Homo c:;^oipnc; hvool'hiP'l" i oa 1 oTO'hpin 
nv^iii^j od^xc^iio 1 1 ^ ^ ^ i_ 1 ic X ^d X ^xvjucxii 


2042 


99 38 S 


7022 


018237 
\j ^ \j £^ ^ 1 


Homo saoi pn^ ATP— hi nHi nrr pa <=; co-l- 1- o ■nTO'hpi n 

llV.^lllW Od^XCllO r\ ± C Ik^XllUXll^ O O 1^ L. L. ^X^_/l_CXll 


4 70 


98.701 


7023 


AL021366 


Homo c^aoipn^ pTPFC0791O fKinp^i-in Tplai~pH 
11 v^iii^ od^xdio ^x^t\vft.x^»o ^rvxiicoxii xc^xdcc ^.jI 

DJTot ein ) 

^ V/ ^ ^ ■* / 


4347 


99 110 

J Zf » X X \J 


7024 


D00173 


Hom^o saoiens cvtochrome P— 450 


3275 


100 000 

J- \j \j > \j \j 


7025 


X68061 


Mus musculus HCNGP 


1902 


95.130 


7026 


AF03594 0 


H om o QAOiPnc; cimil^T" "ho m^rro Ti^Qhi 
n^iiikj od^xc^iio oxiiixxdx iiid^u iidoiix 


_/ L> O 


1 00 000 

X VJ VJ . \J \J\J 


7027 


AC005783 


Homo sapiens R33083 1 


2526 


99.467 


7 n9ft 

/ u z o 




noiuo Sd-piens r\±/^M.uD^i7 pxOLein 


D OH 1 


X u u . u uu 


7 09 Q 

f U /I -? 


AT D Rnn (^Q 


nuiuo Sd-piens nypotneLxCdX pxotexn 


X / O X 


yo . 41 y D 


70^0 
/ u o u 


rir X J ^ _7 O J 


nuulo odpxens ^^ox zi? pxOLexn 


X D O X 


Q Q 17 4 
I? . X / fi 


7031 


AF134983 


Mus musculus energy-dependent regulator of 
proteolysis 


3936 


95.110 


7032 


AF100753 


Homo sapiens ancient ubiquitous 4 6 kDa protein 


2748 


100.000 


70^^ 
f u o o 


rlJD U X O ^ O ^ 


noino Sd-piens sex ine/ unxeonme Kinase 




ion nnn 
X u u , u uu 


/ U O 4 


Mfi4 99 Q 


nomo Sd-piens *-ype i coxxdgen 


X o X 


y D . 41 z y 




^ O J. u o / 


v^denox iidDax L 1 s exegdns preaxctea usxng 

vjci ic X Xi luic X / wtJdft. oxiiLXXdXXLy xii in LcrXXlLXXlLio LvJ 
r]Kfp_40 fWP'FSfiFfi 1^' pDNA F^T FMRT. • 7. 1 4 "^9 1 
pomp*^ "pTOm t h i *5 rrpnp 

wV^lll^O J- J- will ^„ 1 1 O ^^11^ 




O Q O O /I 


7036 


M35522 


^ullXO XaitlXJ — LdJ — LO \J 1. C J>_/X1 lUXllV^ ^X^-i'L.CXll \X di^* / J 


4 4 Q 

1 *1 J 


4 9 694 


7037 


U40952 


V-'O-dl^XllClkJl-lXl^XO C^XC^dliO ^VJJ£JX»XW ^dlC ^ i-\J \Ji \Ji\^ \^ 


900 
^ w 


6S 000 


7038 


AJ131395 


Mil*? miispiil pol 1 ^npn hvop XTV 


128 

X ^ o 


34 911 

J 1 * ^ X X 


7039 


AB023210 


Homo *=?;^oipns KTAAO^g*^ OTohpin 

llV.i'lllV^ J ^ ^ 1 1 O 1\ X tlil,\J _/ _/ ^ J- \J ^ -1- 1 1 


2577 


100 000 


7040 


M64983 


Homo *?r3oipn*? "fihTinorrpn hpts phsin 

11W111V_/ ii^ U ^ ^ 1 1 1^ J. W J_ U. 1 1 W ^ 1 J. i^^Lu V^llCL-1.11 


3373 


99 7 93 


7041 


D88010 


Homo saoipn<5 ribo^^omr^l OTotPin SI ^ 


978 


100 000 

X W U . U U 


7042 


L25314 


Drosoohila melanona ^tPT r^pt i n — t'pI atpH oTotpin 

JL. \-/ W^y*! 1-I.^U ILl^J-Ul 1 y dOL.^J- d.V^.'V.U.ll J.W^QL. CJ\_J. h'-'- I— C -I. 1 1 


1269 


47 . 328 


7043 


M83104 


Bos taurus cytochrome b-5 reductase 


1278 


64 .260 


704 4 


ArOOSfil 4 

V/ V/ -J w X *1 


Homo c;ao-i pn<? P9'^9fiQ 9 
nwiiiw od^xc^iio r^o^o^ £. 


4 1 7 Q 


Q6 S4 6 


7045 


n90S4 9 

VJ J V/ J 1 J 


rnjiinj od^xciio iiLJii iixonjiic oiix (JiuuotJiiidx pxuucxii 


DUX 


1 nn nnn 

X u u . u u u 


7046 


AB018288 


Homo sapiens KIAA074 5 protein 


5822 


98.472 


7 04 7 




nomo Sd-pxens L^vax zd proLexn 


z X 


QQ 1 m 
y y . 1 u / 


7048 


S42658 


Homo ^aoipn^ t"i ho^omal or'ohpi n 
nvjiii^ od^xdio oj X X vjiiid X ^xv^l-cxii 


X O -3 


100 000 

X V/ U . \J u u 


7049 


U09813 


Homo sapiens mitochondrial ATP synthase 
subunit 9 precursor 


896 


100.000 


7050 


X12517 


Homo sapiens C protein (AA 1-159) 


1226 


100.000 


7051 


AL079277 


Homo sapiens hypothetical protein, similar to 
(U32865) linotte protein 


1776 


100.000 


7052 


AF006087 


Homo sapiens p20-Arc 


1059 


100.000 
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iiwiiiw od^xciio xiiuoxi-LJX w X y LJi iL^ o k^i id i_ *J 

oho oh A t 3 


U J ^ J 


QQ ft Q4 


7479 


AC004883 


Homo sapiens similar to KIAA0766; similar to 
FID- a3882253 


536 


27.381 


7480 


AF181685 


Mus musculus membrane protein TMS-2 


2988 


95.806 


7481 


AFl 4Sfi1 S 


HTOciooh 1 1 ^1 mo 1 norr^^ Qf- o-r RoHMA nHO'^^77 

L/XWO(J^iiXXd iuCrXdiiLJLjdoL.CX LJLNJ-i .VJOVJJJ/ / 


T 0 S7 

X U *J f 


4 D , X J 0 


7482 


U094 10 


H om o c^^nionc; ^ino "PinrroT* OT'ohoin 7KIT*'T'^T 
iiwiinj odj^xciio ^xii^ xxiiycx ^xi^ut:^Xii oiNXX^x 


^1 ^4 

-J X O *i 


-7 _? . J> D D 


7483 


AF0474 31 


H om o ci^oHonQ AAPT*!— liVo ■oTof^oin 

n will^ o d^ X d 1 o r\r\C XX X X JS.C MX LJ L. C X i l 


1 SftO 


Qft ^40 


7484 


AF176012 


Homo sapiens J domain containing protein 1 

1 QO"FoY"m ^ 
xoi^xwxiii d 


1335 


100.000 


7485 


X94917 


Drosophila melanogaster head-elevated 
expression in 0 . 9 kb 


194 


33.000 


7486 


U54807 


Rattus norvegicus GTP-binding protein 


1483 


97.357 


7487 


AF058807 


Bos taurus GTP-binding protein rah 


1248 


85. 106 


7488 


L20427 


Rattus norvegicus dihydroxypolyprenylbenzoate 
methyltransf erase 


1578 


82.500 


7489 


M11759 


Lycopersicon esculentum cell wall 
hydroxyproline-rich glycoprotein 


108 


34.375 



214 



74 QO 


ni. W r ^ o U ^ 


H omo QST^i one T^oyr^vi c r^ma 1 TnomHk y a no r^yo'ho'in PMP 
Ol^ill^ Od^Xdlo X A X o L^illd X lllc^ilLUX dilt^ ^X^u'UCXii ciric 

24 


1 4 Ofi 

X *! o 


QQ S9ft 


7491 


AL050269 


Homo "^rinip^n*? hivoot' hpi" i r*;^ 1 riTnt*pin 


1339 


99 . 034 


7492 


AF078850 


Homo sapiens steroid dehydrogenase homolog 


739 


40.065 


74 93 


297204 


^r^hn 7 ^ ^ irr\T(\ \//^o q ni^TfiV^o h \7T*^(^'i~ ho"!"! /^al T^T'r%"t~0'i n 

O ^_>i iX ^ Ct V—l.'ilCt X WllL^ O ^V-/illUC 1 ly L.i IC L X X Jh^'XOUCXll 


M X \J 


JO ■ VJ ^ X 


7494 


U23484 


Caenorhabditis elegans No definition line 

"Foi 1 n 

X WUlil^ 


627 


52. 660 


7495 


X63679 


Homo sapiens TRAM protein 


2432 


100.000 


/ H J \J 


y S7 ? S9 


H/^m^ c a T one T — Pfl 
rivjiinj oa^xciio X ou 


ftp 

O 0 o 


Qft 4 Q 


7497 


281097 


Caenorhabditis elegans cDNA EST EMBL:D69071 
comes from this gene 


190 


31.858 




HJ-iU J O f± 1 y 


Homo sapiens dJ1100H13,l (putative novel 

px CJ XII } 


X 41 41 U 


XUU . UUU 


7499 


Z37166 


Homo sapiens nuclear RNA helicase (DEAD 
family) 


2817 


100.000 


"7 n n 
/ 0 u u 


7 c; 1 


unKnown cuna HjoI hjiyirSL ; lu /oib comes rrom tnis 
ycxief cjjiN/\ Cjoi ijiYioij , k^u ^ o comes rrom unxs 

nono • oPlKlZi 


All 
H 1 I 


Jo . X Jo 


7501 


ni. X X ^ ^ w 


Homr^ Q^rri onQ HPMP^ Hr^mr^l r^n 


^ O X X 


QQ 7 04 


7502 


Z49128 


Unknown similar to cAMP-dependant protein 

k"inp»c;p* nHKIA R*^T FMRT.'Tnn71Q r-omoc: fT-nm -hhic; 

JvXlldOC^ \^LJLHt\ LLikJ 1. HiliOXl^lWU/X.? ^Vjlllc; O XX \Jlll L. 1 iX O 

gene; cDNA E 


1098 


44.759 


7503 


AJ22 3980 


Homo Q^oi one T^CJ .1 C 


1 4 P7 


QQ 07R 


7504 


X61381 


Rattus rattus interf eron-induced protein 


238 


43.023 


7 ^OR 

/ J U J 


U X D D J / 


iorpeao marmorata xfi Kua uransmemorane protein 


1 1 "5 
X X ^ 


JZ . oyz 


/ J U D 


7 p o o n A 


nomo sapxens auDzoiXfi.oa ^rragmenii. or novex 
CUB and EGF-like domain protein) 


1 "3 Q T 

X Jo / 


on Q Q tr 

ou , y yo 


7 Rn7 


rt.XjU U O D 0 J 


nomo sapiens uuoz/jid.i (numan oriinoiog or 
mouse outer arm Dynein light chain 4) 


TIC 
/ X D 


XUU , UUU 


7 Rflft 
/ o u o 


U J O X D -3 


nomo sapiens inositol i, ^ , o— urispnospnaue o— 

Ifin^^Qo "i Qoon*? \/mo 
iSkXiidoc; X o (JCi 1 ^ _y lilts 


4 Z U / 


y y , o j'i 


7509 


D90053 


Sus scrofa destrin 


1109 


100.000 


7S1 n 


rtr u X o D o J 


L^dciioxiidDcix uxc3 exeydns similar lo snort, cnain 
type dehydrogenases 


/ f o 


AO m "3 

41 z . u / J 


7511 


U23484 


Caenorhabditis elegans No definition line 
found 


517 


33.133 


7 SI 9 


y S9 sn Q 

J ^ J U I? 


nuiuu bdpxens uyrosine aminoLrans rerase 


■^n QQ 


XUU , uuu 


7513 


X13923 


Homo sapiens cytochrome c oxidase subunit VIb 

± — 0 D J 


206 


52.941 


7 S 1 4 
/ -J X 4 


^ / u ^ u o 


Caenorhabditis elegans predicted using 

ociic X xnuex / oxiuxxa.x uo /jinc linger^ L-oncfi type 

(RING finger) 


O T O 


O Q 1/11 

zo . X4 X 


7515 


/^i-j V,/ W / X J 


rtm-lXXCA dtSUXXOUo X XiJUoOIildX ^XULCXII Li^\J 




41 X . U O J 


7516 


AT. 0^1 4 ? 


Homo Qjz^oionc: H.T4fiRM94 9 1 /PFTTflTT^/T no-trol 

■OToi~oi T\\ { 1 QO"FoY"m 1 \ 
J- w u V? J- 1 i / ^xowxwxiii X y 


1 4 7 

X ft / D 


QQ R Rfi 

y y . 0 o C5 


7517 


AL035588 


Homo sapiens dJ696P19.1 (TFEB) 


3221 


98.975 


7518 


□7 9275 


H om o Q^'oi one iinVnoiAin 
nwillw od^XClio LIX 1 A.1 XL/ WI 1 


-7 X O 


1 nn nnn 

XUU . UUU 


7519 


AJ011306 


Homo sapiens guanine nucleotide exchange 
XdCLUx ^xoiiy iboxoxm^ 


2716 


99.523 




AFOm 7RP 

rtHi U U X / o o 


i I icxiiit) Loyd mdriuima xiDosomai protein did 


1 "7 ft 
X / O 


-5-7 n "57 
J / . U J / 


7521 


AE001070 


Archaeoglobus fulgidus ribonuclease PR (rph) 


328 


33.937 




AO / 1 / D 


Homo sapiens 17beta— hydroxysteroid 
dph vriTonPTiri 


yi o n 

4 ojy 


100 . UUU 


7523 


AC005189 


Homo sapiens match to ESTs H97758 
(NID:glll8643) and AA085546 (NID: gl628773) 


976 


100.000 


7524 


AL049802 


Homo sapiens hypothetical protein 


4303 


100.000 


7525 


AF067219 


Caenorhabditis elegans No definition line 
found 


117 


41.860 


7526 


AF060568 


Homo sapiens promyelocytic leukemia zinc 


4578 


99.554 
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finger protsin; kruppel—like zinc finger 

pxOL.eiri^ szLtLiC. 










nJ_i w ^ J. u / \J 


ni^iu^ odj^xdio oxiLixxctx uxiiv— xxiiv^cx / \_f^nv_f*i 
tvnp fRTNG finapr^' mafrh PFAM PF00097 • 
similar to SW:GOLI DROME Q06003 GOLIATH 
PROTEIN 


1054 


1 Of) nno 




7528 


AF140501 


Homo sapiens RAD30B 


4696 


99 . 720 




7529 


AF116827 


Hnmn ^^^^di pn*? nnknnwn 


3851 


100 000 




7530 


U28282 

\J \J ^Li \J £^ 


iiwiii^ o a k-/ X ^ 1 1 o ^xii^ xxii^^^x ky^x Vu/ ^ X 1 i. 


2382 


99.443 




7531 


AF180920 


iiv^'iiiw ook^xdio v-r y J Lii a 1 1 X u vci 


2016 


100 000 
^ \j \j • \j \j \j 




7532 


AL031121 


Homo sanipn'? H.T49SO10 ? i novp 1 DT~n1"pi'n sinrilsT 

11 WlllV^ O O ^y X d 1 O ^ w ■J W X Vtff ■ ^ \\. 1V_/ vex ^ 1.^^X11 OXlllJ LCIX 

to worm E04F6.2 


343 


100 000 

A. Sj \J • \J \J \J 




7533 


AB031292 


Mus musculus proteolipid protein 2 


195 


31.746 




/ -J J *4 


AT.l 1 7 Sfi? 

XT.±J J. J. f ^ \J 4L, 


Homo cj^oicinQ h \roo'l~ hf^'hT oal oi"0't~ci'i n 
o^Jiinj oa.jM-1-ciio 1 ly L. iit^ u X ^ci X ^XLJUti^xii 


^ *i X X 


4 9S 




7535 


□25801 


iiwiii<^ oa.^xciio xciAX jt-f X 1 i^_ix 1 1^ ^xim'I-c^xii 


801 


98 . 374 




7536 


X94 910 


Homo c^Aoi one F'Ro9R 


1682 


99 . 234 




7537 


X15722 


Hnmn c;a'r\ipri<^ rrl nt 1" h i nnp "rpHimi" 3 *=5P ^ AA 1—4791 

11 Vwfillv^ O CI XdlO V^Xl,«lL,Cl^llX Wl le X e 1.1 U. CI o e \ /^x^ X ^ t ^ j 


3163 


100 000 




7538 


Z70213 


Caenorhabditis elegans predicted using 
Genefinder; Weak similarity to Sea Urchin 

lUycjoXil ilcaVy CilaXIl ^irxr\ i-iUO . LNO , i-VO/O-J^/ 


296 


28.910 




/ o O -? 


an "^1 ft 1 ft 

r\C ± J J. O X O 


Homo c 3 o T QT*\o C^CIT — ^C\ i^"r"0'f~0'i T*k 

nuiiio ocipxeno du pxotein 


914 9 


Q7 fin R 

-? / .DUO 




7 SdO 

/ O 4 Vj 


niri d 4 700 


n(jiuo oapiens omcixx zinc- j_ingex ±iKe pxotein 




1 on nnn 

X u u . u u u 


z E 


7 S4 1 

/DHL 


U 4 O D ^ U 


lie m iio/^iiT lie TNT'D— "f" 13 M A Vi^^l A /~t c ^ 

txius mu.scu.-LU.s r\ i IT QepsnQsnu rviNH. ne±icase 


9 S4 




=1= 

'z'Y'i 


7542 


L14331 


Caenorhabditis elegans coded for by C. elegans 
CJJLNriS osnoanK.. l-ejOuj. \cjxh. / y J. } f unij-iuxrx 
^LYiooox f } f Hi Xi u fi ij 0 \LYiooof±-3y ^ ano 


938 


44.407 








^IljljL/*i^X ^Li/JOX^y f ^LlUCtt-Xvc 






01 


7543 


£ i J ^ 1 U -L 


Homo QsoTon^ Vi \ 7*0 ol'Vic^i" i os 1 0 T"oi~oT n QRRT'^T 

nUlLlt^ oa^Xtrllo 1 L 1 iC L X <.-Ct X ^X(^l.CXii ooox^x 


Q7 


inn nnn 




754 4 


AT.0^1 77 S 


Homo Q^oionc H.T'^riM'^ ^ ^noTrc^l oY*o'i~o"inl 


J 17 


inn nnn 

X U U . VJ \J L/ 




7545 


AFn4 QS? ^ 


H om 0 Q^^OTonQ Hn'n"t"'infTt~'i'ri — iTi'hPT'ao'hT'rin oT^o'hciim 

nt,^IllVJ OCL^XdiO ilLLlil Lillet Lll X 1 1 L. C X 0 ^ L Xi 1^ ^ X L. tl^ X 1 i 

HYPA/FBPll 


977 S 




- - 


7546 


AC005521 


Homo saDTpns "^iTnilar" to vpa ^t S5iTI72* siTnil^T 


964 


69.543 








to P53538 (PID:gl711532) 








7547 


AJ005894 


Homo sapiens JM27 


703 


100 . 000 




7548 


AL035464 


Homo sapiens dJ1043E3.1 (novel protein) 


1211 


100.000 




7549 


AF153605 


Homn ssni pns p^ndTonpn i nHnppH OTotpi n 

llV^lil^^ 0 Q ^ri/ ^ ^ 1 1 0 1 1 J- ^ ^ 1 1 1 1 VfA \fA ^ X, ^ ^ 1 1 


1625 


99 . 580 


; = 


7550 


U43701 


Homo ^^SD'ipns Tibo^omp^l r)T~otpin Ti?*^^ 


999 


100 000 
j~ \j \j . \j \j \j 


L=? 


7551 


X07523 


Homo "^rioi pns pomnl pmpnt 'FaptoT H 

X1V_/1LI\^ OO-h^X^llO ^V_/lllk^ X ^lll^l 1 X U ^ V> W X 11 


3307 


100 000 

J~ \J \J . V/ V u 


; = 


7552 


AF028823 


Homo sapiens Tax interaction protein 1 


744 


100.000 




7553 


X67 155 


H om o «?^^"OT^nQ mi'ho'hTO Vin^^QO — ■oT~o'l~o"i'n — 1 
rnjiin*>' od^xciio ILIXLUL-X^ j\.xi.ia.oc xxjs.c ^xwut^xii x 


fil 1 

u X X u 


QR R R7 




7554 




^oh 1 7 o <5 ^ o oh a Tom \70 <5 nomh^ mii" ^5 1~ i t7<^ 

k-JO iix ^(jo civ_v_iicix vjiiiy ^vjiiiuc ^Lii-a.L.xvc uuo 

r ibo "^oma 1 orotpin 


9R9 


4 1 n7 1 

'i X . VJ / X 




7555 


AF143889 


Homo '^r5oi pn*? unknown 

llV./lllV*' OCL^-ZX^llO Lll X rvi 1 rvl 1 


1190 


99 . 465 




7556 


X08055 


Homo *5Aoi pn<? oyprrl uooohor"! n R 


S37 


100 000 

X \J VJ . U VJ u 




7557 


Z93783 


Homo sapiens dJ377F16.1 (PUTATIVE novel 

]JX \J l-CXil / 


975 


100.000 




/ »J ^ o 


AF1518 4 5 


Homo Q^^ni^nc f^f^T — R"? or*o1~^in 
fujiiivj od^^xdio v_/Vjx o / i^xVw'L.cxii 


94 74 


QQ 4 7 9 




/ »j »j J 


AiT0004 1 4 


Homo Q^^oi^nQ f^Ho45— ir^"f~^T'aoi~ino oT~o"i~o'in 4 

fUJllLU Od^^XdlO V_/U^l4i XI 1 L, C X a. U> L. X 1 yj J- KJ J- LL 1 


^ u ^ o 


inn nnn 

X VJ VJ . VJ VJ (J 




7560 


736531 
ij -J \j ^ ^ J. 


H om o c;;^"0"i^nQ "FTV^T"inorT^T» — ItW^ or*o1~fi"in 


J U ^ 1 


1 nn nnn 

X VJ VJ . VJ VJ VJ 




7561 


M294 58 


Homo ^;^"ni on^ o;^r'honi o ^ \7HT*a TTT 
rn-/iiiw od^xciio X XJ wi IX diiiiyuxdoc xxx 


1 R S9 

X O J ^ 


1 nn nnn 

X VJ VJ . VJ VJ VJ 




7562 


X95384 


H omo <?;^o'ipinc? 14 S If i~T~3n^1^'t~ion^l inhnhii^OT" 
nv^/iiiu od^xdio x^ • ^ r\,LJci i_x diio xd (_ xv^iidx xiiiixji.jx u wx 

protein, pl4 . 5 


ft S4 

O J *1 


inn nnn 

X \/ VJ * VJ U VJ 




7563 


AF132971 


Homo sapiens CGI~37 protein 


1192 


100 . 000 




7564 


AF132484 


Mus musculus unknown 


897 


80.864 




7565 


X54941 


Homo sapiens Cksl protein homologue 


561 


100.000 




7566 


AL035369 


Homo sapiens hypothetical protein 


2450 


100.000 




7567 


U94991 


Xenopus laevis transcription factor XLMOl 


1051 


97.973 




7568 


AF017096 


Drosophila melanogaster similar to C. elegans 
RlOHlb.6 and S. cerevisiae YD8419.03c 


634 


61.379 
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7569 


S73775 


Homo sapiens calmitine; calsequestrine 


2557 


99.231 


7570 


AL049522 


Schizosaccharomyces pombe hypothetical protein 


859 


51.464 


7571 


Y1314 1 


u X Willi 1^ ci u X a J — Li IX a. jf o v^i ix a iici CAUiC^iioxii 


122 


4 4 1 1 R 

*i *1 ■ X X o 


7572 


U85431 


Homo sapiens unknown protein 


159 


70.000 


7 S7 ^ 

1 U f o 


API SI Rfi9 


r\\ji\\.\j od^xciio ^Vjx x^4 ^XvJLcXii 


X X o o 


1 nn nnn 

XUU . uuu 


151^ 


AF022913 


Homo sapiens GPI transamidase 


2640 


100.000 


f D / D 




unKnown cuinh cjoi cjIYIdl . iiift oy j comes rrom tnis 

ycIlC/ (-.UIn/\ UtOl iliriDij . i U X / D 4 COIueS XxOm L-OxS 


lUU o 


J 1 . i DO 


7576 


X77635 


Drosophila melanogaster lethal (2 ) essential for 
life 


179 


35.000 


7577 


X65020 


Bos taurus PSST subunit of the NADH : 

ui.jx^^uxii(Jiic vj^xuvjx Lctot; (»,(JiU£JXtrA 


1249 


88.725 


7 S78 


7. Q ^ ^ fi ? 


v-fCid xux 1 idJkjux 1 Lo t^xc^cLiio r '3 . xu 


H HKJ 


S7 '^7 7 


7579 


AF079317 


Sphingomonas aromaticivorans unknown 


111 


39.763 




' 7 QQ97 ft 


L^aenornaijQii- X s exegans cuinh Hjoi jcjIxidIj . u / o / u j 
comes from this gene; cDNA EST yk513g5.3 comes 
J- X vji 11 Liixo yciic^ cuiNi-i £jo 1 y K.3 ^ ojL)± u . J coiues j_xom 

uiixo ^oiic 


ox/ 




7581 


AF152583 


OWlllW Od^XCliO Lli. i ivl 11^ Wl 1 


377 


1 nn nnn 

X u u . u u u 


7582 


Z30093 

LJ ^ \J \J ^ 


o'Jiiiw od^xciio J^dox^ c X di 1 o i^x x^ u X 1^1 i Xdv^LwX 

IcD subunit 


^ u ^ ^ 


y TP * D O 


7583 


D43636 


Homo sanipns KTAAOOQfi rrpnf* nToHupt i TPlpitpH 
to a protein kinase. 


34 91 


100 000 

X w w • www 


7584 


AF177758 


Homo sapiens ubiquitin specific protease 16 


3900 


100.000 


7585 


X16166 


Homo sanipns pvtokinp ?1 


624 


98 913 


7586 


U73522 


Homo sapiens AMSH 


2818 


100.000 


7587 


Y17454 


rn-/iinj od^^xdio xjotjax ^xuucxii 


o 


^ O * f± _7 o 


/ .J o t> 


Yn7 Qfift 




9 7 11 


Q Q Rn 1 


/ -J o ^ 




lAr\mr\ Q^r^noriQ T^TAATHO^ r^y/^+'OTr^ 
nuitiu od^xtriio rvxrtJ-ixuuj ^xvJLtiXli 


D O D / 


1 nn nnn 
X u u . u u u 


7590 


U88167 


Caenorhabditis elegans No definition line 

X vj Lll lU 


124 


30.208 


7 S91 
f •J J- 


AFT 1 7 fiS7 


Homo Q^OTOTiG "HV^x/vot/H Vior^moT^^ T" o o o 4" o v — 
rnjiinj od^Xcilo LliyXUXtJ. lHJxlilUllc xcJt— c^JLUx 

u o k3 ^ ^x ci L. ^xwucxii ^wiii^xc^ OvJiLL^LJi ici^ii L. ± irvrtir O u 


^ 1 DH 


Q Q ft f^n 


7592 


U46754 


Aphrodite aculeata nerve myoglobin 


186 


30.496 


7593 


X91809 


Homo sapiens GAIP 


1523 


100.000 


/ J 1 


Ml T 7 S Q 


jjyt^upcx b XL-Oil cociij-entuiu cej.x wa±± 

h \/H T~o V T'o 1 T no — T"T f^Vi 1 \7 0ori voi" o "1 r\ 
11 y \JL-L \j i\ y \j J. j-i Lxi xx^ii y X y ovj^x u u c X 1 1 


1 n o 
X uz 


D / . X ^ O 


7595 


X76228 


Homo Q^^r^i TTar^nol a r~ H-l- ATPaco F ciiVMini -l- 
fiL/iiiu od^xciio VdL-UOXdX fiT rtiirdotr Ej oLlULLllXL 


14 97 
X 4 z / 


1 nn nnn 
X u u . u u u 


/ J J? u 


/\o VJ J J -J 


L'JLlo ILlLloOLlXLlo XdUXO 


^ 'iA A 


QQ n9 Q 
y y , uz y 


7 SQ7 


xT.J_( \J ^ ^ ^ O O 


Homo caoTOTic ^.TTn4'?t^in 7 T ^noT^ol '0'K"0'i-ci'ir% t»i •! V» 

nijiuu odpxcilis uu X u s ^rvx u . ^ . X ^novex prouexn wxtn 

■piToh^hl 7"^V^riAP Hom^ "1 rie5 anH ^t~o homo! orriz 
^x^juduxc X di^JOrtt u.^iudxiio diii,^ oxi^ iivJiiitJXtjyy 

domain 3) (isoform 1) 




QQ ft T 1 

y y , o /X 


7598 


AJ224875 


Homo sapiens glucosyltransf erase 


3557 


99.060 


7599 


rto vj ^ o o u 


H omo cao"icsmc3 t^TAAOP7'^ or-o^f-QTri 
rnjiiio od^xciio r\X/-ifT.wo lO ^xuucrxil 


■^ni 9 

J U X z 


Q Q 7 ft R 

y y . / o 0 


7600 


£J J / J o u 


Homo C30T OTiQ ohon\7l a1 V\/1 ami nci V\t "pi/Ht rtrr ■ovo+-£iT r\ 

nvjiiKj odpxciio {jiiciiy xdx A.y xdiLixric Dxnaxriy pxouexn 


1 *^i 1 

X D X X 


1 nn nnn 
X u u . u u u 


7601 




Homo Q o T on Q THt c rrono i c noT7ol 
rnjitnj od||JXc^iio lliXo ytiiltr Xo llUVtrX . 


f± X U J 


1 nn nnn 
X u u . u u u 


7602 


Y07923 
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/^JT. XU^JIUJ ^LNXU.yX/'iXTOXy/ o*3JO/X ^LMXL/.yj/JXUJ/^ 

and 




1 nn nnn 
X u u . u u u 


7758 


Y16790 


Homo •^f3oipn*=? kpTstin tvop T 


2592 


99 . 239 


7759 


AF091621 


Cat ha "rant hu t"o<^pi3'=5 iibi oni 1 1 n — ponn iicrat i no 
enzyme E2 


513 


51 . 370 


7760 


Z98981 


Schi zosaccharomyces pombe hypothetical protein 


225 


39. 450 


7761 


V00148 


Caenorhabditis eleoans unnamed orotein oroduct 


164 


39 . 024 


7762 


AL022729 


Homo s aoien *5 hvoot hp t ical orotpin 


1200 


98 . 925 


7763 


AF091087 


Homo sapiens unknown 


309 


100.000 


7764 


AL04 974 6 


A Tab 1 doT> thaliana on t ati vp OTotpi n 


862 


65.74 6 


7765 


AJ222969 


Mus musculus S-periaxin 


156 


27.835 


7766 


r^DVJ X ri ^ c. ~J 


Homo caoi^^nQ P^TAAOfi^S '07"oi~<=»in 
iitjiinj oct^xtriio ivxrtrt'ju^^ ^xuotrxii 


J ^ 0 u 


99 ft74 


7767 


W ^ J *3 ^ 


A T~;^ T H oo CTC "l-Hj^li^^n^i nT^^rr— 9 oT^o"l~<a"iTi 

r\J~ Cil^JL\JL\J^J J.iD L.1 iO. X X ax id L^XC^ ^ XXi\,^ ^X^L.t3Xil 


"^4 R 
J 1 0 


'^9 07 S 


7768 


AFl SI 8 5S 


Homo Q;:50i^nc: CC^T — Ql T~\rr^i~ i r\ 


X ^ ^ 0 


96 4nn 


7769 


U41559 


Caenorhabditis elegans No definition line 

"Foil Tl H 


311 


26.724 


7770 


AF025459 


Caenorhabditis elegans No definition line 
found 


261 


28.326 


7771 


M74555 


Mus musculus house-keeping protein 


1452 


53.061 


7772 


Z50194 


Homo sapiens PQ-rich protein 


2794 


96.750 


7773 


X79888 


Homo sapiens AU-binding protein/Enoyl-CoA 
hydratase 


514 


59.504 


7774 


U37251 


Homo sapiens Description: KRAB zinc finger 
protein; this is a splicing variant that 
contains a stop codon and frame shift between 
the KRAB box and the zinc finger region; 
LYicunou. uonctrpcuax Lx diis Xa txon suppxxeu. Dy 
author 


254 


43.689 


7775 


D42084 


Homo *?aoipn<? KTAAnnQ4 npnp OToHnot i s rplatpH 

to S.cerevisiae methionine aminopeptidase . 


2745 


100 000 

A- \J \J . \J \J \J 


7776 


AL022117 


Schizosaccharomyces pombe hypothetical protein 


413 


41.379 


7777 


AF173378 


Homo sapiens 60S acidic ribosomal protein PO 


1567 


99.582 


7778 


Z25821 


Homo sapiens dodecenoyl-CoA delta-isomerase 


1966 


100.000 


7779 


AC007231 


Arabidopsis thaliana putative disease 
resistance protein 


825 


39. 640 
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7780 


AF110643 


Homo sapiens UMP-CMP kinase 


1296 


100.000 


7781 


U88173 


Caenorhabditis elegans weak similarity to 
Arabidopsis thaliana ubiquitin-like protein 8 


418 


80.822 


7782 


X95826 


Homo sapiens mono-ADP-ribosyltransf erase 


1768 


99.251 


7783 


M12098 


Rattus norvegicus myosin heavy chain 


164 


24 .458 


7784 


AF151899 


Homo sapiens CGI-141 protein 


848 


94 .286 


7785 


AF177862 


Homo sapiens HNl protein 


1030 


100. 000 


7786 


M97589 


Homo sapiens prostatic acid phosphatase 


311 


27 .295 


1181 


X54352 


Mus musculus domesticus ORF MD6 


2778 


97 .852 


7788 


AF049090 


Homo sapiens casein kinase I gamma 3L 


3101 


99. 560 


7789 


U69263 


Homo sapiens matrilin-2 precursor 


625 


82.787 


7790 


AF053356 


Homo sapiens 0RF3 , splicevariant b 


1599 


100. 000 


7791 


X54162 


Homo sapiens 64 Kd autoantigen 


3694 


99.301 


7792 


AF184939 


Homo sapiens LDL induced EC protein 


575 


52 023 


7793 


X75593 


Homo saoiens rab 13 


1320 


100 000 


7794 


AF118670 


Homo saoiens orDhan G ■orotpi n — pounlpd rpppotoT" 


2496 


100 000 


7795 


AL117639 


Homo saoien*? hvDothpt ipal nrotpin 


1718 


99 . 621 


7796 


U29463 


Homo sapiens cytochrome b561 


1643 


98.805 


7797 


AL 1 1 0 4 7 9 


CaenoThabditis plprran^ orpdiptpd n^inn 

Vh/ Kji V— <- 1 1 Vw/ ^ 1 i ik^ -i_ V. _1_ O \— i -J_ C-^ 1 1 J_ ^ V-A -1_ ^ ^ ^ O .-i- 1 1 \-4 

Genefinder; preliminary prediction 


916 


47 . 535 


7798 


AB024984 


Mus musculus Sid32 9p 


2524 


98.649 


7799 


AJ005273 


Homo sapiens Kinl7 


2556 


100 000 

J- \y w . \j \j \j 


7800 


AF152463 


Homo saDipn*^ RARl 4 orotpin 

XXV^yXlLW OCAk^^^XXO XVC^Xw' ^ ^ ^ ^ W ^ X 1 


1417 


99 . 535 


7801 


M81231 


X \CA \^ 1^ \Ji O X X \J ^ V \^ \^ JU. \^ KJL Ktf ^ ^ Xllu ^ V Lp- ^ CL 1 1 ^ d ^ X X ^ U 

of SP-D 


639 


35 . 738 


7802 


X02530 


Homo sapiens early response precursor 
polypeptide (aa-21 to 77) 


631 


98.980 


7803 


AF121860 


Homo saoipns sortinrr npxin 10 

XXV^XLIV/ ^ \JL ^ X. X. tj O ^^11^ X X ^ ^ X X ^ \J 


1341 


98 . 507 


7804 


AC006233 


Arabi doos is thaliana h vr>nt hptioal riTotpin 


156 


4 6.429 


7805 


AF100740 


Homo sapiens ARF-family of Ras related GTPases 


1187 


100.000 


7806 


X86030 


Vi nn a nnmi i pnl ata pvl"pri*=5'i n — 1 i Icp nTO'hpi n 


218 


31.405 


7807 


K^^l^'^'bll 


Homo sapiens 6-phosphogluconolactonase 


1694 


99.612 


7808 


AF0S89S3 


il^itl^ 0a.LJXC^ll0 X IT Ok/CV^XJ L O LIO\_> X i i y X ^v_^/^ 

svnt hp!" a sp bpta siibnnit 

o y X X L^ 1 X \^ o w Xu/ ^ ^ d o u L<x X x ^ l^ 


97 4 1 


1 on nnn 


7809 


Z82192 


Homo sapiens dJ18 601.1 


820 


100.000 


7810 


O '.J (J t £^ 


fUJllHsj' oo^XCllo A XXilr^Ct^ X C U XI iU^d L. I L^XOLC^Xll 

tpT"minal r*! nnp XF. H fin^ 


97 9 


C.C. can 

D O . D D / 


7811 


AF139658 


HniTiD saniPTtc? ATTrrin "TPf^onni'h'ion r^(*%TTm 1 f» v 

llWitLW OCl^X^llO \J 1 — L\^Xii X C V..'^^^ il X C X V^il Uill^J X C A 

QiiHi in "it- 

O \Jit U. I. 1 ^ ^ 


J? \j 


1 on 000 


7812 


J04204 


Ros taiini'^ 3? kd appps^^oTv r^T'n'hp'in 


2213 


100 000 

J.\J\J . \J \J \J 


7813 


L37877 


Ft Inba^^idipl la npof OTrna n t i bn^^oma 1 Fiyn'hp'in 

i. V^u O V^-L ^ J — 1. u 11^ J- V_/ XilLCLllO X X Jk_<' W O Will CI X r^-'- v ^ X 1 1 

L27 


241 


4 5,349 


7814 


AF116865 


Mus musculus hedgehog— interacting protein 


4208 


93 . 858 


7815 


X66975 


Homo sapiens nuclear ribonucleoprotein 


3362 


95.332 


7816 


AF151864 


Homo sapiens CGI— 106 protein 


1431 


100 000 

■i. \J \J t \J \J \J 


7817 


X99906 


Homo sapiens alpha endosulfine 


798 


100 000 

^ \J \J r \J \J \J 


7818 


AF110520 


Mus musculus NG29 


968 


56.884 


7819 


AB015339 


Hnmo €;anipnq HRTHFR??SS 


o o o 


J J . J *J D 


7820 


AC006233 


r^x cik^x Wij'^o X o 1. 1 id X xoi id 1 ly L. iic L. X X ^-^xt^ucxii 


14 7 

X 1 / 


4 ft 000 


7821 


AF111856 


Homr^ Q 3 "i one qoHt nm HooonHoirl- r^h/^ cr^H a o 
nwiinj od^xciio oL^UXLiiLi Litr^triiU.t;ll U ^lHJo{Jlld Ltr 

transporter isoform NaPi-3b 




I? ^ . ODD 


7822 


AF151835 


Homo ^POi^rtQ r'f^T — oyo+'oin 
rnjiinj od^xciio V-'VJX / o ^x^ut^xii 


Q7 


RQ 1 fi7 


7823 


AF092094 


Homo sapiens AP— 4 adaptor complex beta4 
subunit 


4 916 


99 , 865 


7824 


D13208 


Mus musculus 8hs20 protein precursor 


514 


65.487 


7825 


X94355 


Cowpox virus D17L 


261 


29.412 


7826 


AC002388 


Arabidopsis thaliana 60S ribosomal protein L30 
isolog 


628 


60. 140 


7827 


U28412 


Caenorhabditis elegans similar to polyposis 


515 


47.134 
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locus protein 1 (SP:DP1 HUMAN, Q00765) 






7 ft 9ft 


A ^ J VJ J U 


riuiiii^ oci|^Xdio Linio ^xuL.cxii 


O VJ o 


1 no nnn 

X u u . u u u 


7829 


AF0608 6? 




302 


ft S 417 

O ^ > 4 X / 


7830 


r\Lj \J \J \J -J \J 


Hr^TTir^ ^^T^i^HQ P^TAZ\nft9'^ ior*o'l~oin 


Q77 


4 ^ 7fiS 

4 J » / \J J 


7831 


AJ001874 


Homo sapiens orf 


524 


98.701 


7832 


Z78542 


Unknown predicted using Genefinder; cDNA EST 

TTMRT • 71 A r^rwna o -f yr\rrt -HK-ic rrari a * HMZi T? Q T 
HjIMOXj ■ ^X4^X4 v^UillCiO X X vJlLl L.IIX0 UcrllC/ L^ULNri CjO 1 

EMBL: D71033 


261 


35.156 


7 ft 

1 o o o 


riU U U ^ J u 


ntjiinj od^xtzriio 0 y 1 id^ Luy y X Xi 1 o 


X 4 / X 


1 on nnn 

X u u . u u u 


/ O -J 4 


rt.O U ^ ± O O O 


nOlUvJ oa^JXtrllo v^XO 


D U 


TO nQ^ 


7 ft R 
/ 0 o o 


npnn f^7 

riV^ U U J U D / 


noulO oapxciio ouppox uGCi -Oy nuuicin IjOI riuouoz . x 
(NID:g872854) , mouse EST AA870042.1 

\iNXL/.yz_?0O40 / I f dina ytiiioOciii 




1 nn nnn 
X U u . u u u 


7 ft ^ 

f O O D 


nft f^Q7 1 


U /"Wn r\ 03 T £i C 0 T TTl 1 l3VT"t~TQCr I" V Q T~\ V "l" Q Q 1^ ^ 

nvJIUU od^JXclio il\J o XlllX X dX X L X ^ o LvJ X cr^L>X L vj. ytrllc 

products 


4 O U -/ 


QQ ft R1 


7 ft ^7 


X J V 


l-I Q 3 1 one ^"PPsco 
nvJillvJ od^Xcrllo oilrdLD^ 


X O O 17 


1 nn nnn 

X u u ■ u u u 


7ft ?ft 
/ o o o 


/V -7 J O 


Hom*^ c 3 1 one ^MT'^a T^T"/^i"OT n 


O O -7 


Qft n Rft 


7ft 

1 o ~j y 


AT.n^ 1 7 7ft 


Hnmri Q^^-nionQ H.T'^4R91 rpnTaTTVF nr^Trol 
nuiii\.j od^xtn^iio (^(JJtD^x.o ^iru-L/^ixv£j injvcx 

protein) 


.J O ,7 


1 nn nnn 


7840 


X66295 


Mus musculus Clq C chain 


1273 


73.171 


7 ft 4 1 

/ 0 *i X 


MQ (^A 


nomo odpxGns gaxdcuoss x pnospiia. l.6 uxxQyx 

UXdlioXVXcloc 


9 ^ *^R 


1 nn nnn 
X u u . u u u 


7 ft 4 ? 


y 7 7 ^07 


t-I/^m<^ c 3 "! one R — H T" 9 R c o t"^"!" r^n t n y 4" r^y 

nvjiinj od^xtriio J nizo o (3 X (J L vJi IX 11 xct^c^uux 


^1 HQ 
J X u 


1 nn nnn 

X u u . u u u 


7843 


AC004625 


Arabidopsis thaliana unknown protein 


244 


44 . 660 


7 Q /t /I 
/ t5 41 fl 


iifi y y DO 


Caenorhabdi t is elegans weak similarity to the 
yeast SSM4 protein (Swiss Prot accession 

1 1 LLllLUC X IT 4 U 0 X 0 I 


o n n 


yi n Qn Q 

41 u . yu y 


7 ft 4 S 

/ O *1 J 




H^m^ e 3 "O T one T*3^v^n3 co 
rnjiinj od|JXtrilo ^dX dwAtJlldoc 


1 

X J 4 


1 nn nnn 

X U U ■ VJ u u 


7 ft 4 


Yl 1 4 1 1 

X X X X X 


H^m/^ e ^ 1 one t^vt e't^^nr^i/l —C^c\"^ /^vn /Haeo 
OUilHj od^X^llo |JX X 0 l_ dl itjy X \w/(Jra vjAX\J.dot; 


4 D ^ U 


QQ nnn 


78 47 


A.T9 ^ S97 n 


r\XL^A.t3L.L.oXd ^XLJWd^cJS-XX oXiU 1 /t1 J I. Xi LIxlNrt 

AMTDOTRAN'^FRRA'^F SllRriNTT A fnatAl 


1 9nfi 

X ^ U D 


4 n ^ fi9 


7848 


AF181856 


Rattus norvegicus tRNA selenocysteine 


1941 


99.303 


784 9 


AL035398 


Homo s;^ni pn<^ H.T7QfiT17 9 ^PHT-^I ^ 


3174 


QQ 7R7 


7850 


X53064 


Homo sapiens small proline-rich protein 


628 


100.000 


7ft S 1 

/ O U 1. 


yn4 


Hom^ e^T^ione f^ZiNIR l^v/^o cnVMini "H I T— 7T4\ 
nuillvj odjJXcllo V^rtLN IT ^ XdXyc oUUlXiiXL X / X4 } 


4 ft 1 
4 O X D 


1 nn nnn 

X u u . u u u 


7R S9 


AF1 SI R ^4 

E X J X O O *a 




91 ^f. 

^ X o o 


QQ n77 


7853 


U89649 


Chlamydomonas reinhardtii Mrl9,000 outer arm 
uyiiexri xiynu cnaxn 


319 


34 .454 


7854 


AL050008 


Homo sapiens hypothetical protein 


761 


56.923 


7 ft R S 
/ o o o 


U U 3 U X _? 


LYius muscuxus nxgn axxxniuy xgiii receptor oeta 


0 9 Q 


Z O . 0 fi X 


7856 


AJ009985 


Homo sapiens annexin 31 (annexin XXXI) 


2147 


100.000 


7 ft R7 


rtr X X J o *i o 


noiiiu odpxcno caxcxuin roguxausQ nsac staoxG 


1 m 7 

X U X / 


Q Q 9 n 
y y . u 


7ft SR 

/ O J o 


79 ft 


H r\Tf\ c 3 T o n o FT W t /ti it *1~ t n — /^n ~i 1 1 3 4" i n o n t \ ttiti o 

rnjiinj od^xciio UiJX^Lixuxii ouii J uy d L X I lu trxi^yiiic 

UbcH2 


19 9ft 
X z ^ o 


1 nn nnn 
X u u . u u u 


7R 

/ O J J7 


i-il: X Z J X / O 


noiiio sapxens angiopoxeLxn rexacea prouexn z 


J fi J J 


1 nn nnn 
xuu . uuu 


7 R f^n 


n9 Q4 ft P 


Caenorhabdi ti s elegans No definition line 
found 


T 9 Q 


C C T /I Q 

DO . o fi y 


7R fil 

/ O U J. 


tWJ \J\J £^\J 0\J 


T-I/^m/^ e 3 T one t^'k*/^*^ vo e"i~ o ^"/"xno V\ t n/Hi n*^ "k" ■i^ o i n 

rnjiiivj od^xt^iio ^x tjy X c o u c X tji ic ijxiivxxiiy ^xuutrxii 


1 4 Q9 

X 4 


1 nn nnn 
xuu . uuu 


78 62 


AT.nftnnQ7 


Hom/^ e 3 "i on ^ \7nr^'f~ Vio'h'i T^y/^'hoT n 
nuiutj od^xtiTiio iiy 1. 1 ic^ u X ^d X jJXwLt^xii 


1 R S 

X O J J 


1 nn nnn 

xuu . uuu 


7863 


AJ24 924 8 


Homo •^snien*? nnt r^t i vp (r iDT~ot"pi n — ponnl pH 
Receptor 


2270 


100 000 
J. \j \j . \j \j \j 


7864 


X07743 


Homo sapiens pleckstrin (AA 1-350) 


2360 


99.714 


7865 


X57158 


Callus gallus CHOX M product 


907 


78.736 


7866 


X70649 


Homo sapiens member of DEAD box protein family 


5029 


100.000 


7867 


AF141309 


Homo sapiens polyamine modulated factor-1 


1072 


98.788 


7868 


AF072128 


Mus musculus claudin-2 


1404 


91.304 
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7869 


AF093204 


Gallus gallus unknown 


452 


62.626 


7870 


AC005162 


iiwiuw k-f J. v_/ a. J>u/ JL. ^ \_>i u J. w ^ ^ ^ i_ ^ u. ^ 

precursor; 64% similar to P42660 
(PID:gl718107) 


2014 


100 . 000 


7871 


Z72576 


Saccharomyces cerevisiae ORF YGL054c 


357 


42.446 


7872 


AF020797 


Homo sapiens AP-mu chain family member mulB 


2730 


99.764 


7873 


AF145316 


Hnmn ^^anif^n*^? vapuolar nroton Dumo delta 
polypeptide 


1515 


100 . 000 


7874 


X63417 


Homo sapiens IRLB 


1331 


100.000 


7875 


AC004472 


Homo sapiens PI. 11659 4 


2107 


95.798 


7876 


J00287 


Homo saoiens oeDsinocren 


2579 


99. 742 


7877 


AL022020 


Mvcobact erium tuberculosis hvoothetical 
protein Rvl920 


254 


33. 835 


7878 


AB006628 


Homo sapiens KIAA0290 


6072 


100.000 


7879 


AF159063 


Homo sapiens SKDl-homolog 


2872 


100.000 


7880 


Y09333 


Rattus norvegicus mitochondrial very-long— 
chain acyl-CoA thioesterase 


2285 


74 . 066 


7881 


M59488 


Homo sapiens SlOO protein beta subunit 


606 


100 . 000 


7882 


X98506 


Solanum tuberosum acetyl-CoA synthetase 


2624 


59. 685 


7883 


AC005545 


Homo sapiens R26660 2, partial CDS 


199 


100.000 


7 R 4 

/ O O 4 


npn99 Q7 7 


IvJX 1 idULLX L X o C^Xc^JCtllo v^kji i L d X ilo o XiUX X d X X L _y L.\J 
1 T -n ^ — T* "i yor^o^'Hc ^T.RR^ 

XCLI^XliC XX^ll XC^CClL.O \ lJL\L\ ) 


227 


J U . fJ \J ^ 


7885 


S62904 


Homo sapiens thiopurine methyltransf erase, 
TPMT {EC 2.1.1.67} 


1692 


100.000 


7886 


AC006153 


Homo sapiens similar to Aquifex aeolicus GTP- 

V^inHinrr ■nT"(^i"0"in* QTmilay "ho AFnnn771 
Jk^XliUXll^ ^Xt^UCXli/ oXiUXXCtX \^\J r^iit\J\J\J 1 f X. 

(PID:g2984292) 


1283 


88.793 




tr\\J W -L W -L 


HoTTio Q^ir^i one RAMP"^ 


104 4 


100 000 


/ o o o 


rtJj U O X D O O 


k^d^iiux lidJhrf'Lix L.Xo c^Xc^^diio t.^ ULNr-i HjOI yiv'ivj'st^x. J 
pom^='c: "FTom "hhi ^ r\f^T\(^ * nDNA F^T* \/k"4n4H1 pottip*^ 

WllL^ O 'L J- Will L-il-I-O U^ii^, l-/LNx^ 1-1 OX V J\. ^ U M \Jk. J. . ^ Wlll^ O 

from this gene; cDNA EST yk672a9.3 comes from 
t h 1 fTPn p 




43.243 


7889 


AE001023 


AtpHp^ porr 1 ohn s ■Fnlrr'idu*^ A fulnidns orpdlcted 

r\±, I Id ^ Vu' ^ -I- w Jwr u. V? J- u J- u u n * j_ J. >^ U- \.a u. o -i- ^ ^ 

coding region AF1178 


206 


35 000 


7890 


D00763 


Homo sapiens proteasome subunit C9 


1682 


100 . 000 


7891 


AL050040 


Homo sapiens hypothetical protein 


2713 


100.000 


7892 


X53799 


Homo sapiens macrophage inflammatory protein- 
2alpha precursor 


682 


100.000 


7893 


AF151853 


Homo sapiens CGI-95 protein 


1546 


100.000 


7894 


X57802 


Homo sapiens immunoglobulin lambda iight chain 


1439 


92 . 704 


7895 


X75208 


Homo sapiens protein tyrosine kinase— receptor 


6755 


100 . 000 


7896 


AL021453 


Homo sapiens dJ821Dll.l (PUTATIVE protein) 


335 


100 . 000 


7897 


AF110645 


Homo sapiens candidate tumor suppressor p33 
TNm hoTTiolon 


1683 


100.000 


7898 


Y08565 


HoTTio c?;^"nipn<=5 riDP— 1 NAp • ool vopol" i Hp N — 
appt"\/laalapto*5aininvlt Tan^fp"rf3SP 


4280 


99.839 


7899 


AF043350 


Homo sapiens lymphocyte-specific protein 1 


293 


100.000 


7900 


AF061023 


Gallu<? aallus ChTl 


180 


20.879 


7901 


U284 12 


PapnoThaHd i 1" 1 <^ plpcran*=! similriT" Yd nolvoo^i^ 
locus protein 1 (SPrDPl HUMAN, Q00765) 


543 


49. 080 


7902 


AF186772 


Homo sapiens surfeit 6 protein 


2301 


99. 446 


7903 


L16991 


Homo sapiens thymidylate kinase 


1376 


98 . 585 


7904 


Y13835 


Homo sapiens f arnesylated-proteins converting 
enzyme 2 


2269 


100.000 


7905 


Z22555 


Homo sapiens CLA-1 


3422 


99. 607 


7906 


AL035521 


Arabidopsis thaliana putative protein 


417 


41.772 


7907 


AF026246 


Homo sapiens HERV-E integrase 


498 


86.250 


7908 


AL117473 


Homo sapiens hypothetical protein 


2778 


100.000 


7909 


AL109736 


Schizosaccharomyces pombe WD repeat protein 


822 


41.319 
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7910 


AL110477 


Genefinder; cDNA EST yk551g5.3 coines from this 
gene 
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Homo c^anipnq KTAAn374 
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Drosophila melanogaster BACR7A4.h 
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Homo sapiens hypothetical protein 
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Homo sapiens KIAA0906 protein 
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Homo sapiens G5b protein 
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Mus musculus ATI receptor-associated protein 
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77.019 
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Arabidopsis thaliana protein phosphatase 2A 62 
kDa B*' regulatory subunit 
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26.562 
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AL022238 


Homo sapiens dJ1042K10.3 (novel protein) 


1665 


99.588 
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Caenorhabdi t is elecrans F21D5.6 
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Rattus norvegicus ribosome associated membrane 
protein RAMP4 
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Mus musculus m4 6 protein 
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Mus musculus gp91phox 
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Pinus radiata No dpfini1"ion line found 
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Homo *?aoipn*^ anticrpn NY— CO— T 
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Homo ^aoipn*:; DAP- T 
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Caenorhabditis elegans similar to ATP synthase 
B phain 
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Homo saoipn*^ KTAAnS^4 or'otpin 
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100 000 
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Y11711 


Homo sapiens collagen type XIV 
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Homo sapiens cartilage-associated protein 
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Homo sapiens claudin-9 protein 
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EST EMBL'T01187 rompq from t"hi q apnp 
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Ml] mncipnlns Rfvank 

L-IUi.O iLlU(.0 v." LJ, J. Ul O X \ J- ^ CL 1 1 XV 
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Homo sapiens histone H2B 
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93.023 


824 4 




rttrxu^yxuiu ^cxiiXA xj^dd xuiiy iiy^vj Liitr i_ xt-.a.x 
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Rattus norvpcri onq Tni tophondri al di r'arbowl ^^fp 
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carrier 
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Homo sapiens proline rich peptide P-B 
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35.294 
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Homo c;aoi pn^; Mad?— 1 i kp oTofpi n 

ilWlll^k^ OCl^XdlO I iO.\JL^ XXJVC ^X Ihi' I, C X 1 1 
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WCIXXUO V^ClXXLJ.O L^dUllCi Lll 
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AF14 1377 


Mn q Tnn^f^nlnc; T.\/— fi/ri(^nT~o"t"ovin hpinif*^ 1 rM*T 
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Homo c;;5oi^n<5 PCTAADSR^ o'ro'hoiTi 
nwiiiw od^xciio lAXrtrtvjJO J ^xvju^xii 
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1 00 000 


8255 


U23169 


f^a^noT'ha bd il"!^ ol^rr^ne; No do'Fini'hion lino 
v^aciiwx iidijUjx u X o cxcv^diio v^\j uc; x xiix uxi^ii xxilc 

found 
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AF151901 


Homo sapiens CGI— 143 protein 
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99.270 
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M93698 


Oncorhynchus mykiss ependymin 
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24 .752 


8258 


AB014562 


Homo "=?aoipnc; KTAADfifi? or"o1~pin 

iiwiinj oci^xoiio L\ nr\\J \J \j £^ ^xuv^orxii 


4 97 Q 


QQ ^Qft 


8259 


X68879 


Homo <5aoipns RMXl 
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Homo sapiens carbonic anhydrase VII 
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99 . 603 
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U88958 


Rattus norvegicus neuritin 
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32.075 


8263 


Z99116 


Bacillus subtilis similar to hypothetical 
proteins 
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35.537 
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M98539 


Homo sapiens prostaglandin D2 synthase 
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100.000 
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AF005050 


Homo sapiens aspartyl aminopeptidase 


3160 


100.000 
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U31332 


Homo sapiens DP prostanoid receptor 
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100.000 
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Hom/^ Q^r^n one ORPT 
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X J J J 


QQ c.cq 
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Haemophilus influenzae Rd ribosomal protein S6 

liivji^x X xod L. xv_;ii j^xwucxii V X xiiirv y 
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Ra'h'hne noT~"\7orri r'ne Q'ha'hHTri'i n — 1 t Iro — Trroi" 0 1 n RR'^ 
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homolog r-vps33a 
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Mus musculus PAP-1 
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Homo sapiens brain finger protein 
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H.rdDxaopsxs L.ndXXdna. puuduxve prouexn 
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H.rdDxaopsxs i-ndXXdna. precixcueQ gxycosyx 

UXdlloXcXdoc 
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Caenorhabditis elegans contains similarity to 
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1 00 000 
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Homo sapiens CGI-26 protein 
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99.107 
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Homo sapiens HMP19 protein 
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Cyprinus carpio allograft inflammatory factor- 
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Araoxaopsis unaxxana nypouneLxcax protein 
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Unknown cDNA EST EMBL:D71020 comes from this 
gene, cl/In/i ejoi HjLYiDXi . u / joyj comes xroiu unxs 
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unidentified HUMAN NDR 
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Homo sapiens orphan nuclear hormone receptor 
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Homo sapiens 43kD Acetylcholine receptor- 
associated protein (Rapsyn) 


O "7 7 R 
Z / / O 


1 UU . UUU 


ft 9 QQ 

0 z y y 


I 1 D / 0 / 


Homo sapiens keratin, type I 
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Rattus norvegicus retinol dehydrogenase type I 
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nomo sapxens ixuiiiXj receptor 
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Homo sapiens hypothetical protein 
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Homo sapiens Homolog of rat Zymogen granule 
membrane protein 
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Homo sapiens bone morphogenetic protein 9 
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Homo sapiens group IID secretory phospholipase 
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Homo sapiens precursor polypeptide (AA -16 to 
47) 
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Homo sapiens catalase 
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Mus musculus alpha-tubulin isotype M-alpha-6 
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Neurospora crassa Restriction enzyme 
inactivation of met-10 complementation in this 
region. Sequence similarity to S. cerevisiae 
cnromosome vixx cosmia yzuD, accession no. 
U10556 CDS residues 22627-24126 
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Mus musculus pl8 protein 
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Mus musculus Ac39/physophilin 
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Caenorhabditis elegans No definition line 
found 
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Rattus norvegicus f-spondin 
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Rattus norvegicus neural visinin-like Ca2+- 
binding protein type 3 
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SLiUCLurai prouein i 
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Homo sapiens predicted protein dJ257A7.2 
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Caenorhabditis elegans No definition line 
found 


659 


28. 989 




8638 


AB018566 


Homo sapiens Proline synthetase associated 


1828 


100.000 




8639 


D83767 


Homo sapiens Rep-8 


1750 


100.000 



241 



Attorney Docket 784 



8640 


036340 
\j ^ \j ^ ^ \j 


Mn mn<?p'n1n<5 RKT.P 

1 J U ill O U X O LJ1\J_I1. 


14 73 


93 . 103 


ft fi4 1 


U967 69 


nv^iiiw octL>>xc?iio 1.^1 iv^x u civ>ii iv^ X X i 1 


^ Zf 


791 


ft fi4 ? 


U664 11 


L?X w O k^l 1 X X O illC X di 11^ ^ d O U X Lf'UUuL.XVC XXX 


1307 


4 Q 4 0*^ 

4 ^ . 4 VJ J 






slpohnl rlph vH 7"nnpn 3 s p 

d. J- wi 1 ^ v,iL^ 1 1 Y v,!^ w ^ 1 1 a 1^ ^ 






8643 


X55989 


Homo spioipn*^ post noohi il pst'ionip — T"pl^1"pfi 


11 67 


99 . 371 






protein 






8644 


AF177533 


Homo <^rir>ipns I'lnh't" "innption OTotpin ZO— 9 


7916 


99 . 328 






isoforiu A 






8645 


AF007151 


Homo S3piens unknown 


1908 


100 . 000 


8646 


AB018307 


Homo sapiens KIAA0764 protein 


2802 


100 . 000 


8647 


Z32684 


Homo sp5oipn^ mpmhiT^^np tT^n^ooT't' OTotPin 


2964 


100 000 

JL k/ k/ • \J \J \J 


8648 


U09367 


Homo saoipn*^ 7inp "FinnpT* OTotPin 7.MF136 


3902 


99.815 


8649 


M8 9928 


Ot'voI" o 1 r3 oi] *=; pnnir'nln^ hinriinrr OTot'Pin 

-4. y Xui* ^ Vm/ ^ u u u 1 1 ^ \^ ^ ^ o Jw/ ^ 1 1 ^ 1 X X \J w *^ 1 1 


736 


100 000 
J. kf k/ . \j \j \j 


8650 


D90701 


F. ^^ohpTiohiA noli Hvool" h pt t 1 ot ot pin ? 


4 64 


100 oon 

X k/ W . \J \J \J 


8651 


U19577 


i-j o 1 c X X ^1 1 X cL ^L^xx ^ d X ci L> id L. c v^ci i y ux d L. d o c 


soft 


Q4 ft 0 S 

^4 . O \J J 


8652 


AP0n0064 
\j \j \j \j \j ^ 


Ap T'oovTiim oPTniv 190^^ lonrr h \700"h h P"h i r*^ 1 
X 'kj'^ X uiiii ^cxiixA x^vjdd xv_^ii^ ii^^^ uiic L. x^dx 


123 


36 . 620 






k^X \J L. ti; X 11 






ft fi^^ 

O D O O 


LJ -7 U D -? 


PTcir^Ho-r-ir-Hi^ r-r^li nRT TH-rsl^'^it'^ 
ilfbC^iltrx ±Q^llid COXi VJi\r XU.CJXDOffJ 


Q 
D D 


QR 1 ft 9 


ft fi^d 


7\T 1 1 1 c.f.r\ 


rnjiiicj odpxtriio iiypo Lfic L xCd± pxOLem 


fin Q 


7 7 9 7 


ft fiS'^ 
O \J -J -J 


AT T 1 7 1 QC; 
t\x^ X X / X ^ J 


v^dciicjx iidiju-L u X o trXcydno pxetucuGci using 


zl 4 
0 4 4 








odic: X xiiuc:x / ^x cxxiiixiidx y ^xcux^t luii 






8 656 


U7 9298 


HrMTio Q a ir\ i one nnVny^XATn 
owiin^j od|^Xdio Lii i J\.i iw wi 1 




1 DO onn 

X u vj , u u u 


8 657 


278542 


^doii^x iidJyJU.x i_ X o cxt::vjdiio oxiiixxdx 


D _? / 


47 1 Q1 

4 / . X ^ X 






Mi t ophonrJT i ;5 1 p^Tyi pt oTOtpi n ^2 • oDNA F^T 










EMBL:T01651 comes from this gene 






8658 


M23236 


Mus musculus proline— rich protein 


523 


39 . 592 


8659 


AJ010063 


Homo sapiens telethonin 


1132 


100.000 


8660 


AL049711 


ArsbidoDsis 1"halir3nr3 hvoothpt i pr? 1 oTotpin 


283 


33 . 032 


8661 


AF14 3235 


Homo «?;ioi P"n Q ^5000"l~oc;i q tpI 3i~oH r^T"(^'i~oi n APR — 1 
xi^iiik^ od^xciio dk^w^uwoxo xc^xducv^ k^Xk^ucxii r\u i\ x 


174 7 

X ^ 4 / 


inn nnn 


8 662 


.70 4 T 7 ^ 

U 1 X / J 


I-I c 3 1 OTIC W ^ ci^ Vi (T "1 T7^o'K~a't~o Tinii+*aoo 0 
iHJlllU od^XcHo |JX lUo^i lUy _L y v.^ t! X d t_ c lllLlLcioc 4L. 


X / ^ X 


1 nn nnn 
X u u . u u u 


ft fifi^ 


A. / X 4 4 U 


ri(jiiio oapiefio pexoxisomdi acyi uoH. oxiuase 


4 J D4 




ft 


AFl R1 R7ft 
rtr X ^ X o / o 


riQuKj bapitsns ^oi izu procem 


1 1 1 "5 
1 11 o 


1 uu . uuu 


ft fif^ ^ 

O D D J 


n 1704 4 7 7 4 


noulO bapxens oreaKpoinu cluster regxon prouexn 
o 


J4 1 0 


QQ /I 1 o 

y y . ^ iz 


ft 

O D D D 


u D O ^ ^ / 


v-^dciiox najjcix L 1 s exegans cuin/a ejoi HiIYIdXi . u / z d y x 


ID/ 


















"pTOm 1" h i s opnp 






8667 


AF034 801 


Homo csaoi pnc? 1 ir^yi n — plohp4 
i'l^-'iii^ od^xdio xx^xxij. dx^i.id4 


J ^ / 4 


Qft n^i 


ft fifift 

o u u o 


AT nnft 7 9 Q 


nuiiiu idpxfcjiic* pxcuxoucQ pxOLcxn ouzo //\/ . x 


ft fi 

0 J D 


1 nn nnn 
1 uu . uuu 


ft fif.Q 
ODD-? 


Y1 7 ft zl Q 


Homo sapiens ganglxoside — induced. 


O O O Q 


Q Q cn "3 
yb . bU J 






differentiation associated protein 1 






0 D / U 


Ar Uo 4 4 0 o 


Homo sapiens sec61 homolog 


"5 O "3 

3083 


100 . 000 


o b / i 


1 iz d4 ^ 


Homo sapiens E4 8 antigen 


787 


100 . 000 


O D / Z 




Caenorhabditis elegans predicted using 


608 


38 . 800 






Genefinder; Similarity to Bacillus subtilis 










uiNM-ij protexn ^ow.ulnhu dhl^oU; / cuin/\ cjoi 










PMRT •n74nQft r-rMnoc: -Fr-r^m 1- H i <= rrono • oPlMA PQT 
EjfJDij . L/ / 4 U -7 O OvJlllco X X LJlll LXlXo yclltr^ t_ULNr\ I-jO 1 










FMRT, • P T 9 S ? n Pomp«! •from fhic ne^r^e^ ' pHMA FQT 

i-tL 1LJ±J t J. £, ^ \J ^ Allies O XXWllL UllXO UCliC/ \^ L/L\t\ Ej O J. 










EMBL"D71409 Pomps from fhis rrpnp 






8673 


X78933 


Homo 3 o i pn ^ 71 np "Fi Tine^y TiT"oi~oi n 

llkJillk^ Odk-'X^iiO J LilV^^i. k/ J. k^ C _L 1 i 


fi?n 

k* *J VJ 




8 674 


M17 614 


nuiLiu od^xciio L X di io X cx X Xi i 


919 
^ X ^ 


4 7 ^ 1 

4 f . J D X 


8 675 


X614 97 


Ml 1^ Tniicr^iiTiic t* +" 0 t in 
L^iLlO illlXoL'LiXLlO XJ4 ^X(Jl_t;XIl 


1 Qft 
X ^ o 


J D . u y 0 


8676 


M12140 


Homo saoipns pnvplonp r>ro1"pin 


588 


31.894 


8677 


X57432 


Rattus rattus ribosomal protein S2 


694 


58.547 


8678 


X03145 


Homo sapiens pot. ORF III 


235 


51. 923 


8679 


S67513 


Borna disease virus BDV, WT-1, Halle Bl/91, 


763 


42. 138 






horse brain, field isolate. Peptide, 370 aa 










p40 






8680 


U01849 
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9 7 0 




8878 


AR029n2? 


H om o ^^"rri^riQ PCTAATOQQ rrro'hfa'ln 

ilwXlHJ Od^XCXlO L\-L.r\nJL\J y J kJi.^l^\3XXX 


X u o / 


7Q 


ft 7ft 




8879 


AL022393 


HoTTio Q^nH^nQ T*^'^7'^r^^ ^ 
nvjXLi^^ odk^xciio ' >J ^ u • ^ 


■J ^ (J 


SO 


S91 

J ^ X 




8880 


U / V >J J / 


r\dui_u.o injxvcyx(^uo w vjxolnjao LxdiioJ-cxdoe/ ^xxv 


1 n ^^'^ 

X VJ D O 


D 4 * 


S "^7 








^ 1 ihi 1 n "i "h 










8881 


X75919 


PcspiiHoTTinn^ c: -fl nnrfic: pp^n TRAN^^FFRRRH FMTRY* 

^ O LJ.V^kJXlLt^X X d O X X L1\^X O Oti;X Xo ± r\SWitJ 12 CjL\l\.CjlJ EjVi ± I\ 1. > 




9ft 


QT 6 
X o 








3.4.19.3 










8882 


X99699 


Homo sapiens XIAP associated factor— 1 (ZAP— 1) 


689 


64 . 


324 




8883 


AF02 6802 


Homo Sr^Dipn^ pjI "nh^i — 3 "h vdp TX nn 1 1 ^ rfp^n 


120 


36 . 


735 




8884 


AF041330 


Bodo *^f5ltr3ns NADH HphvHTnrrpriA <^ p ^^nhiinil" S 


14 4 


32 . 


824 




8885 


AF003535 


Homo saDi en*=; ORF2 — 1 i kp nrntpi n 


231 


4 4 . 


882 


3 ;_| 


8886 


Y12713 


Mus mil s cii 1 u *=? Gacr r>r>l vDrotpi n 


228 


37 . 


324 




8887 


X55777 


Homo *Tar>ien<=? mit ORF 


309 


54 . 


4 4 4 




8888 


U44091 


Rattii*^ n DT'VPrr 1 pu 3tT"ODhin — 1 Tpl^^'hprl iDT~n't"Pirt 

X\U. ll^^J. V V_J _l_ UJ. CLL-LW f-' 1 J.-I.li -L ^^J_CIL.C VuX k_/ J_ W L. ^ J_ 1 1 


224 


36 , 


683 




8889 


AJ012582 


xxwiiiw od^xcsxxo 1 X y X X d i. X ^ d L. X k^x 1 d^L.xvdUCv_i 


i. X o 


^9 


6S^ 

U J J 








cation channel HCN2 










8890 


AF091234 


Mu s mospiilns oiitativp t T"r5n *=iPT~i nt "i on "FsptriT* 


1363 


67 . 


34 1 




8891 


Y12713 


MiJ s muspiilii^ PT"n— Po 1 — firiTPa s p idoI vomt p "i n 


1439 


77 . 


891 




8892 


AL009266 


Homo s f5D i pn *^ hvDOl" hipi" "i 1 iDT*ot* p i n 


803 


67 . 


568 




8893 


U97553 


murinp hpnop^^vi riis 6R unknown 


287 


30 . 


4 78 




8894 


AJ004801 


Bovine herpesvirus type 1.1 glycoprotein C 


169 


34. 


746 




8895 


A Jl 32828 


Qop T"TnP 1" o 7or^c; "i o Qimi 1 i ^ r^2T 0 nT*o1~p>i n 

1^ X-ILICL \^ £^ \J O^llLJ 1 I-O W £^ JL \J \yf X W L. C X X i 


177 


97 


O^Q 




8896 


AF167320 


Mus musculus zinc finger protein ZFP113 


567 


34 . 


409 




8897 


2724 95 


^dXdOOXUO dLi.i.dL.LXo LiSZ £. 


4 1^ 
fl X o 


^0 


RR 9 
0 o z 




8898 

O t) ^ o 


n29fi4 ? 


Homo c^ar^ipnc: T<'TAAnn^'^ 


O J 0 


4 Q 

4 y * 


61 9 
D X Z 




8899 

KJ O J J 


VJ T ~J ^ ~^KJ 


LN X i_ X dx xd dXdLd ]-/xouxx eAueixoxii xxive ^xuLexix 


910 
Z X u 


O X . 


7ft 0 




8900 




ixduuuo ixtji. V cy x^Lio odxxvdxy |jx^jxxxie xxoxi 
"O T~o1~ o "i n 

^X*,>»L.CXXX 


97 


"^4 


701 

/ U X 




8901 


S7 1333 


t X d i_ y X X xixx ix dx^xid o y dxdt-^ t-Uo y x LX diio x c;x d o c; ^ 

aloha 1 . 3GT 


69 9 


6S 


Sft 4 

w> O 4 




8902 


M13101 


Rattu^ nor vpo i Pii unknown oT*ot*pin 


34 8 

J 1 o 


SO 


7 94 




8903 


M16976 


Glvcine max N— 7 S 


274 


36 . 


364 




8904 


X52235 


Homo saoiens ORFTI 

xx\i,/xLiv^ ky X X ^ ^h^xx^ ^ ^ 


308 


43 . 


275 




8905 


X52851 


Homo sapiens peptidylprolyl isomerase 


766 


74 . 


332 




8906 


L24521 


Homo sapiens transformation-related protein 


347 


60. 


638 




8907 


AF007269 


Arabidopsis thaliana No definition line found 


525 


28. 


500 




8908 


M24732 


Homo sapiens lamin-like protein 


174 


40. 


708 




8909 


AF055904 


Myxococcus xanthus unknown 


256 


32. 


090 




8910 


AB028070 


Homo sapiens activator of S phase Kinase 


181 


36. 


522 




8911 


L28802 


Mus musculus zinc finger protein 


206 


31. 


343 
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8912 


AJ243460 


Leishmania major proteophosphoglycan 


197 


28.854 


8913 


AF009829 


Mvcobact eri um bovis unknown 


183 


37 .234 


8914 


AF010144 


Homo sapiens neuronal thread protein AD7c-NTP 


475 


38.871 


8915 


X68684 


Homo sapiens ZNFllB 


258 


39.370 


0 -3 ± D 




fxciLLUo iiux vcy XL.U.O baxxvcixy pxoxxric xx(_n 

^XtJ(_CXll 


1 ^n 

X D U 


'^4 1 97 


8917 


M17463 


Human papillomavirus type 5 ORF E4 from bp 


112 


30.058 


8918 


AL021086 


Unknown /prediction= (method: " "genef inder " " , 
version: ""084"") ; 

/ ^x tsvaxo L. xuii — V ^Litr 1, 1 • yciioOaii / vc 


1994 


52.736 


8919 


AL035289 


Homo sapiens hypothetical protein 


2986 


69.146 


o ^ ^ u 


\J\J O ^ O c. 


rt.x ciDxaops i b unaxxaOa puuaL.xve pxoxxnc ricn 

^x^LCXii irrvir^ ^xcv^lixo^x 




op O C,/1 


8 921 

O J? ^ -L 




rnjiiivj od^xciio r\.fVrt.o ^xiio xxiiv^cx ^X(j(_cxii/ 

Method: conceptual translation supplied by 

Cl Li. L. i 1 W X 


4 R 1 

*i O X 


40 ^2Q 


8922 


X02585 


XdCVXO Lli i X luld I L. X J LCLU. WLJCll XCdUXliU X X Clitlc: 

2 


24 Q 

^ H z? 


48 ^1 S 


8923 


U75308 


Homo sapiens TBP-associated factor 


232 


33.209 


8924 


AF073770 


H omo Q^i"pi"i r'^yni "hi or'1~^no\7l 'l~T~3'nc;'FfST~^^^ 
i^^iitv^ oct^xdio ^dxiixi Liic w ^ L. d 1 y X u X d 1 i o X X d o c 


4 88 

*1 o o 


Q8 7 sn 


8925 


M15182 


Homo Q^ioi ^riQ V^^l"^ — rrl non'ronH H^^Q^a ■oTor^nr'Qor' t VC 
n\jii\\j od^xdio iw'ci-d ^ x ux wiixcido c ljx c^v^uix ovJX \ 

3.2.1.31) 


74 ^ 


-J J . W VJ 


8926 


AB023206 


Homo sapiens KIAA0989 protein 


327 


50.000 


8 927 


Ij X W _7 X u 


rnjiu^j od^xcriio ojjxxoxiiy xdL>L(JX 


Q4 7 


^ Q 17 0 


8928 


U88895 


Homo sapiens ORF derived from Dl leader region 

diiu XI i X d o ^t^^iUXiiLj xc^X^il 


189 


42.222 


(J ^ J 


Ml ^ T no 

i i X J X U 


T? 3 1" 1~ n c novTro/TT oiic nn OTuzn ovo"t~on n 
rvdUULio iivjxvtryxouo uillS-lluwii ]-JXtJLtrXll 


91 4 

^ X 4 


47 '^1 9 




AT.D^I SRI 


fin Vti otaTTi /o y~o/H i 0"t~T on — ( Tno"!" Vio/H* 

W11JS.1HJW11 / ^X vJ.X O L X vJi 1 — ^lllc LXlUtJ, . (^ClloOdil / 

/nredi ct i on = f methnd * 


9*^ A 


, too 


8931 


AF123880 


multiple sclerosis associated retrovirus 
element gag polyprotein 


319 


43.802 


8932 


M194 19 


Mii^ TniiQonlnc; OT"olnri<=i — T~ioh Qslitr^r'T/ OT'O't'Oin 

LJUIO lllUl O ^ U ^ Li O kJX^XXiltz; J L^il OdXXvdX V L^XWL,CXil 


2 ^ 1 


4 ? 411 

T 0 . 4 X X 


8933 


A31038 


N "i o o 1" "i ^5 PRP"-! 
LN_Lv_'LJUJ-diid d-Ldi_d £^ £\ c ^ 


1 S7 

X J / 


4 4 ^04 


8934 


AF0202 61 


^^nl";^! nm 1 hmn otoI t iri oh O'ro'hp^i n 


2m 


4 2 71 8 

4 ^ . / X 0 


8935 


U58755 


Caenorhabditis elegans C34D4.11 gene product 


175 


43.564 


8 936 


247357 


pacinoTh;=»hHi i- i q ol cirranQ oHKI A P PMPT • TO 0 R 9 9 

^dCli^X i XdiJvJX U X o C^XC^JCtliO \^ULsr\ HiO 1 £jlil3Xi ■ lUUO^^ 

rome<^ from this apnp* oDNA FST FMRT, * TODR 2 
porne*^ 'FroTn thi s rrpnp 


^27 


4 ? R 9 


8937 


X83543 


Homo <=?an'i pns APXT. 


547 


39 . 852 


8938 


U54638 


Ml] s mi] *^ on 1 11 "rho'hpkin 


114 9 


8 9.401 


8939 


AF047690 


Homo Srioipn*^ ATP— hindinrr oa^c;p1~t'f^ OTO"h*^in M— 
ABCl 


225 


54 . 054 


8940 


AF075575 


Homo sapiens dysferlin 


341 


37.563 


8941 


J X w o o 


LNx^v^LXdiid dxdi-d jrr\.ir^ 


X o o 


T -5 7nR 


8 942 


r^Xi -J O »J J 1 


ooi IX di^L-iidx vjiuy v_co ]Jvjiiujc otrxxiitr xxoii ^jxuloxii 


2 2 


27 fl Q1 


8 943 


U07 974 


r^^illiiQ oalln^ nnWriown 

OdXXLlO t^dXXLlo Lll 1 Wil 


21 n 

^ X u 


^ ^ R 1 

00 . 0 X D 


8944 


L22030 


1 \/o "i V h\/HT"ov\/OT^o1 i nta — t~i oh o1 \/oooT~0'i~ i n 
wxy^xiic xLidA I Ly'ULJ- \j j^y J- \j J. J.L iKz xxoii y x_y t-^j^x L. cxii 


1 fi7 

X O / 


^1 fil ^ 
J X . D X J 


8945 


AC004997 


Homo sapiens match to ESTs Z43979 

(NID- a661035K and AA027979 ( NID * al 4 94 038 ) 


721 


60.476 


8946 


AF080070 


Mus musculus zinc finger protein 54 


236 


43.220 


8947 


M92913 


Nephila clavipes dragline silk fibroin 


276 


30.651 


8948 


D90899 


Synechocystis sp. hypothetical protein 


392 


31.818 


8949 


AF071081 


Mycobacterium tuberculosis proline-rich mucin 
homolog 


314 


26.752 


8950 


U09413 


Homo sapiens zinc finger protein ZNF135 


1055 


49.547 


8951 


AF019236 


Dictyostelium discoideum TipD 


211 


26.250 
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8952 


AF121009 


Mycobacterium tuberculosis H37Rv hypothetical 

^Xv^LCXii U V U J J T 


296 


35.122 


O ^ J 


/\ / U O 


LJJ.\Jj\J^iLJ-J.CL. V X X X X -L O iLldJiJX XdX VCLX (J X LiC ]|JXUL.^Xil 


1 ftn 

X o u 


31 OQft 
ox . u ? o 


O ^ -J 


VJ "a X J *i J 


^dt^iivjx lidUlUX t. X o cXo<Jdllo V1\J Lie X X 1 IX L X (JI 1 XXIIC 

found 


9 fi9 


33 7 4 9 


8955 


Z68747 


Homo ^^^^Dipris i mnnpn 3ft 


697 


59 . 055 


8956 


AF04564 6 


papno'rhi^^bH'iti*^; plprrsns pnntsins siTnil;^T"it\/ to 
collagens 


126 


33.775 


8957 


AF018432 


Homo sapiens dUTPase 


464 


64 . 615 


8958 


U97553 


murine herpesvirus 68 unknown 


214 


28.668 


8959 


L27428 




173 


26.4 37 


8960 


AF010144 


HoTTin sp^Dipn^ npiiTonsI thTPsH OTotpin An7r'— NTP 


286 


75 . 000 


8961 


M12099 


Ml] ^ nm*=ipnln<=; nynlinp — Tiph DTfThPin 

L 1 U. O 1 1. L d U JL LI O JL W J. Ji. i J L i 1 JL ^ 1 1 


263 


33 . 333 


8962 


L24 521 


riv_/iLiw odk^xdio L. X di 1 o X kjx ilia L. X 1 xcxdut^u ^^xwucxii 


397 


64.04 5 


8 963 


XI 3ft ft S 


MirT^'h'i^^n^^ ■h^^Hsr'nTn ovhon^Hn fAA 1— ^^90^ 

LN X X d 1 1 d L. dJ^d Llill CAL.dloXli ^ .rU^ X \j^\J J 


371 

^ / X 


9 S ft 9ft 


8964 


AL050331 


Homo sapiens dJ486I3.4 (TSPY-like (testis 

^TippT "Pi c 'OT~o1~P'i n Y— 1 "i hVpH 1 i Vp ^ \ 

O K-f O J. J_ U. Vvr ±. \Z J- ± 1 f 1. J_ J. 1 X Pk. \3 J L iV \Z J J 


1548 


94 . 981 


8965 


AJ3ft8557 


V_/diIXO XdlllXXXdXXO ^XllO XXiilJCX ^X^U^Xll 


3S8 

J -J o 


4 S 098 

1 ij . VJ -7 (J 


8966 


U83303 


Homo *=;f3Dipn*^ 1 inp — 1 tpvpt'^p 1" T'sn^^r'Ti "n1~ a sp 


269 


43.750 


8967 


X03145 


Homo sapiens pot. ORF II 


238 


48.421 


8968 


AB012223 


v.'diixo xditixxxdxxo wr\r 


9fi8 

^ VJ O 


S3 ft 4 


8969 


HRR 1 54 
V O O i *± 


ov^iiiw od^xciio ^x\^xxiic diKwi ^XLiudiiixo doxi^ xx^ii 
1 1 u. u. ^ a J- J- w ^ ^ J. 1 1 J- 1.13 w J- w J- 111 


7 31 


Q1 910 


8970 


AFl 64 612 


ni^iii^ od^xc^iio od^ ^xih^L,cxii 


919 


4 4 706 

*1 1 . / VJ VJ 


8971 


AB012223 


Canis familiaris 0RF2 


295 


40.426 


ft Q7 9 


AT 094 4 QQ 


kyderivJxildlJvJ.Xl_.Xo cXcydilo OULN/i IjOI HjlXlDij . w X U X ^ j 

(^rMTiP«5 "pTOTn "hhiQ rrpnf^i 
^vjiiico X X v^iii L.iixo (|jdit:^ 


9 4 4 

Z 4 *i 


-3/1 7 4 


8973 


X83413 


Human herpesvirus 6 U88 


685 


36.986 


ft Q7 d 


T 99 "^4 3 


rnjiinj odpitriio nucxcdx pnobpnopx ouexn 


91 Q1 
z X X 


ft 4 1 n 

0 D . *i X U 


ft Q7 S 


ARDl 9993 


Part"! c "FamT 1 n a i c ORTr9 
v^diixo xdiiixxxdxxo \jL\r c. 


(^1 

J D X 


S9 919 


8976 


M64791 


Rattus norvegicus salivary proline-rich 

T* o "l~ "i n 
^x vj Ltrxii 


253 


35.638 


8977 


Z98204 


Hordeum vulgare extensin 


209 


28.652 


ft Q7 ft 


AT Cl'^^AO'^ 
riijU O O fi ^ O 


nomo odpxens au^uxo. i ^oxaxn iuXL.ocnona.rxdX 
carrier protein-1 (BMCPl)) 


ft 1 

O O X 


R 1 nn7 


ft Q7 Q 


ATI ^9Q 9R 


opexiud LO zops X s sxmxxxs pzxu protexn 


9 n 

Z U D 


-^n 0 4 7 


8980 


AF132856 


Homo sapiens suppressor of G2 allele of skpl 
nomoxog 


209 


64.815 


8981 


U93872 


Kaposi's sarcoma-associated herpesvirus ORF 
73/ contains large complex repeat CR 73 


109 


31.915 


o y 0 Z 


Y 1 9 
A D± Z ^4 


Rattus norvegicus LI retroposon, a portion of 

xuo vjr\r^ ocmJciiOc 


9 "7 ^; 


41 41 . X 


ft Qft ^ 
o yo o 


AT 03 R4 (^1 


nvjiiivj odpxciio uvj ^ o / iN^i X . J ^iivjvej- prot-crxii oxmxXdx 

"t" tit'pH 1 f^"l~pH woT^TTi \703Q't~ anH 1 isn't" T^T~0t*01 nQ^ 
^xcvjx^LidJ. wwxiii/ ycdoL- diivj k/Xdiii^ k^xvjL.cxiio / 


9 ^ 9 

Z O Z D 


y D , HDD 


8 984 


D29956 


riv^iiivj odk^xciio xiixo vjciic xo oxiiixxdx l>\J i_xc 

oncoCTPnp fX63S4 7 ) 


52 6 


fi3 fiQO 
u o • \j y\j 


8985 


AJ005282 


Homo sapiens NPR~Bi 


6054 


96 . 677 


8986 


Z54141 


Saccharomyces cerevisiae unknown 


128 


31.250 


8987 


U / k,/ U \J 


OVJo L.dUXLio iN VWrtO t 


9 4 7 


4 1 9 91 

*3 X . Z X 


R Qftft 


fini ft 4 Q 

yj \j J. o ^ y 


J. X y ^di 1 vj o vjiiid ijx LiL^cx vj£\£ x 


17ft 
X / o 


31 034 

ox . VJ O rl 


ft Qft Q 


AT n99S37 


riX dUXtJtJ^Jo X o CXidXXdild ^UUdLXVc ^JxULtrXIl 


1 Q3 

X _7 o 


9 Q "597 

£.y m oZ / 


ft QQn 


APnfi93RQ 

r\.£ \J \J ^ O O y 


rvdUULlo i ivj X V c y X Uo JS.XU.ilcy o^cOXXXO jpXULcXil 


134 4 

X -J *3 *i 


Cfi ft S7 


8991 


AF1044 11 


Ml] s mnsr'nli]*^ npiifon^l— ^^nppT'Fir' c:orii--iri 

LlUii? 1 1 1 h7 V-l -1- U 1 VJ X. Wl 1 CL J, O C V^ J, J. U. ^ OCk^L.^li <^ 


2395 


82.4 52 


8992 


Z70208 


Caenorhabditis elegans predicted using 
Genefinder; similar to collagen 


246 


30. 612 


8993 


M86699 


Homo sapiens kinase 


644 


65. 934 


8994 


Z72807 


Saccharomyces cerevisiae ORF YGR023w 


171 


32.895 


8995 


AF055904 


Myxococcus xanthus unknown 


202 


29. 694 


8996 


AB012223 


Canis familiaris 0RF2 


199 


45. 977 
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0 -/ ^ / 


\J t X X f ^ 


Womr^ Qj^r^i fane PFRP9 




7 Q 


94 R 

^ 4 J 




8998 


U60269 


Homo sapiens putative envelope protein; orf 
rpt rovi rus p s and to plass TT HERVs 


216 


43 


333 




8999 


AF087573 


Homo sapiens DNA fragmentation factor DFF35 


427 


68 


613 




9000 


AL031174 


Schi zos acchar omyce s pombe hypothetical protein 


215 


40 


404 




9001 


AF017777 


Dro <=5 nr>h i 1 a ttipI anoQaster tweetv 

^ \mf O ^ imiL ILL ^ ^ U. 1 1 ^ O ^ -i*. L^ T V w ^ L* y 


472 


30 


380 




9002 


U4 9973 


Hnmo sanienc; ORFl • MF.R^7 * Diit^itivp t Tan*?r)0*=!a •^le 
similar to pogo element 


476 


4 1 


573 




9003 


U97553 


murine heroesvirus 68 unknown 


242 


32 


783 




9004 


AF073344 


Homo sapiens ubiquitin-specif ic protease 3 


2084 


90 


909 




9005 


AB028965 


Homn ssDiPnc; KTAATn49 riTntpin 


979 


57 


621 




9006 


M69297 


Homo ssoi pns ORF 


136 


4 1 


096 




9007 


AL117589 


Homo sapiens hypothetical protein 


902 


59 


480 
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L29435 


Gallus gallus beta-5 tubulin 


2300 


95 


845 




u u 




nomo Sapiens zinc unyer prouein 


DD X 


D 4 


4 D O 
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factor 
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O 4 




9011 


AF01014 4 


Pomo Q^oioTiQ noiiTr^n^l i*hT~o^H rM^o"!* o "i n An7r^ — KITP 


^ Z7 o 


7 Q 


u o o 




j\j J. ^ 


rtXj VJ J J U J ^ 


vjii JS.1HJVV11 / ^x cvjx i_ X 1 — ^uicLii^JU. y ci ic X X iiut; X / 
vpr^i on • " "nR4 " " <^rorp'"'nT^ ^fi"'M' 

vtSXoXvJll. \J O *i f OOUXC. XXO.JU 

/oTpHi oi" i on= ^Tnp1"Vi 


fi7 ^ 




4 ?S 

4 J J 





9013 


X94 910 


Homn ci^ioTPnc; FRo9R 


*3 U O 


74 

/ 4 


074 

\J / 4 




9014 


/\ -J J T / U 


Mnc; mnc'r'nlnc; HMn— 14 fAA 1— Qfi^ 

i J LlO lULlOL^LlXLlO ill iVJ X'-i. \ t\t\ X ^ \J } 


91 1 

^ X X 


7 Q 


1 fi7 

X u / 




9015 


L IJ^ ^ ^ U \J 


Homo csar^T one rr^mm^— rtl nV^i v\ 
i\\ji\.wj odL^xC'iio ydiiiiiid yxiu/Jh^xii 


J J u 


1 1 

/ X 


0Q4 




17 U ± D 


c^^QI 97 

O O -7 X ^ / 


nil m ■Hoo'Hto Do "1^4" t/Ho '^'^1 ot*\ 0 t 
ilLLXUdXl/ LcSLXS/ XTC^LXUc^ OOl dd OdLllcpoXn 


1 S7 
1 o / 


^7 


4 4 9 
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5^=p v*=; t p 1 n p oyot p 1 n p 








m 


9017 


AF115384 


Homo ^3oi pn^ TiRft 


27 9 
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Homo ^ P o "i pn c: ■ot~o*^1~ 3 rrl snHi n f^/H ^\/ni"h^^P 

llV^lLl^uT 0 0. kyr J. ^ 1 1 0 LU^iJU-Cli 1 J. 1 1 \J / 11 OVllL-llClO^^ 

PGG/HS 


204 


73.4 69 


9317 


X55777 


Homo sapiens put . ORF 


248 


62 . 963 


9318 


AF055985 


Onchocerca volvulus pyrrolidone— rich antigen 


117 


28 . 395 


9319 


AF043724 


Homo sapiens hepatitis A virus cellular 
receptor 1 


1578 


77 . 640 


9320 


U78294 


Homo sapiens 15S-lipoxygenase 


193 


54 . 237 


9321 


AF037402 


Bos taurus butyrophilin 


253 


42.308 


9322 


D90903 


Synechocys t i s sp, hypothetical protein 


211 


51 . 667 


9323 


AF017368 


Mus musculus faciogenital dysplasia protein 2 


299 


78. 182 


9324 


U66220 

\j \J \J c—t \j 


n n op'V ^ t* "i favf^Hpn^ nnVnown 

IN CL 1 1 1 1 W y O J. O C A \^ dlO La11J\.11V_/W11 


X U vJ 


^9 SR4 


9325 


Z30425 


HoTTTio <^^oi pn ^5 OT"oh;^n nnr*l ppt* hor'Tnonp TPr^(=^o1~ ot" 

ll^-^llL^-^ Ou^X^llO ^^X^ilClll lllX^XCQX ilwXlU^^llC X C V—'C: ^x 


J J ^ 


Q9 ^Dfi 


9326 


U87965 


Mils mn*^pnlii*^ ont^^tivp H— OTol'p'iri 


972 


41.667 


9327 


Y08685 


Homo sapiens serine palmitoyltransferase, 
subunit I 


958 


94.737 


9328 


Z47072 


V-'O.^IlV_i'X IICIXJUX U X O C^XClJCLliO OXlLlXXdX K^\J d^xu 

phosphatase 


7 9 9 




9329 


L27428 


Homo saoipns rpvprsp t "ran*=5PTi ot ?5 ^jp 


220 


4 3.836 


9330 


A22096 


Homo sapiens plasminogen 


854 


90.845 


9331 


D63477 


nwiiivj od^xciio liic r\.xrirt.ux*io ytJiic {jxvjuliol Xo 
rslatpfl to r3 on"h3l"ivp P p1 pnans rrpnp pnt^oripH 

on cosmid C32D5. 


X o o z 




9332 


AF115435 


Rattus norvegicus syntaxin 17 


236 


90.244 


J J J J 


r\Z \J \J O ^ \J ^ 


Homo Q a o T one h*^ino^V\/^'v t^v"0'1~0"! 
rn_Jiinj od^xciio 1 luiucvjx/tj A ^xtJLtrxil 


4 4 9 
f± fl Z 


4 9 4 9 4 


9334 


r\t: yj \j f ^ 1 


Homo c ^5 o T one P^MZi r^\7'l~oc"i r^o Tino"t"V^\7n 'i~ y~ ^ c "y a a 

rnjiinj od^xciio L/iNrt. t_y(_(Joxnc lUcuny-L t x diio x ex doe o 
alpha 


1 n ^ 

X U O D 


o 9 on 9 


9335 


A.T94 ^4 fin 

rtU *1 J *1 U VJ 


jjc X o iiiudi IX d iiidj(jx {jx w L cu^i iu o jui iwy X y L-di 1 


919 
^ J. Z 


■^4 


9336 


Z80220 


flnVnown cjittitI^^t' "ho nnoloof*"iHo V^"inH"imrT i^vo'HoTn* 

\J l L J\.i LKJW L I OXlUXXdX l-KJ 1 1 LI ^ X C ^ L. X UXIIUXIK^ ^XCLCI^Xll/ 

cDNA EST EMBL:M75897 comes from this gene; 
cDNA EST 


4 ^ 

4 J O 


O U . O U D 


9337 


AC009322 


Arabidopsis thaliana Hypothetical protein 


232 


50.704 


9338 


^ .J ^ U 


Homo Q^ioionQ H.T^nfiA"? 9 1 ^MSoT'o-f-nl^lo 

rnjlinj o d^X C 1 1 0 KuU T \J Urt / • ^ • X \ I JX O X U L. LIX^X c 

A c?or' n ^ 1* pH Proi-pin P— MAP— 

o^^^xdL.cw irxv^ucxii i_i i xn x x ..j / 


4 n 1 

4 U X 


O -? . O U 4 


9339 


AF055077 


Homo sapiens zinc finger protein 42 


469 


63.025 


^ J rl U 


1 X i J J *± 


H om r\ caT^TOT^c diV^nr^'l'l" r\'P T?KI2i r^/^1\ rm ^ v o o ^ T T 

n(jiii(j odp-Lciio ouuunxt. ox r\LM>i poxyiuexase ±x 

L.X allO^X X^ L XV^ll Xdv^L^X 1 C JL X U 


9 1 
Z 1 D 


^1 y . D^ D 


9341 


APOOOOOl 


Pvrococcus horikoshii 305aa lona hvDothetical 
L-asparaginase 


173 


4 4 . 928 


9342 


AB020690 


Homo sapiens KIAA0883 protein 


179 


50.000 


9343 


AF045640 


Caenorhabditis elegans No definition line 
found 


665 


45.378 


9344 


AF173378 


Homo sapiens 60S acidic ribosomal protein PO 


442 


89.333 


9345 


AC005328 


Homo sapiens R26660 1, partial CDS 


694 


73.600 
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^ J 4 O 


n rn 9 9 4 ^ 


1 iUlLl\^ X^jy ilLUOl 


4 Q9 


ft '\ 

O O . 


J O J 




-7 J *i / 


X663S7 

U U J J f 




257 


91 


111 




9348 


AL024499 


Caenorhabditis elegans cDNA EST EMBL:C10123 


452 


35 


961 




-? J T 3? 


AFn7 fil fi7 




4 8 


23 


4 04 

*a W 1 




9350 


AB014 555 


Hnmn ^^p^di pns FCTAADfiSS r5Tn't"P»'in 


965 


87 


952 




9351 


AB014074 


Rattus norvegicus semaphorin Y short isoform 


668 


86 


441 






nft Qi 0^ 


product 


911 

^ X X 


4 


^09 




-7 O J J 


Y1 0 


riLiiiiciii csiiuiv^y t^i ikJ U.O X ^ L- X V X X Lio rv ydy jJXUL.^xii 


^ ^ -.J 


4 1 


VJ ^ u 




9354 


AF176514 


Mus musculus E2Fl-inducible protein 


169 


38 


636 




9355 


AB024075 


Homo sapiens B120 


394 


50 


000 






^ 1 ^1 J 1 U 


Human endogenous retrovirus tripartite fusion 
transcript PLA2L 


1 T n 
X / u 


Q 
D y 


A 

0/4 




9357 


U55366 


Caenorhabditis elegans Similar to cuticle 
collagen 


186 


29 


lib 




Q "3 c: Q 


T 0 Q n O Q 


Unknown amino acid feature: N— glycosylation 
sites, aa 41 .. 43, 46 . . 48, 51 . . 53, 72 
1 A 1 m 

t H f 1 u / 


1 /I T 
X 4 / 




J 4 D 


o 




Ac z y o o 


Unknown Similar to collagen; coded for by C, 
exegans cjjlna yKoor^.o, coaea rox oy . exegans 




0 Q 

z y 




. ^ 


y J DU 


UD D y Ofl 


v_,denomdOax uls exegans weaK sxinxxaxx uy to o . 


J / X 


J X 


y o y 








cerevxsxde xnuxacexxuxar proizexn uxdnspori- 

pxOtexn Uo;X ^or.irZOjOOJ 










Q 1 

y J Di 


D J 1 Z 


Oryctolagus cuniculus unknown protein 


1 D X 


A C\ 


uuu 






7\T oc^m c:^; 
AL U 0 U 1 0 b 


Homo sapiens hypothetical protein 




A Q 

4 y 


/DO 




yobo 


C C Q "7 O O 

boo /zz 


Homo sapiens X-linked retinopathy protein {C- 


o r\ A 
z U 4 




/ICO 

4 bZ 








terminal, clone XEH,8c} 










y O Dfl 


7\T flOl /IQT 
All U Z 1 fi 0 1 


uaenornaoax lxs eiegans cuina cjol tiiyiDXt. iuxzuu 


"5 Q R 

J y D 


1 

O X 


n c; n 


S 






comes xrom unxs gene, culna Hjoi HiLyidXi . u /zdxo 








lJ 






L-Ulllc o X X CJill LIlXo ytJIlC/ v_ULNi-i HiOl yj\.04000.0 OCJillCo 














Xxom Liixs gene, cuLNr\ Hioi HiiyjDXi. tjxfiozx conies 












X X vjiLi L-iiXo yc^iic 
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3 -r? 


9365 


Arnn54 


J. 1 WiUW Od^XdlO l\<w>X\JU^ ^ 


305 


56 


098 




9366 


AJ011523 


Caenorhabditis elegans CHE-2 protein 


405 


41 


135 


O 


-7 O O / 


n4 QQ7 4 


ntJiinj od_^xoxio iiidx Xiicx uxdxio^uodoc 


997 




4 99 

*i Z. Z. 




9368 


S61069 


Homo sapiens reverse transcriptase homolog=pol 


291 


86 


275 








{ retroviral element } 










9369 


X55777 


Homo sapiens put. ORF 


332 


64 


557 




9370 


AF010314 


Homo sapiens PiglO 


223 


35 


593 




yo / 1 


V m o c o 
XU /boo 


Saccharomyces cerevisiae ORF (1 is 3rd base in 
codon) (266 is 1st base in codon) 


iuy 




DO / 




9372 


U41020 


Caenorhabditis elegans coded for by C. elegans 
cDNA ykl00g4.5; coded for by C. elegans cDNA 
ykl00g4.3; weakly similar to human SREBP-2 
basic-helix-loop-helix-leucine zipper 
transcription factor 


407 


50 


450 




y J / J 


U J / Z D J 


Homo sapiens KRAB zinc finger protein; 
Method: conceptual translation supplied by 
author 


o o o 
2.2.1 


/o 


o o o 




9374 


U50193 


Unknown coded for by C. elegans cDNA 
CEMSG95FB; coded for by C. elegans cDNA 
CEMSG95RB; coded for b 


255 


33 


113 




9375 


AB020709 


Homo sapiens KIAA0902 protein 


624 


70 


896 




9376 


AL021571 


Caenorhabditis elegans predicted using 
Genef inder 


312 


36. 


943 
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9377 


AF050640 


Homo sapiens NADH-ubiquinone oxidoreductase 


211 


91 


429 




9378 


AL0314 32 


Hnmn q^snipnc; diT4fiSNf?4 9 1 fPriTATTVF nnve^l 
r>Tr>1"P»'i M ^o'PnT'Tn 1 ^ 

K-' ■•- V w X 1 1 / \ -1- O w XV_/Xlll X/ 




37 


83R 

t o ^ o 




9379 


AC002291 


Arabidopsis thaliana Similar ATP-dependent RNA 

Hp 1 "i 

1 1 ^ X X O 


1818 


42 


125 




9380 


U53585 


protein 


136 


37 


17 9 




9381 


AJ243460 




265 


36 


404 




9382 


AF116268 


Mus Tnii<?pii ln*5 G— OTot'pi n XTjAS 


157 


29 


570 




9383 


AF090867 


Rattu*5 norvpcripu<5 Qn^5no*5inp monor>ho'^Dh;5't"P 
reductase 


976 


67 


727 




9384 


U49974 


Homo '^aDipn'^i marinpT t rsn^oo*:?;? "^^p 


348 


70 


000 




9385 


L20319 


Rattus norvegicus developmentally regulated 

Ti Toi* Pin 

kJ X W L. C X 1 1 


1188 


63 


869 




9386 


X66285 


Mus musculus HCl ORF 


182 


44 


828 






X U VJ U J o 


rnJillU od^JXtrllo Xj\-/iT. ^rxrV ^ O x^oxy 


o ^ ^ 


/ D 


ft Q 
o O -? 




^ J o o 




nUlllU odpXcilo llUIUUUoL.±c iliyUoXll IlfciaVy Ulldill 


I/O 


7 'K 


R9 Q 




y .DO y 


£j / U Z U 0 


L/aenornajjai Lis exegans pxeaxctea using 

Od IC X X i X / OXiLLXXdX \^\J O X X d 1 1 


ion 
1 o u 


ou 


uuu 




9390 


AF055995 


Homo sapiens thyroid hormone receptor- 

al-oH TTrr^'hpn n rrsTrvrs 1 ^ v r\xr\T\r\'r\ on+" T'RAPinO 

d o O ^X d L. CLl J^X^^UCXii L'Wilt^X^A L>L^lLl^Ui IC^l 1 J. IVnir X U U 


646 


80 


645 




9391 


AFn4 S fi4 


v^dcxiwx iidJw^dX L. X o cxtz^^ctiio ^UiiLdXiio oxiiixxdx x l. y L.D 


94 ^ 


'^9 


X 4 J 








po 1 1 PI npn *=; 










9392 


U4 1021 


f^^pnOT'h^hHi'h'ic? Ql^rr^n^^ r^^^ni*^"inQ i~ wr^ T . T M 

\j d d 1 \J X 1 1 d Ju* Xl-iXO ^X^UCLilO V.i'llL.dXllO W XI X L J 


94 0 
^ 1 y 


\J X 


111 








domains 








rrl 
V| 


9393 


AF022465 


Mus inu*=?pnl u^ hi crh ninbi 1 \ tv nTonr* TnTotpi n 
homoloa HMG4 


4 92 


83 


333 


9394 


X53581 


Rattu*? noTvpa i Pii *^ ORF? 


181 


55 


814 




9395 


D90710 


Escherichia coli HvDothetical nrotpin HT1731 


1041 


91 


515 




9396 


U00039 


Escherichia coli overlaDS end of oTPviou"^ c^vf 


566 


93 , 


258 




9397 


D64006 


S vnechocvst i s so a sna raoi nvl — t RNA "^^vnthpta <^p 


997 


42 , 


359 


o 


9398 


Z74036 


Caenorhabditis elegans predicted using 


176 


32. 


847 








Genefinder; similar to collagen 










9399 


X89715 


Saccharomyces cerevisiae AOFlOOl 


221 


32, 


616 




9400 


X99302 


Homo saoipns Ponl 


7 62 


96. 


610 


9401 


AC003682 


Homo sapiens ZNF134 


827 


51. 


429 




_7 1 \J ^ 


Y1 7 Q1 R 


L/x UoUpillld liltr 1 diXUy d o t-Cx UrvriVj pxOLeiri 


X / 


48. 


253 






A. :? *i 17 / D 


D T"aoon/^a "na t^i to ^ T 1 i»i all 1 a em a ty^ v a ^ 

oxdoolCd ildpUo C-cll Wdll piaSIUd. Uieniijx dlie 

1 1 nlfPT" r^'ro1~Pi T\ 

XXlli^CX ^XUI^CXil 


9 ^ n 
^ o u 


27. 


551 




94 04 


AF14 6396 


Homo ^aOIPTIt^ QolnV^l*a llTTfay an+'Tnon/l'lT7&T' 

nwiiit^ od^xciio o^JXLLJ^xc; xxvcx diiL-xydi/ xxvcx 


9^4 


100.000 








nanpTPas antinpn 

d 1 i W ^ w d d 1 1 U- ^ \A ^ 1 1 










9405 


AF054 180 


HoTTin ^ ao 1 pn *=! hpma t* or>n "ipi'ip ppII HptivpH !7inp 
finger protein 


753 


71, 


338 




9406 


AJ388555 


Canis familiaris hypothetical protein 


735 


67. 


832 




9407 


AF024636 


Homo sapiens STE20-like kinase 3 


681 


87, 


500 




9408 


D49835 


Homo sapiens DNA— binding protein 


253 


97, 


368 




9409 


AC006284 


ArabidoDsis thaliana nnfaf i vp anlcvr^in 


205 


40, 


659 




9410 


U09366 


Homo sapiens zinc finger protein ZNF133 


428 


60. 


360 




94 11 


A58792 


nni Hpnl"! fi pH nnnampH or'ol'P'i t\ rM^oHnr^i" 

diiXt^C;!! L X X XCVJ. UlllidllLCU ^XwUCXli J^X UULl^ L 


9m 


90. 


625 




94 12 


[74 ??nR 


0"r\/7;^ c:^»1~iT7^;^ nc;R7R 
wxy^d o d I- X V d woo^o 


R 9 

O c. 


64. 


706 




^ *3 i O 


AF1 1 RR ^R 


rHJillvJ od^Xcilo OXLXXIl/ dUUl L vJXlocr L LykJc 11 

citrullinemia protein 


4 m 

4 U 1 


90. 


141 




9414 


U27121 


Danio rerio G12 


212 


73. 


810 




9415 


X99145 


Canis familiaris overexpressed in thyroid 
tissue after TSH stimulation 


608 


92. 


000 




9416 


J03535 


Mus musculus embigin precursor 


167 


60. 


000 




9417 


U35022 


Rattus norvegicus cis-Golgi matrix protein 


681 


68. 


639 
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GM130 








9418 


X75090 


HoTno "^^^^nipn^^ PHAPT / Pn1";^"t~ i vp HT.A DR As «?np i pd 

11 will o u -1. ^ 1 1 o i> 1 yrxi^ A. \i^L-iu.aL.j.v^ 11 j_i.r^ o v_/ jl a i_ ^ \ji 

Protein I) 


838 


65 . 517 




9419 


AB011137 


Hoino sapiens KIAA0565 protein 


219 


47 . 222 




9420 


D63881 


Homo sapiens KIAA0160 gene product is novel. 


3129 


98 . 323 




9421 


AB020716 


Hoino sapiens KIAA0909 protein 


348 


100 . 000 




9422 


Z75330 


Homo sapiens nuclear protein SA-1 


651 


100.000 




9423 


AJ005890 


Homo saoipns iTMl 

llVm/lLlw ^ ^ 1 1 O 1 1 JL 


169 


100 000 

J. \J W • W \J \J 




9424 


AC004697 


ATf^hirloT^s 1 thai \ an^^ nnknnwn DTotpi n 


226 


29.143 




9425 


AF140691 


Mus musculus melusin 


733 


51.376 




_7 1 ^ U 


A.TOOfiSQI 

rtU VJ VJ O O _? X 


n\jL\\\j od^xciio oyoccxiit; xxv—ii ^xvjucxii 


9 S 
^ o o 


Q7 snn 




_7 ^ / 


/\ ^ vj o / 


Ml iQ mn^r^iiliiQ R 1 
L'JUO lllUo^LlXLIo CA.r\x 


1 ft ^ 

1 O J 


-? D . U U U 






7. 9 7 1 7 0 


n\ji\\\j od^xciio xo xx^iiL v^iidxii vaxxduxc xtryxvjii 
V V u y 


ST ft 

J 1 0 


If, 9 ^ft 

/ D . /I O O 




9429 


AF061034 


Homo sapiens FIP2 


377 


65.060 




^ *i J VJ 


D 4 U D 


r\cil_LUo ilOx V X C-Uo dllilcXXll v Jjxri(J.xriy pxOt.ciri 

f ABP-10 1 


1 J Z D 


/ J . 4 *1 0 




9431 


L22557 


Rattus norvegicus calmodulin-binding protein 


420 


80.723 




9432 


AF111168 

.ni. X X X X \J o 


Hr^TTio s ^ o 1 on Q iinVnouin 


7 S Q 


1 nn nnn 




9433 


U16800 
\j J. \j \j \j \j 


ypnooiis 1 aoTri <? T~ "i V^omif^l o t" o "i" o "i n 
/Ydiu^uio xa.c;vxo x xjw't^iiLik^xcw^x l cxii 


X ^ D / 


7 Q fift ft 
/ :? . 000 




9434 


C X ^ o / o 


Homo s^i'O'ipnQ Honiay~an Qn1"Fa"t*o Pi — rTliir^oc;aTTi"in\7l — 
rnjiiivj odj^xdio iit^^dxdii ouxxdi-C u y x ut-^uo diiixiiy x j 

0-sulf otransf erase-4 


1 9S7 

X ^ J f 


QQ 4 7 4 
^ ^ . 4 / 4 




^ T O ^ 


jTID U X 4 J O U 


Homo QaioTonc T^TAZiH^N"^^ ovo'hoin 
iHJllHJ od|JXtrllo r\Xfirt.U D J O |JxULcXii 


1 7 R 

1 / O D 


f^ sft 

D 1 . 000 




Q4 ^ 

-7 4 J O 


rtr X ^ J o o u 


iiiuxLxpxc ocxcxosxs dSSOCidLeo. reurovirus 
element gag polyprotein 


9 9 


Do. 41 4 0 




9437 


U85055 


Mus musculus rapl/rap2 interacting protein 


703 


93. 694 




Q4 '^ft 

-? 4 O 0 


M.OUU / ^ U O 


nomo sapiens r\i/\HU4 4j 


fl 1 0 




^ a 


Q4 

-7 4 J ^ 


^ O D O D O 


Schi zos acchar omyce s pombe hypothetical trp~asp 

T'Oioo3"t~^ r^on"t~aT ni no ov/^'Hon n 
xc^CdL.o ^Oli L_dXiiXiiy ^XwLcXll 


R o o 


AO Q /I 1 

4 z . y 4 1 




94 4 0 




Hnm^^n hoT"ooQT7"i r~n c R4 

OtXlLldll 1 IC X ]^t3 O V X X Ll o vjO 04 


1 R7 
1 o / 


0 D . Z/Z 0 




9441 


AC004908 


Homo sapiens zinc finger protein from gene of 

nnr'PT'h^i'in Pvon c;'l~T~nr^"l~nyo' QTmnlar* "ho OQQ^7^ 

Uil^v^XL-dXii C^l^ll OUXU.V_>L.L,iXC/ OXlLlXXdX L.W \^ J ^ \J f \J 

(PID:g3025333) 


855 


99.180 




94 42 


AFl 531 91 


Homo ciar^T onQ nm^*^ — H7 


ft QO 


7 Q R Rft 




94 43 


AFnS9Sfi9 


Homo Q^iiOTonQ ao'hin V^nnHinrr ioT*o'i~OTn MA V^/TTM 
nvjiuvj od||Jxt^iio d^uxii j^^xiiuxiiy jJXLi'L^xii iirii vLjLn 


SI Q 

J 1 -3 


1 nn nnn 

X u u . u u u 




9444 


AF065414 


Homo sapiens COBW-like placental protein 


188 


90. 625 
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ARfll Q4 4 n 


Homo sapiens immunogloblin heavy chain 
variable region 


4 0 0 


/ y . J 1 u 




Q4 4 
_7 *1 fl 0 


no n 1 Q4 Q 


Homo sapiens immunogloblin heavy chain 

T7a y* 1 a V\ 1 o "r"ooi ^^n 

vdixduxc xcyion 


R "7 T 
Oil 


Q Q Q 0 n 

0 y . u 




Q4 4 7 


von 4 ft ft 

V U U 4 O O 


Homo caoTonc aloHa /^T^l^nn 

niJiiKj odpxciio dxpiid yxoJLJxn 


J O 1 


ft 1 T s 

0 X , JO D 




9448 


AF155105 


Homo sapiens putative zinc finger protein NY- 

iaCjIN j4 diiuxytrii 


251 


35.577 




94 4 Q 


rtr vj o ^ X 4 o 


Honno QS'OTonc t mmi moo'loV^iil in }*ioaTT\7 ^V^ain 
rnjiiiL/ od^Xdlo XilLluUiluy XvJULLX XXI ilcdvy C^IldXIl 

\7P T" 1 ^ W 1 P TPOi on 
vdxxdJi.'xc xcyxt^ii 
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9450 


AJ131730 


Homo sapiens DREAM protein 


142 


70.370 
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^ 4 ,J X 


A.T? 74 ft 1 9 

rtO ^ ^ 4 O X ^ 


Homo caoT one ■t'nmo'V cnonk y*o c o ot" 
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Homo sapiens myosin-IXa 
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Homo sapiens H+-ATP synthase subunit b 
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Rattus norvegicus SCP3 protein 
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Homo sapiens alpha globin 
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Homo sapiens KIAA0909 protein 
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Arabidopsis thaliana putative glucokinase 


265 
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Nicotiana alata PRP3 
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Homo sapiens 0LF4 
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Homo sapiens CGI~68 protein 
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Mus musculus doitiesticus pBS13 pirecursor 
polypeptide, testis~specif ic 
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Homo sapiens HSPC007 
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Homo sapiens tetraspan membrane protein 
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Homo sapiens alpha globin 
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Homo sapiens Unknown gene product (partial) 
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Homo sapiens BC331191 1 
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Homo sapiens TB2 
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1224 


82 . 692 


9483 


AJ006710 
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kinase 
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Homo sapiens midline 1 cerebellar isoform 2 
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Callus gallus decorin 


519 


55.245 
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Homo sapiens dJ322P7.1 (zinc finger) 
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Homo sapiens R29368 2 


906 


83.140 


9496 


U29488 


Caenorhabditis elegans No definition line 
found 
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Rattus norvegicus serine-threonine specific 
protein phosphatase, glycogen-binding (CL) 
subunit 
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Arabidopsis thaliana F1N21.13 
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48. 148 
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Caenorhabditis elegans similar to Zinc finger, 
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Rattus norvegicus nuclear pore complex protein 

MFIPI 07 

IN U XT X U / 


1 0 O "7 

X z z / 


Q A 
0 fl . 


U / 1 




J J J / 


AFl "^iSSQS 

r\£ X ^ *J J ^ J 


rnjilHJ odpxcriio v^UixiiiO i pXvJLcXil 


9 9"^ 
z z o 


4 7 
fl / . 


D X y 




^ -.J o o 


T 01 04 9 

XiU X VJ *i 4. 


riwllHJ odpxtrllo iriirt. tJXcllltrllL XllUUliXd LUX y XdOLDx 


1 1 9 Q 
X X z ^ 


1 00 
X u u 


000 




-7 O O _7 


tj J O D 


uriKnown oxmxxdxxuy to leasu nypot-neuxcax . 
KD protein (SW:P43616); cDNA EST EMBL:M89432 

\^(Jilltro XX 


1 ft n 
X o u 




ft ft Q 




^ *i \J 


AT.099^Q^ 


nvjiiiLJ odpxt=xio P-J ' 000 . <t 


f^O R 
DUO 


R9 
oz . 


1 Rl 
X O X 




9541 


Z48475 


HoTTin <=!P3r)ipn^ nl nprik"! n;^ cif^ TPnnlstnT" 

l.l.\Jt.\WJ CI -L. ^ 1 1 0 1^ ^ LI W -L t Id 0 C J. w VJ m. d L. w J- 


1390 


99 . 


074 




9542 


Z30425 


Homo sapiens orphan nuclear hormone receptor 
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Bombyx mori 50kDa lectin 


221 


29.268 


9567 


AC004883 


Homo sapiens similar to KIAA0766; similar to 
PID:g3882253 


1418 


96.413 


9568 


AB018340 


Homo sapiens KIAA0797 protein 


855 


100.000 


Q R ^ Q 


AO 1 / D u 


Homo sapiens zinc finger protein (583 AA) 


o 0 y 


D b . Z 0 o 


Q c; "7 n 


A. J 1 J z cs o y 


Mus musculus kinesin like protein 9 


c; T T 


o 0 . Ob / 


Q "7 1 


Li J O y Jo 


Homo sapiens the longest open reading frame 
predicts a protein of 202 amino acidS/ with, 
fair Kozak consensus at the initial ATG codon; 
an in-frame TGA codon is seen at nucleotide 8; 
ORF; putative 
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Mus musculus zinc finger protein 
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Homo sapiens mRNA cleavage factor I 25 kDa 
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AFG17 4 33 


Hnmn «^Anipn*=? nntativp t I'sn^pfi ot ion factor 
CR53 


522 


69.159 


9705 


M64488 


Rattus norvegicus synaptotagmin II 


967 


85.882 


9706 


AF053368 
til. \j ^ ^ ^ \j \j 


Mu*5 iHii^culu^ lv*5vl oxida se — related orotein 2 


1035 


90.244 


9707 


X85750 


Homo sapiens expression associated with 
monocyte to macrophage differentiation 


450 


68 . 966 


9708 


AB014566 


Homo sapiens KIAA0666 protein 


472 


63.025 


9709 


AF126736 


Homo sapiens ubiquitin processing protease 


353 


38.211 


9710 


U29244 


Caenorhabdit is elecrans No definition line 
found 


379 


39. 860 


9711 


X67469 


Mus musculus AM2 receptor 


409 


49. 020 


9712 


AB018293 


Homo sapiens KIAA0750 protein 


1014 


56. 877 


9713 


AF006829 


Coturnix coturnix slow myosin heavy chain 2 


702 


69.231 


9714 


U23484 


PapnoThiah(i'iti9 plpnan^ Nn Hpfinitiori line 
found 


582 


52.201 


9715 


Y00204 


Xenopus laevis nucleoplasmin 


468 


53 . 147 


9716 


AF059569 


Homo sapiens actin binding protein MAYVEN 


329 


67 . 089 


9717 


AJ002204 


Zea mays polyamine oxidase 


228 


45. 946 


9718 


U28831 


Homo sapiens protein that is immuno~reactive 
with anti-PTH polyclonal antibodies 


613 


63.855 


9719 


AJ242723 


Drosophila melanogaster hypothetical protein 


209 


49.254 


9720 


AF132480 


Mus musculus Ese2 protein 


990 


94 . 839 


9721 


D63877 


Homo sapiens KIAA0157 gene product is novel. 


708 


37 . 500 


9722 


U18771 


Rattus norvegicus Rab26 


215 


57.143 


9723 


X58483 


Pseudomonas outida urocanate hvdratase 


280 


34 . 513 


9724 


AF067165 


Homo sapiens zinc finger protein 3 


547 


98 . 765 


9725 


AL009195 


Drosophila melanogaster EG:30B8.1 


757 


79.412 


9726 


A26182 


Mu*5 TT\u*?pulu*5 bet a 3 — adr ene roi p TPpentor 


249 


30.488 


9727 


AB018315 


Homo sapiens KIAA0772 protein 


222 


94 .444 


9728 


AL050306 


Hnmn «^anien«? dtT47'^R7 T fnnvel KTAADfil S and 
KIAA0323 LIKE oroteinl 


272 


75 . 000 


9729 


AC007055 


Hnmn saoi pns unknown 


570 


35 . 593 


9730 


DR 6969 


Homr^ Qar^ipn^ ^"imil^T" Hnm^n 7Tn<^ — "FinrrPT 

orotein BR140 f PI • JC2069 ) 


321 


4 9 . 020 


9731 


U97006 


found 


172 


67 . 568 


9732 


AB025258 


Mus musculus granuphilin-a 


1425 


87.967 


9733 


AB029016 


Homo sapiens KIAA1093 protein 


295 


40.559 




u ^ U X / *i 


On Vi o o T~ a ttiiT iic r^^rRfi 
Wli^IlLJOCX V (J J. V Ul-L Llo WvDO 


SO Q 


J . J\JO 


9735 


AFT SI R?4 




*J / _7 


7 4 1^1 

f ^ . X ^ / 






Homo ^ ;3 o T onQ r^T'P— l^n nHi nr^ or'0't~taT n 
rHJllHJ od^Xdio oil: UXi iLi.Xill|J ^Xwucxii 




1 on nnn 




nJ-l U VJ _7 VJ U O 


^dc;i iUi. 1 iduux L. X o cxc^^diio oxiiix xdx x wxL.il OLiiiidii 

aHpn\/1 Vi n^QP WT\ H OTof'P'in ^PTR Aoo Mo 
avj-ciij^xduc js.xiidoc ivriu ^x(jl.cxii ^irxr\ rt^v— . invj • 

A335081; cDNA EST vk265c3 5 comes from this 
gene; cDNA EST yk265c3.3 comes from this gene 


17 7 
X / ^ 


^fi 7nQ 

JO. 1 \j z? 


9738 


AB011167 


Homo sapiens KIAA0595 protein 


270 


100.000 




C U _? L/ »J ^ O 


IJLlo lULlo LXX Ll o r\L4 X UXllL.lXil^ ^XLJL.c;Xll c\LjiDsz£. 


1 S^S 

X J O J 


Q7 7Rft 


9740 


ABO 14 558 


Homo saniens KTAA0658 orotein 


830 


100 000 

^ \j \j • w V/ vy 


9741 


Z84476 


Homo sapiens dJ25J6.2 (zinc finger protein) 


280 


28.877 


9742 


AB020629 


Homo sapiens KIAA0822 protein 


355 


58.511 


9743 


Z75550 


Unknown limited similarity with some myosins; 
cDNA EST EMBL:C08402 comes from this gene; 
cDNA EST E 


208 


29.333 


9744 


AC003682 


Homo sapiens F18547 1 


212 


74 .419 



267 





D10923 


HriTTin c;Anipnc! HM74 
ii^iiiw oc^xdio nil 1 M 


1065 


94.410 


9746 


U40419 


Caenorhabditis elegans No definition line 
found 


962 


47.416 


9747 


□42436 


pa (ann"rh ahd 1 i" i plprr;5n*=; P49H3 6 crpnp Dforiucl" 


290 


35.616 


9748 


X78898 




892 


48 . 252 


9749 


AF069291 


Homo sapiens hT41 


505 


65. 179 


9750 


L15309 


Homo sapiens zinc finger protein 


242 


87.805 


9751 


U53421 


Sus scrofa betaine-homocysteine 
methyltransf erase 


297 


82.000 


9752 


AF173867 


Homo sapiens DNA binding protein p79PIF 


763 


92.481 




AFU /UooO 


Homo sapiens unknown 


1 bU 


4 b . (Jo J 


9754 


Z12017 


Caenorhabditis elegans predicted using 
Genermder; basic-ricn; cDNA EST ykiSofD.J 
comes from this gene; cDNA EST yk328f6.5 comes 
from this gene; cDNA EST yk393c3.5 comes from 
this gene; cDNA EST yk641dll.3 comes from this 
gene 


377 


33. 453 


y / DO 


nQ T /I '5 Q 
UCS / fl J 0 


Homo sapiens Similar to a C . elegans protein in 

r>r\c;m-i H PI 4H1 0 
k^uoiiLX m X 4 n X u 


o JZZ 


1 fin nrin 
X u u . u u u 


9756 


AL034364 


Caenorhabditis elegans cDNA EST yk255b9.3 

X X (Jill LIl-Lo ytrilc;/ OL/LNra I-jO 1 yjv^ JJiJ_7 > O t—LJllltro 
X X Will L.11XO VJCllC 


719 


30.582 


Q7 S7 


AFi 7n^ni 

.nc X / \j \j 


LllUO illLl O ^ U. X LL O 11U.V.^XCCIX LJ\J\JLy d O O W ^ X CI L. C W ixXlIdOC Xd 


702 


94 . 595 


Q7 SR 


rAE U ^ \J «J vj <J 


LlLlO illLl O O LI X LL O J LllU XXllUCX L^XWL-C^Xll 


170 


47.368 


Q7 


1 U O X J 1 


ovjiiLij odkJXdio d w X (J. o k/1 1 X 1 itj will Y c X X 1 id o c xxjvt^ 


1362 


inn nnn 
J. \j \j * \j \j \j 


9760 


AF056116 


Fnrrii TiiHTinps unknown 


252 


79.545 


9761 


M96629 


Cani s f ami 1 i ar i s homologue to sec 6 1 


691 


96. 262 


9762 


AF125385 


Dro'^^ODhi Is mel ^^nocrr^ '^tPT Ti82B 


188 


42 . 667 


9763 


AL022603 


Arab 1 don*^ is thslirjns h vDot hetipa] orotein 


214 


28.426 


9764 


U19729 


Saccharomyces cerevisiae Ylr409cp 


183 


36 . 082 


9765 


AB003930 


Homo sapiens raplGAPII 


370 


45.985 


9766 


Z95397 


Schizosaccharomyces pombe Thslp 


308 


26.780 


9161 


AJ007012 


Mus musculus Fish protein 


740 


78.295 


on 

/ D O 


n9 n 7 

J U ~5 / 


Oryctolagus cuni cuius eIF~2Bepsilon 


D J X 


ft ft fil Q 
o o . D / y 


Q T Q 


J U04 y y 


Rattus norvegicus L— glutamine amidohydrolase 


1 "7 "7 n 
1 / / u 


yO . oU / 


Q n n 
y / / u 


T 1 A C^Q A 
Lil 41 DO 41 


Rat t us norvegicus elongat ion factor G 


T n Q 
/ u y 


o D , dU D 


Q T7 1 

y / / 1 


UUUUO 1 


Caenorhabditis elegans coded for by C. elegans 
cuiNi-i. yKDyjo^rnDf coaeci ror oy w. e±eydns cuLNi-i. 
v_riiji-jO V ^ u r / oxiiixxdx uw xx^doco wvcx d oiiwx l. 

recji on 


1 y z 




9772 


D89340 


Rattus norvegicus dipeptidyl peptidase III 


806 


99.187 


9773 


ARn231 ft 9 


Homo Q^oi on ^ R'TAAnQ7^ OTO'hoi n 
nwiii^ od^xoiio i\xrA/^w_7 / ^x^JLcxii 


332 


58 333 


9774 


AF022789 


Homo sapiens ubiquitin hydrolyzing enzyme I 


839 


91.729 


Q77 S 


API ^Ql ft ^ 


ixd LUU.O injxvciyxi^u.o iiiy vjiiifcry a x xi i 




O J . X J 


Q77 


APOn^fift 9 


noni(j odpxcilo r xo-j*± / x 


^ u o 


4 S ft 


QUI 


m n ft ft 4 

Ux U 0 O 4 


DOS taurus neurocaxcin 


DyD 


1 nn nnn 


9778 


D63876 


Homo sapiens KIAA0154 gene product is related 
to mouse gamma adaptin. 


657 


76.923 


^ / / y 


Ml ft ft ft 
LYl X O 0 O O 


DOS taurus enaozepine x e±d lsu pro cexn 
precursor 


4 ft Q 
4 o y 






rtO VJ X X \J O w> 


MiiQ TniiQr^iil nc K^PP ^ r^T"0't~tfiin 

LlLlO lULlO LIX U.O £\V^^^ ^X\JL,CX11 




97 . 7 61 


9781 


AF160973 


Homo sapiens p53 inducible protein 


1474 


100.000 


9782 


Z81547 


Caenorhabditis elegans predicted using 
Genef inder 


194 


36.036 


9783 


AJ011855 


Homo sapiens PAK4 protein 


265 


63.333 


9784 


X87143 


Helianthus annuus cytochrome b5 containing 
fusion protein 


173 


42.105 



268 
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9785 


AC005328 


Homo sapiens R26660 1, partial CDS 


623 


98.925 


9786 


U85494 


Zea mays LONl protease 


325 


27.019 


9787 


M96625 


Callus gallus cardiac muscle tensin 


687 


60.326 


y f 00 


rt,r u J Z) X 


noiuo Sa.pxsns LN/ii^n . ujjxquxnorie oxx(j,oxeciuc_.ua.oe xo 
kDa IP subunit 


1 77 
1 / / 


z/U . y\jy 


9789 


AB002354 


Homo sapiens KI7^0356 


445 


87.500 


y / yu 




caenornaDait IS eiegans cuna hbi hiMnL : yuo 
comes from this gene; cDNA EST EMBL:M894 03 
comes rrom tnis gene; cuinA boi bMnii : i uuuzz 
comes from this gene 


yl T t: 
HOD 


4 D . D iZ 




AT n 9 S 7 


unjcnown preoxcueci usxng oenexxnaex/ sxmxxa.x uo 
come 




O 1 * y H D 


9792 


AB003503 


Mus inu^pnli]*=; Quinine Nupleotirie Rprrn 1 r^tOTv 
Protein 


622 


71 . 053 


9793 


U51000 


Mi3S TTiu'^iPnliis DTiX — 1 

1- 1 LiJ. O J-Ll u ^ m ^ U J^X\ ^ 


1344 


99.515 


9794 


U09367 


Homo sapiens zinc finger protein ZNF136 


429 


69.149 




rlO U W *i U U *i 


riLio illUoOUXUo lAclJJOOD 


o o ^ 


^4 . O X J 




7 Qfi (^01 

ij -70 0 U X 


o t-iix iiOo aL-c-xiax oiuyce o ponujc z.xnc xxngexr pxtjucxn 


Z J D 


97 7 7fi 


Q7 Q7 


rtDU X / U X D 


fKjiiio oapxens p^^ axpnd. 


91 
^ 1 O 


Q1 f=;f\7 

X . D D / 


9798 


X82018 


Homo sapiens ZID, zinc finger protein with 
interaction domain 


768 


96.032 


9799 


Z97055 


Homo sapiens dJ388M5.3 (Sulf ©transferase 
i suxxOKinase / HtU ^:.o.<i.ij xiKe pronem; 


1395 


100.000 


Qfi nn 

-7 o u u 


c\l U 0 U X 0 X 


LXius uiuscuxus irxency ox onjS/ rwon 


1 R7 1 
1 D / 1 


QA 017 


9801 


U35113 


Homo sapiens metastasis-associated gene 


785 


73.446 




TT9 RQ j5 9 
U<i Do 4 Z 


Saccharomyces cerevisiae Similar to several 
uieuiDex^a ox tne k^ucfi o / iraS x/ oecx o xa.mxxy ox 
proteins (Swiss Prot . accession numbers 
p9Sf;Q4 P9dnnd pifi7RQ\ 


1 bo 


0 1 . DU / 


9803 


AF033566 


Mus musculus cdc2/CDC28-lik:e protein kinase 4 


686 


93.684 


9804 


AC007193 


Homo sapiens Putative homolog of hypoxia 
inducible factor three alpha 


1917 


99.653 




U DU Dfi 41 


nomo sapiens nu 


9 Q R 


T Q C Q R 


y O U D 


0 / J 0 0 


Rattus sp , zinc finger transcription factor, 
Kid-1 {KRAB A and B regions} 


ZD/ 


c 9 R r\ n 
oz . ouu 


Qfi 07 


7 fi 1 1 -3 c: 

£jO ± ± 3 D 


unKnown culn/^ Hioi yKOftogx-o comes xrom unxs 

yciiC/ v^uLNrt HiO J. y is. I -7 D cu . J ouiiitio xxoiii uiixo ytriic/ 
rDNA EST 


1 0 D 


o Q 9 7 9 


9808 


n63818 




493 

*4 J O 


31 641 

J X . U 1 X 


9809 


ABO 02 37 7 


Homo «5anipn^ KTAAn'^79 


^ V VJ 


8 1 633 

ox > U J J 


9810 


S71659 


Mus sp. LIM-type homeodomain=Csh-4 {C- 


398 


93.651 


9811 


T.I S^l ^ 




1 Ofi fi 
X u o o 


^fi ft ft R 


9812 


AB032904 


Hylobates syndactylus dopamine receptor D4 


216 


31.206 


Qfil 

-3 u X O 


70901 c 
^ 0 ^ X 0 


nomo sapxens ojdouz . z 


Z 0 Da 


xuu . uuu 


Qfi 1 4 

-7 O X *1 


7\ pi fi n Q 1 Q 

rv£ X 0 U ^ X _7 


nomo sapiens klnh. xdriat. ueorancning enzyme 


9 1 7 
Z 1 / D 


1 nn nnn 
xuu . uuu 


QR1 ^ 


r\C X J J X U J 


nomo sd-piens puuauxve zinc ringer protein lni 


OHO 


T Q 9 R 

Jo . z JO 


9816 


X7 9510 


Homo QJIOT OTIQ OT"Ol"P"i n — 'f~\7T"OQ 1 — oHoCoVl^i"^ CCS 

nwiiiu od^xciriio ^xoLCXii L.yi.UoXllc ^iitJo^llct L do 


d fi s 

*i O O 


1 on nnn 


98 17 


AFn77nno 

i^i. \^ / 1 \j \j yj 


R A 1" i~ n ^ Tio7"T7onT on q oyoi'Pi n ■t"\7r"OQT no oHo «3oH ^ 3 
£\dL.ULXo 1 V X ^ Lio ^XUL-Cxii Lyx^oXiit; ^1 1 W O ^1 id L. d o c 

TD14 


R7 Q 


^ ;? . ^\jo 


9818 


AF050182 


Mus musculus PERIOD 3 


518 


63.830 


9819 


X79828 


Mus musculus NKIO 


368 


65.000 


9820 


AF002714 


Homo sapiens centromere protein B; CENP-B 


182 


31.532 


9821 


AB011146 


Homo sapiens KIAA0574 protein 


278 


100.000 


9822 


AF161181 


Mus musculus P55T protein 


252 


97.619 


9823 


Z83760 


Ciona intestinalis COS41.4 


324 


66.667 


9824 


X96973 


Mus musculus Lasp-1 


800 


84.127 
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9825 


AC0024 57 


Homo *=;anie^n<=; Rao2 i nt'PT^^pt' incr orotein; *5iinila'r 
to U73941 (PID: gl916018) 


819 


98 . 


387 




9826 


AF008915 


Homo sapiens EVI-5 homolog 


839 


77. 


711 




9827 


Y18881 


Mils mn*?Piil ns mi HI i np 2 OTO'f~Pi n 


311 


29 . 


064 




9828 


Z38062 


rT'hfl 7"om\/pps cpypvisi^iP mrf Ipn* 4*^2 PAT* 

IhJ Cl V_ri iClJ- L^lll y Va- ^ O V_r ^ J- \3 V _l_ O -1- O V3, J-J.^ -L_ ^ lift ^ ^ f \^ ii _L • 

0.15 similar to dnaJ proteins 


218 


47 . 


059 




9829 


AF053970 


Homo *=;p^oipns on"t~PT" Hpnc;p "PihPT" OTO't~pin 2/2 


260 


100 


. 000 




9830 


Z83123 


Capnorhabd 1 h i eleaan^^ T04A1 1 2 


405 


49 . 


275 




9831 


AF030558 


Ratt*\i*=? norvpaipn*=? nho*=;r)ha't" i rivl i nos i tol S — 
phosphate 4-kinase gamma 


1106 


95 . 


322 




9832 


AF084530 


Homo saoipns pvr*! in — D hindincr Mvh— 3 ilcp orotpin 


883 


100 


. 000 




9833 


X99145 


Canis familiaT'i'^ ovpTpyoTP'^iSPd in thvToid 
tissue after TSH stimulation 


736 


53 . 


646 




9834 


AB029025 


Homo sapiens KIAA1102 protein 


464 


46. 


023 




9835 


M20823 


Mus musculus mdm— 1 


1013 


75 . 


000 




9836 


U41534 


Caenorhabditis elegans similar to yeast MAK16 


644 


59. 


864 




9837 


AB007869 


Homo c;;^nipnc; K'TAAn4nQ 


300 




S71 




9838 


D14076 


Rp^1~'t~nc: noTVPoionc; i~p<?"t~ i on 1 3 t Hv/nsmiri 


701 


99 . 


091 




9839 


AF109907 


Homo ^^Aoipns SI 64 


1178 


100 


. 000 




984 0 


AROl 4 S^fi 

.n.LJ J. ^ ^ \j 


H om o Q^ioiPnQ TCTAADfi'^fi o'rol'P'in 


400 


sn 


794 




9841 


AT. 0^1 fifi7 

W J X VJ u / 


Homo Q^^oi PTiQ HiTfi^flPI 1 1 p /noTrpl HpI i r^sQo P — 
"hPTTTiin^l H om ^in ^nH ^NF'^ M — "hp T*m i n ^ 1 H om ^ i n q 

L,CXltlXiiaX U^IllO-Xil CtllU. O IN E ^ IN UCXillXiiClX ULJilLclXilO 


^ X o 


100 


nnn 








pontaininn DTOtpin simil;^T to KTAAOSOR^ 










9842 


U33821 


Homo ^^^T^ipn^ Hindi no OTotpin TXRP 1 S 1 


869 


33 . 


190 


Jz 


9843 


AL080080 


Homo ssoipn^ hvoot^hipt" i o;^ 1 OTotpin 


1065 


100 


. 000 




9844 


AF168362 


Rattns noTVPOiPu^ OTotpin a s<^op i a t i nn with 


1052 


79. 


888 








1 1 Q-f-T-£iQc; T" Pi "t" 1 n PZX^^I 

OiUclXX OL.XCOO ^XUUOXli trtOOX 










9845 


US8280 

J u ^ o u 


liLLO ILLLiO O 1XX LIO Ot::;^(.JIlU XCtXLjt30L. O Lli.' Li 1 1 X I. KJ 1. rvlNrt 


O ~J ^ 


ft s 


^ X X 








oolvmpra^p T 










9846 


AF119569 


Homo ^aoipn*^ os'hohpd 2 

llVj'lllV.i' tja.^M.^LliJ l^\JL £^ 


176 


89 . 


286 




9847 


M35297 


Rattus norveaicus G— orotein couoled recpotor 


477 


89 . 


333 




9848 


X83226 


Saccharomyces cerevisiae global 


734 


49. 


057 


I 1 






transcriptional regulator 










9849 


AB007872 


Homo sapiens KIAA0412 


175 


90. 


000 




9850 


D29640 


Homo sapiens KIAA0051 


548 


75. 


000 




9851 


AL080125 


Homo sapiens hypothetical protein 


473 


64 . 


103 




9852 


AF041207 


Homo sapiens midline 1 cerebellar isoform 2 


190 


28. 


276 




9853 


AB029334 


H;^ 1 on vnl*h i p T~OT~pi-7i HrPFT — 1 


J *j w 


4 0 


ft S7 
out 




-? U J 1 


AROl 1 '^70 


t JU.O ilLLlO O LXX LiO t\i. 1 fti 1 Z.i 1 


1X4^^ 


y 1 . 


z 0 / 




9855 


AL1174 07 


Homo ^^^OTPriQ H \7noi~ h^^'hinji^l oy*oi~oi"n 
fujiiivj od^Xdio ii_y^vj Liic:: u X i^cix ^x^L-c^xii 


449 


4 7 


4 fift 

H DO 




9856 


AF125053 


Homo ^^5oi ono T^\/T"m7a1~Q H(=»h \Tr\ y*oo&naQo FT ;alT~»Ha 
nwiiivj oa^xciio ^^yxuvduc Lic;iiy ux ^^Lj ciido r^x dX^iid 

subunit 


X D J 


inn 

X VJ u 


nnn 

. u VJ u 




9857 


U97191 


Caenorhabditis elegans No definition line 
found 


276 


46. 


316 




9858 


X71997 


Rs'h'hnQ noT'vPoi one; mwoc;-! n T 


1 R4 R 

X 0 *3 0 


w ^ . 


\j y Zf 




9859 


AJ012409 


Homo sapiens hypothetical protein 


211 


93. 


750 




9860 


AB000776 


Rattus norvegicus semaphorin Z 


424 


87. 


671 




QR fil 

-/O D X 


7 97 OP n 

uc. / U O U 


uHKnown cuiNH. iiioi Hj^joLi . uoox r?o comes xxom cms 
ytriic/ cuLNri oo 1 HiLYiDij . u J z o o / coiues xiom unis 
gene; cDNA 


Jfi D 


DO . 


A 00 
ft 








numo sapiens zxnc xxnger protein 


"7 Q 1 


Q Q 


^ n A 
L f ^ 




9863 


278019 


rin known 9imil;^'ri+*\7 t^o Yp;=i T.Pn9 9P oT~o1~pin 

(TR:G1151240) ; cDNA EST EMBL:T00686 comes from 
this gene 


X V u u 


7 S 


?SR 
^ tj 0 




9864 


AF051155 


Rattus norvegicus G beta-like protein GBL 


1358 


80. 


934 




9865 


L28174 


Acanthamoeba castellanii disulf ide-like 
protein 


349 


45. 


794 




9866 


AL096857 


Homo sapiens hypothetical protein 


1028 


98. 


101 
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9867 
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1 nni 4 

±\J \J ± H 


ni ?R7ft 
U X J o / o 


riuo itiuoL-uxuo rieuxdX xeoT_xxccxve sxxencer 

"f 3 P'i" O T" 
X dV_> l^KJJ^ 


J D X 


O 4 . D X 3 


10015 


S73488 


Rattus sp. zinc finger transcription factor, 
Kid-l f KRAR A ;^nH R rpninn=?\ 


173 


57.447 


10016 


AF099011 


Homo sapiens EH-domain containing protein 

■t~pc;t*l 1 "in 


396 


62. 921 


10017 


D61689 


M\]«? mil s mi 1 n •=! SOX — Ti7. 

IJUO lllU O U J. u. o o ±J LJ 


1050 


96 . 933 


10018 


AF070651 


Homo "^sni pns 71 nn fi nnPT~ nTnt"pi n 4 


423 


82 . 432 


10019 


D63478 


Hnmn «5;^ni pn«5 Thp PCTAADI 44 rrpnp m^nHiipi" i ^ 

novel . 


600 


58.282 


10020 


U40802 


Caenorhabditis elegans similar to other 
protein phosphatases 1, 2A and 2B 


420 


35.407 


10021 


AC004472 


Homo sapiens PI. 11659 5 


223 


35.593 


10022 


AF051944 


Gallus gallus Xin 


298 


33. 645 


10023 


AF007170 


Homo sapiens unknown 


177 


44 .262 


10024 


AC004997 


Unknown match to ESTs AA667999 (NID : g2626700 ) , 


532 


55.833 
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AAlfi^4fi'^ ^ MT n • n1 7 4 1 4 ft 1 ^ 74Sft71 ^NTH • rr'^7 R1 OS ^ 

3.nci 






10025 


Z25535 


Homo sapiens nuclear pore complex protein 

hnnni S 3 

1111 A. ^ ^ 


273 


100.000 


10026 


U43503 

W ^ ^ ^ \J 


^ ^1 r* p'h 3 T"f*^TTi\/r' pa c cf^y^'^ii ^ i T.r^h9o 

a ^ v^i 1 a J- will y ^ o v^r^j. c v j. o -i-ci^ j_ik^ii^L^ 


198 


4 5.455 


10027 


D86043 


Homo sapiens SHPS-1 


337 


43.704 


10028 


ABOl 1093 


HOTTIO QPT^I c; PCTAA0R91 TiY'0"l~P»1 Ti 


1 '^Q4 

X J ^ 1 


Q7 lOQ 


10029 


D17577 


Mn ^ mncjp'nlnc "FIV^ 


1152 


Q7 1 


10030 


U89264 


Drosophila melanogaster kinesin like protein 

\j f a 


642 


47.926 


10031 


ni 4 fifi'^ 


Hnmo cia-ni onQ TCTAA01 07 


^OS 


Q4 lift 
*i . X X 0 


10032 


AF132856 


Homo sapiens suppressor of G2 allele of skpl 

LiKJLUKJ X 


183 


90. 625 


10033 


AB023189 


Homo sapiens KIAA0972 protein 


331 


62.025 


10034 


AF031939 


Mus musculus RalBPl-associated EH domain 
pr ouexn Keps x 


1647 


92.636 




AT 1 1 7 fiOO 


U m /~\ a 3 T ^ TO o T 7T^ 4~V^Q"I~T "r^ v* £i ■! r\ 

rioiuo oapxciio nypoLiiGtxcaX prouexn 


"^9 


^7 19"^ 
D / . X J 


10036 


AL031788 


Schizosaccharomyces pombe conserved 
nypoune uxca.x proLexn . 


429 


51.079 


X U U O / 


r\XiU J X ^ / D 


noiuo Sapxens auxxxou^4 . xa ^paru ox novex 

■OT~o't~<=i'iT» QTmi lay +"/^ wo ym r^y/^'HoTnc? T'ORf^ll 1 ar\r\ 
^x(jut;xii oxiiixxcti. i^Kj wvjxiu ^xvji-cxiio iuooxx . x a.iiu 

C25H3.9) 


^ ft 
0 o o 


y 0 . y u X 


d, \J \J ^ o 


n4 90fi^ 


rnjiiivj oci|JXdio lAciiiDir^ ^ixtiii uxiiuxiiij ^xvjLcxii ^} 


ft 9 R 


ft 014 

0 D . U X 4 


10039 


AJ011306 


Homo sapiens guanine nucleotide exchange 

XCIOL.UX ^ XUilvJ XovJXtJXlll^ 


317 


100.000 


10040 


AF047010 


Drosophila melanogaster asteroid protein 


196 


40.244 


± U U 4 ± 


7 S 4 0 Q 
^ 0 4 u y D 


Schizosaccharomyces pombe hypothetical protein 


'5 9 Q 


9 9 Q /I 




YP Q 7 1 


Mus musculus human homolog is GPI— anchored 

^X U L C XI 1 


A "^C 
4 0 D 


CO "7 1 "3 
, / X^ 


10043 


AC010077 


Homo sapiens MTDM HUMAN ; DNA 
METHYLTRANSFERASE; DNA METASE; MCMT; M.HSAI 


249 


77.358 


1 Odd d 

i U U 4 4 


np fiQ7 1 

UO Oj I X 


nomo sapiens no sxmixarxLxes no reporteo gene 
products 


Q ^;7 


4 Q Q 4 
4 y . DO 41 


X U U T J 


AF0QQQ7 ^ 

/AC \J Z/ ^ / o 


Mnc miic^iil iig cr^V^I a"Fom9 
rillo lUUbV-UXUS oL-iixaxenz 


9 Rft 


"^fi 111 
0 D . XXX 


10046 


X78077 


Equus caballus link protein 


214 


36.250 


10047 


U80448 


Unknown coded for by C. elegans cDNA CEESS55F; 
coded for by C. elegans cDNA yk84al.3; coded 
for by 


185 


54.000 


1 004 R 
X U U 4 O 


TTQ Q7 


lyjycopxasma geniuaxium unh ne±icase xx, 
putative 


Xo J 


Z O . Uo / 


1 004 Q 

X U U 4 _7 


an 00 R 7 
Mr X u u D o / 


L^aenornaDuxuis exegans L-onrams sxmxxarxty lo 

P'F;:5m Hr^ma i n • PF'00fi14 ^ PT Hr^ \ Qr^or-o— 1 ft P — 

value=0 .2, N=l 


4 0 X 




10050 


AC007259 


Arabidopsis thaliana Hypothetical protein 


189 


31. 915 


100^1 

X U U J X 




rius muscuxus scnxaxen^ 


"3 Q 
J JO 


0 1 » Zk> 1 


10052 


U41559 


Caenorhabditis elegans No definition line 
found 


300 


38.095 


1 00 R'^ 
X u U O J 


flR0 1 ft 4 1 
M.DU X O J 4 X 


nomo sapiens ixxH/iu i^o protein 


4 9 T 
4 Z 0 


n c\ ion 
/ U . / 0 / 


1 00 c;4 

X U U O 4 


C 4 4 9 1 "5 
O 4 4 ^ X J 


Saccharomyces cerevisiae^ Peptide^ 323 aa 

I £\xi J ^ mi u ocnonar lax twjc / p^itz carrier protein 

homolog 


Oil 

Z X X 


oD . z y 4 


10055 


AF111423 


Xenopus laevis chromosome condensation protein 
XCAP-G 


719 


64 . 162 


10056 


AJ242978 


Homo sapiens p621 


1835 


100.000 


10057 


AL023777 


Schizosaccharomyces pombe hypothetical protein 


428 


32.464 


10058 


AB018285 


Homo sapiens KIAA0742 protein 


166 


40.000 


10059 


AC006528 


Arabidopsis thaliana putative DNA replication 
licensing factor with an MCM family domain 
(prosite:PDOC00662) 


228 


29. 612 
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inn (^n 


a Trn7 7 RIP 

r\C U / / 0 J. 0 


LYius muscuxus synLxopnxn assocxaueu sexine 

L. 1 iX OVJi iXi iC LJXUL.CXil A.-Lliaot^ 


z u o 




J. \j \j \j J. 


U15173 


Hr^mo Qar^i onQ RPT.9 /^i H^nr^Tri "niQ PI R 1 QVH — 

Ovjilli^ OClL^XCilO O^Xj^/ ClUdlUvXXLiO Ej X O X^J\.L^ 

1 n1~ PTr^Pl" 1 nn ■nyo+'P'in 9 


4 4 9 


4 0 79? 


10062 


AC002328 


Arabidopsis thaliana F20N2.6 


53 


50.000 


10063 


298 974 


t.^ 1 X ^ o ci ^ i 1 a. X wiiL y o Ljv_i>iitx^c ii y l^i.^ l-iic l. x.oci x n ±. 
u. J. J\.v^ ^ ^ ^ J. 1 i 


323 


4 5.918 


10064 


I^LJKJ X (J M X 


Hom/^ ^^1^1 pn ^ r^^H9 


551 


58 . 4 62 


10065 


AF1518 1 6 


Homo a -i qt-* o r'f^T — SR OT"oi~oi n 


289 


100 000 


X \J \J \J \J 


AFnQQQ7^ 
rtE \j y z/ t J 


MiiQ mnQf^iiliiQ ^oh1^5'F(^n9 


204 


40 . 187 


10067 


Y12090 


T .\/ooop T~ ^"i oon ^^onl prrhnm oi Ti~^'i~i\rp 4 — 

Xjy \^\J^sZ 1- ^ J-\^\J Ll C O ^ Ll X d 1 L. Llill ^ Li. U CI L. X V C J ^ 1 

rfihvdroxv— 2 — hint' rinonp kinf3SP 


1197 


41.199 


10068 


U4 904 6 


Mus musculus Zfp64 


1594 


89.494 


10069 


L39211 


Homo sapiens carnitine palinitoyltiransf erase I 


252 


58 . 730 


10070 


AB000199 


Rattus noirvegicus CCA2 protein 


554 


84.848 


10071 


AC007228 


Homo sapiens BC37295 1 


252 


65.000 


10072 


AF060246 


Mus musculus zinc finger protein 106 


264 


97.436 


10073 


X81058 


Mus musculus tex261 


1140 


99.422 


1 nn74 




Homo a o -1 (3 n c: PCTAAORf^R ■nTO'h i n 
rnjiinj odiJXdio rvxrtj-iuooo ^x(,ji_t;xii 


4 

*J -7 


4 71 S 


X U VJ / J 


A.im 1 Q9R 
riO U X X ^ o 


r^vocooh"! 1 a TTiol anor^aci*OT" rln Hi no 
us-KjiUKj^iiX j-o. iiic X di i^vj d o L c X r x<j.x^xtj.Xiitr 


SR 
J o o 


S9 174 


± U U / D 


A. _? O O J 1 


Homo caoicmc "yino \ T\f^dTr OT*o+"ca'i'n Heal"? 
otjunj od^xciio z,xiio xxiiLjcx ^xvJUC-LXi rioctx^ 




1 no nnn 

X vj u • u u vj 


10077 


AF151363 


Mus musculus Cdc42 GTPase-activating protein 


499 


69.608 


1 nn7R 


rt.r ± f± y f± ± J 


/iraoiaopsis unaxxana conLains sxinxxaxxuy lo 

ii-LoHJiic L y Xa o Co / rxaiii irruuoou^ 

O^wXC X^>^^ Hi >J\i X\J f LN X 


D4 1 


O O . U y J 


10079 


AC007842 


Homo sapiens BC331191 1 


834 


51.711 


±\J \J O \J 


rt.D VJ \J ^ O J *i 


Homo c;ar^"i one P^'TAZin'^'^A 
rnjiinj od^xciio rvxfxriu ^ J u 


Z. X o 


Q7 14^ 


10081 


S76838 


Mus sp. Dbs=Dbl guanine nucleotide exchange 

XdOUvJX il(Jlll(^X(JVJ 


287 


59.420 


X u u o ^ 


AROl 'S'^n*^ 


Homo G a "1 one T.oi i V/^l" i ono H4 omo/^a — Vi \7rH T~ov\7l 
nwiinj od^xt=;iio Xjc; Li u X X tri i t; Dt iJiucyd iiy ux Uivy Xdo c 


7 sn 


fi T RT fi 
ox . O X o 


X VJ u O 


ARD 9 Qnn 0 


H(^mi^ c a T one P^TZiZiT 077 ■ny"(^'f~o'ln 
nvjiinj od^xciio i\xrtrt.xv/ / / {JXULtJXii 




R R fi7 Q 
o o . o / ^ 


X U U O 4 


rt^ VJ U ^ J ^ o 


Hom/^ c a "i one ^^oncr^an r^ono t^vo/Ht ^"f" i ^n • Qn& 
nuiUvJ bdpxtrilo VjcIlbL-dil ycilc px trUxL- L i Oil / ^U^ 

similarity to AA023673 (NID : gl487590 ) 


7 fiS 


QQ n QQ 


1 noR 


Y R4 fil R 

A. J *J U X O 


XiXoLcxxd inonooy coy ciico pfioopiidoioyxxnoox lox 
oioooT "Fif^ oho eioh ol i-oaoo C 


1 Q7 
X ^ / 


9 R S7 1 

^ O . J / X 


10086 


X57303 


Homo sapiens RECIL 


398 


63.043 


1 nnR7 

X u u o / 


ARn9?1 7R 


H^mo c a ni T one P^^T 2i Zi 0 Q f\ T nv/^+'OT n 
nOlllO odpXdlo i\Xr\r\\J y \j ± pXOUtrXIl 


~> O X 


f^R 4 91 

DO . *i ^ X 


1 nnRR 

X u u o o 


AFn fil 94 


noiiio odpxcllo iUc L d X X opx O L c d o c X 


X ^ J D 


QR Q1 ^ 

-7 O . X J 


10089 


AF038563 


Homo sapiens membrane associated guanylate 
kinase 2 


665 


100.000 




A T0 1 nm 7 

rtU U X U U X f 


nomo sapiens zinc linger procein 


z u u 


4 4 1 R 




/AC U D / 0 U D 


rjus muscuius CHiYiir specixic cyclic nucieociae 

oho coh oH "i 0 c1- 0 T-a c 0 PHPft • MMPHPR 




R4 1 fi7 


10092 


U44731 


Mus musculus purine nucleotide binding protein 


2293 


74.730 


X uu y o 




Unknown predicted using Genefinder; Similarity 
CO leo-SL. nypocneciCdi procein inui 


Id/ 


c /I T /I Q 


X \J L/ _/ *i 


ARm 4 ^ 1 

rtD U X y J X D 


Homo c a n\ "1 one T 2i Z\ 0 f\ 1 ^^ oy^'Honn 

noiiivj odpxtriio rvxrtrtUDXD pxoctrxii 


^ ^ ^ 


T O . O U _7 


± \j \j y ■u 


AROl R9Q^ 


H om o c 3 lo 1 o n G TZiZ\n7^0 ovof'oi n 
noiiio odpicilo i\Xi-irt.u 1 0\J pxocclii 


4 R7 


f*f^ n^R 

DO. U O O 


X \j \j y \j 


nQn4 on 

L/ -7 \J M \J\J 


Human oa'O'i 1 1 omaTyi ■y"!! c "f* \/t^o ^R ooon T'oa/Hi no 
iiLiiiidii pdpx X X oiiid V X X u o '-yp^ -'O optrii x^dOXiiy 

"F T^mo F ^ 
X X aiiic i_j ^ 


7 1 

/ X 


4 4 4 4 4 


10097 


AB011128 


Homo sapiens KIAA0556 protein 


325 


100.000 


10098 


X89426 


Homn •=?3oif=*n'^ F.*^M— 1 sppTPtoTv DTnt'pin 

1 1 wi L I o a X ^ 1 i o u tu/Li X o^v^xcL. \j X y k^* x w ^ c x 1 1 


197 


33 . 588 


10099 


Z48334 


Caenorhabditis elegans F10B5.8 


787 


76.471 


10100 


X14971 


Mus musculus alpha-adaptin (A) (AA 1-977) 


688 


100.000 


10101 


U81788 


Drosophila melanogaster kinesin-73 


402 


50.400 


10102 


L12579 


Homo sapiens alternatively spliced 


380 


88.406 


10103 


U22296 


Rattus norvegicus casein kinase 1 gamma 1 
isoform 


408 


60. 177 
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10104 

X X \J *i 


M227 4 3 


OT'\7i^'i~/^la<*Tnc /^nnir^iilnQ lamV^Ha— r'T"\7^"i~3llin 

WX ^ ^ L. Vj X Ct V^ UlO Lll iX V-r LlX Ll O XCtillXJUCl W X ^ O L. d X X X 1 1 

precursor 


£,\J £~ 


ft 1 Oft 1 

ox • VJ O X 


10105 


U44129 


Rattus norvegicus p58 


479 


46. 154 


1 n 1 n 

1 U J. VJ O 


7QOQ1 -3 


unKnown siuixxax uo wu aoiuain, o oeca xepeau 

U^JIlldXllo / f t_rLJLNr\ HiO J. CjI*JOXt . UO -7 4 l^tJlUt::;o X X Uill LilXo 




4 R7 Q 


10107 


AF031370 


Rattus norvegicus PLC-b4b 


1014 


95.425 


10108 


Z35639 


Caenorhabditis elegans similar to TNF-alpha 
from this gene 


224 


45.055 




API 7 ^9 Q9 


IJLIO lllUoL'U.XLlo litrLXXUllciX XXi X\J 


O I? o 


ft 4 9ft 

O 'i . ^ O O 


10110 


AROl 9099 


P^/T'Of^/^r^ r^n Q Wr^H^ t*^ on q "i q f^l \/(^ot"(^1 P^t naco 
t y X vj^^jo^_ Lio rk.vjtuci j^d X d ci 10 X 0 oxy^cxvjx lAXiidoc 


c. O 


^fi 047 

J U • VJ I / 


10111 


txlD W ^ _/ w _^ (J 


rvduuixo livjxvcv^xouio v.^d/v_>d xiiiv^v^Lix xii v^c^div_idiL. 

alpha 


1 070 


ft 9 9 0S 

O ^ > ^ U <J 


10112 


L0694 0 
j_i \j \j ^ ^ \j 


J— 1 0 v-ri X X v^i 1 X d ov>jxx L. c L. X d ^ y 0 X X i ic xc^oxoudii^c 
DTOt Pin 


^ Zf \3 


32 . 515 


10113 


U75329 


Homo sapiens serine protease 


173 


41.026 


10114 


L22557 


Rattus norvegicus calmodulin-binding protein 


673 


99.010 


1 n 1 1 R 


AT 0'^RS9ft 


/ax dDXQopo X 0 t-fidxxdnd fiypo une u xcd-L pxousxn 


907 


Q C 7-30 
00. /JO 


1 m 1 

X u X X o 


Ml RftPP 
l^l X J O O 0 


DOb udUxUo ciiuvj /.tspiric xcXdueu pxOT_exn 
precursor 


1 1 9R 
X X o 


ft ft 9 9 
00. 0 ^ " 


X U X X / 


AF07 997 4 


r'JUo iiiub(-.uxuo ixdv— ^jiirdoc dc L 1 vd t xng pxOLcxn 


O O 0 


7 7 7 7ft 
/ / . / / 0 


10118 


Z72511 


Unknown possible zinc finger protein; cDNA EST 
CjiyiaLi * vio J ± ±D oOiiitio Lxoui tiiio y eiie , cjjlnm. Hioi 
FMRT. • n7 1 


1343 


57.576 


10119 

X W X X J 




Ra+""l~nQ n 0 T"'\70<T "i p"nQ RZiRl R 
rxdUULio 1 i^x V X 0 LLo rvriDXJ 


sj <J ^ 


ft 9 S94 


10120 


AF023450 


Homo sapiens Down syndrome cell adhesion 

mol 0(^nl 0 


518 


60.000 


10191 


U O U _/ J J 


\^d tJl HJX 1 ldJJU.X L. X 0 c-XtSydllo t^UllLdXllo d tiUludXil XtJU-IlvJ. 

"in h^^nd 4 1 07Tin inopci'in T~AHivin j^nd t"^^liri 

J- I L LJCLLLKJ. 1 • X ^ — L. I L f ItLWCOXli/ X u ^ X A X 1 1 OilV^ L. d X X 1 i 


O O J 


4 S 199 


10122 


015002 

W J. u w ^ 


Rai~i"nc; nnrvpninn«? POriP— TFT 


271 


74 . 000 


10123 


L40378 


llV^ill^ OCl^J-dlO ^ L. X d OlllX ^ CI 1 1 L. X ^X L. C X i id O C J 


354 


100 000 

X VJ \J . \J \J 


10124 


AL121764 


Schi zosacpharoinvpp *5 ooinhp nutativp ATP— 
dependent RNA helicase 


4 91 


60 000 


10125 


AC003682 


Homo sapiens F18547 1 


210 


67.391 


10126 


M58583 


Hnmn cian-ion*:? dtppptpHpI 1 in 

nwiLiv^ oci^xc^iio j^x X X X Xll 


234 


4 8.485 


10127 


AF055017 


Homo sapiens unknown 


398 


32. 917 


10128 


AL050284 


Homo sapiens hypothetical protein 


216 


70.213 


1 0 1 9 Q 


Hr u / o o z c5 


Homo sapiens talin 


C R O 


/ Z . i 0 U 


1 0 T "^n 
1 u uu 


UDO / ^ D 


Caenorhabditis elegans weak similarity to 
regions of guanine-nucleotide releasing 
factors 


loo 


AO Q Q n 

4 0 . yo u 


1 U 1 0 1 




Unknown predicted using Genefinder; cDNA EST 
iLiiyiiDLi , K^yjyj OH comes xrom unis gene/ c!Jin/\ tjoi 

£jL iOX> • \^\J O O \J o 




00 0 T T 

oz . 0 / / 


101^9 

X X ^ ^ 


A.TOl Oi^fi 


Ra'f~'t~iic T*^'l~'i"nc PTR— TiVo rM^/^i~oT'n 
r\dL-UUo XdLLUo t J. D XXJvc ipxtJLcXil 




97 "^ft 1 

/ . J 0 X 


10133 


Z68297 


Unknown cDNA EST EMBL:D324 34 comes from this 
gene; cDNA EST EMBL:D33710 comes from this 


335 


37. 415 


1 01 '^4 

X X J M 


nft 999R 


rnjiinj o d|jx ci n r\X( x 


fi4 7 


Of. c; R t: 
00. D DD 


1 01 

X X O -.J 


T 1 ^"=1^9 
Xix u J o ;? 


r^^on^vVi^V^^T "Ht o ol o^^anc rw i tt o 
V^d Cl 1(JX 1 IdULIX L X o crXctjdXlo |JULdLXVc^ 


9 94 




10136 


AB009379 


R ;^ "t" i" n n o T'\7Prf i r^n q T .\7Q r^'nth o QnH o 1 "i q o 

C\d L. L. Ll O I l\J ±, Vt^t^XL-LXO Xi y O U LJl i^o i^X X wd O C 


1 4nfi 

X U O 


ft SR S 


10137 


AL035496 


Homo sapiens dJ437022.1 (novel VHS domain 
containing protein similar to predicted worm 
and human proteins) 


200 


96.552 


10138 


AF187318 


Homo sapiens F-box protein Fbx2 


229 


43.243 


10139 


Z83760 


Ciona intestinalis COS41.5 


248 


32.283 


10140 


U81788 


Drosophila melanogaster kinesin-73 


927 


66.351 
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10141 


AB024400 


Rattus norvegicus LAT4 


1006 


64.103 


lU 1 4 Z 




Caenorhabdit is elegans No definition line 
found 


Xo U 


oZ . U bX 


10143 


AJ243460 


Leishmania major proteophosphoglycan 


173 


21.577 


1014 4 


vn O T T A 

I Do / / 4 


oiiene latitoxia Men-z 


X Xo 


o / . u y / 


1 U i 4 -3 


Zi / XZ bZ 


Unknown similar to serine/threonine kinase; 
cDNA EST EMBL:D27596 comes from this gene; 

j-.nX77\ I? C "P T7K4D 

CUNA CjO 1 XjiXlb 


X dX 


9 Q O 9 O 

z y . u oz 


lU 1 ^ D 


nnoi 

R.D U X U 0 D 0 


Mus musculus mszf51 


X 0 4 


'57 on 

o / . ouu 


1 n 1 /I T 


H.E UU U X y D 


Caenorhabdit is elegans No definition line 
found 


1 ^;o 

X 


90 c: c 
OU . 00 D 


1 m /I Q 
1 u 1 fi o 


nr'OO R "^O 
AU U U 0 0 U D 


Homo sapiens R27216 1 


/I 9 "5 

^ z o 


yo . OU / 


1 n 1 /I Q 


V Q Q T n Q 

Ay o / u y 


nomo sapiens uuXjXAX ana rutaro xusion 

4" ^ C "K" T r\ 4~ 

L-LallodrXpL 


X 4 O 


ox . U Do 


1 m 

± U X o u 


riE U y y U O O 


ftAi T c* nn lie* 111 1 T o ir\ r\ /~\ o r> ^ t i t j o ^ t ^ o t ^ ^ o ^ ^ O 

riuo iTiuo cii-LUS pnospnaLiQy±oSirine o y n Lna se z 


9^04 
Z 0 U f± 


on 11 a 


X U X O X 


no 9 Q9 P 
u u z y Z 0 


uxc u yos X xum axscoxaeum KdJO / 


(^9 
O DZ 


•0 ^ 9 07 
O D . Z U / 


X U X o z 


Y QR 4 7 
A y 0 f± / O 


lYlUS inUSCUXUS VaSOQlXa LOX S UXmUXa LSQ. 


1 (^A 
X D T 


9 Q 4 19 
Z y . 4 X Z 


X U X *J *J 


AT. OR 0900 


ouiiK^ od^xt^iio ii_y u lit; 1 l(.^ci-l ^i.wL-Gxii 


1 ^ft 

± JO 


^7 11^ 


X VJ X sJ 1 


AR009^74 




719 


^fi 91 S 


X y X *J J 


T.04 7 


OUILI*^ OCtJ^XCilo J\.-Llltro Xll X-L^llu OlldXll 


S04 

J VJ 4 


S91 


X W X o u 


W ^ ^ J -7 ^ 


o^iix ^(Jo cL^oiidi. wiiiy oc: o ^tjiiLut; Z.-L110 j-j.ii\joi. |ji.^jl.cxii 


9QS 

^ -7 vJ 


4 R ORS 


X \J X .J / 


T.070fi^ 

Xj U / U U O 


liUo iLLLio U.X Lio rrvoiTOJ i^xiiLixxiij jpxuut;_LH 


ft 1 Q 

O X 17 


ft7 9^4 


X X J o 


yR9900 

A. O ^ u u 


Homr^ Qjar^T e^nc; rrr^QI" a "F R 0 
rnjiinj oa^xciio y^oL-dxou 


Q07 


fi9 f^7Q 


10159 


AF106682 


Homo sapiens spindlin 


256 


68.421 


1 m o 

X U X DU 


n T^l 9 "5 Q R 
/\r XZ 0 Ob 0 


Drosophila melanogaster L82B 


X / O 


A A AAA 


X U X DX 


VI 7 9 0 9 
I X / Z O Z 


Homo sapiens cytokeratin type II 


Q 1 Q 
O X 0 


c Q O / /I 

0 y . Z 4 4 


10162 


AB029023 


Homo sapiens KIAAllOO protein 


784 


50.000 


X U 1 DO 


VI "7 O Q O 
I X / Z o Z 


Homo sapiens cytokeratin type II 


z y 4 


4 0 . y /z 


X U X D 


Ar X / o oo X 


Mus musculus thioredoxin interacting factor 


04 0 


00 . 0 /Z 


X U X DO 


n TTl 9 Q 'J 

/\e xzo y do 


Caenorhabdit is elegans No definition line 
found 


xoy 


ZO . / 4o 


1 0 1 

X U X D D 


Y7 R Q9 S 

A / O ^ Z O 


nomo od-pxens zxnc xmyer proLexn 


1 ^^9 
X o z 


^0 R 7 0 
D U . 0 / U 


1 01 (^1 
X U X D / 


AFOI ^Qf^Q 
f-ir u X o ^ D 


rius muscuxus driLigen conLa.xnxng epxLope lo 
monoclonal antibody MMS-85/12 


7 7 


(zc aai 


1 01 fifl 
X U X D O 


AROI 7 4 "^7 


OdX^XUS yaXXUS dVend 


1 0 Q ^ 

X u y D 


Q '5 14 9 
y 0 . X 4 0 


1 01 fiQ 
X U X D ^ 


A / O / DU 


urosopnxxo. mexanogasner XjKK'I / 


4 R 
fi o O 


9 Q 4 4 9 
z y . H H 0 


10170 


AJ007014 


Homo sapiens AMMECRl protein 


1134 


55.000 


X U X / X 


J U4 o UZ 


Homo sapiens open reading frame A 


1 oX 


y D . xo4 


1 n 1 T o 
X U X / z 


Ar Uo /X / U 


Homo sapiens bestrophin 


4 U 1 


/U , 0 /U 


X U X / o 


U / Uo OO 


Caenorhabdit is elegans similar to the RAS gene 
f ami ly 


TOO 
OOZ 


4 0 . oUo 


1017 4 

X VJ X / *i 


AR09 R 410 


^^1 1 C nrtl 1 C 111 lie T' £^ ^TT^ I 

rius muscuxus len inx 


Q 

cS 00 


Q9 Q Q9 

y 0 . 0 y 0 


10175 


AF091434 


Homo sapiens secretory growth factor-like 
protein fallotein 


184 


49.180 


1 0 1 7 
X U X / o 


u y O U fl ft 


Homo sapiens zinc finger protein 


R 9 c; 
OZ 0 


1 £^ 1 Q £^ 


1 01 77 

X U X / / 


M9 0 f^R 1 
rJZ U D 0 X 


Homo sapiens glucose transporter~like protein 


9 O 1 
Z U X 


Q 9 9 Q /] 
00. / 0 4 


10178 


AF067165 


Homo sapiens zinc finger protein 3 


240 


55.072 


X u X / y 


UooUZ b 


Mus musculus Dhm2 protein 


OOO 


OZ . 090 


X U X o U 


Ax>uoo4 X y 


Homo sapiens aJllUUHlo.l (putatxve noveX 
protein) 


ZOZ 


1 0 r\ AAA 

100 . oou 


10181 


X97064 


Homo sapiens Sec23 protein 


2794 


100.000 


1 m Q o 
XUXoZ 


V T Q Q O Q 

A / y oZ O 


Mus musculus NKIO 


ool 


A A d 0 0 

yU . 000 


10183 


AC002332 


Arabidopsis thaliana putative NAD ( P) -dependent 
cholesterol dehydrogenase 


245 


40.336 


10184 


Z48166 


Schizosaccharomyces pombe gar2 


176 


28.175 


10185 


Z81525 


Unknown cDNA EST yk282b7.5 comes from this 
gene; cDNA EST EMBL:D28011 comes from this 
gene; cDNA ES 


512 


39. 640 
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1018 6 


AL1104 87 


a ^ 1 1 W X 1 1 CLiwrV-iLX 1_XO CXC^CllXO Xo^^i-J^ i-i • r 


4 91 


47.794 


10187 


ABO 18 341 


Homo saDipn*? KIAA0798 Dro1"pin 


396 


74 . 074 


10188 


L42178 


Ovi aTies parbonip anhvdf;? •=5P T 

V-/ VXO CaXX^ii,^ \_>UX Jw^V^/l iXV_> UllllJ^ v^x a. O ^ X 


620 


64 . 615 


10189 


L11275 


Saccharomyces cerevisiae selected as a weak 
suDDressoir of a inutant of the subunit AC4 0 of 
DNA dependant RNA polymerase I and III 


191 


24 .876 


10190 


AB018260 


Homo saoien*? KTAA0717 orotein 


260 


94 . 595 


10191 


AF118767 


Homo sapiens endothelial lipase 


2456 


99.446 


±\J X ^ 


AF0Qfi771 


Homo Q^ioTon^ Vin^QO ■K'ola'hoH rM^O'hPiT^ 
nuiinj od^jxciio iS-xiidoc xcxcii_t;u ^x(jl.cxii 


900 


96 


±\J ± Z/ o 


n4 7 Q90 


IT o c LiLUJiinjiid o d c X Li^ XI i(j o d \j.xi ly Lix ux X|JUdiiix(ac 

acetyltransf erase 


4 4 4 

1 *3 


79 7 


±\j J- y ^ 


U J. O U U I? 


HoTTio c^OTOT^c cimilsv "Ho D30T"Fio y ^ \ 7 ^/ZXT'I 
rnjiiivj od^xciio oxiiixxdx Lvj tdt-^xxxo X dy v/^i x 

OTO'hp'i n Swi *^<^ — PtoI" Appp'^^^^i on NnmhPT PI 

X \J L^CXllf twTWXOO i>X V-/ ^ C O O X 1 i.^ V,«L11IX./^ X ^ ^ ~J ~J 


4 99 


4 Q fil ft 

*i ^ . U X O 


10195 


AL035086 


Homo sapiens dJ44A20.3 (novel protein similar 
to worm F32F2 W 


369 


55.455 


10196 


L01089 


HoTTio ^PiiDi pn*=? DT^n'Fi 1 snrrt*! n 

1 X Vh/XLLVh/ O \-J ^ X X o ^ ^ ^ ^ W \J X. ^ X 1 


447 


38 . 095 


10197 


AL035702 


Homo sapiens dJ593C16.1 (ras GTPase activating 

DTOt P 1 n ^ 

^ XWL.^Xii/ 


2171 


73. 131 


10198 


X92969 


Mn mn'^pn1n<5 oHoy^^ni" TPPpnt'OT' 


360 


52 . 525 


10199 


AP0fi994 Q 


H om o c?;^'0'ipnc; "i mm nnorrlohnlin hp^T7"\/ ph^in 

V %JL. Am. ^ d ^ ^ ^ ^ \J 1. 1 


699 


85 . 593 


10200 


AF125569 


Homo *^r3Dipn<=; tnmoT ^uootp*? ^ i ncr STF pDNA 6 


718 


83 . 333 


10201 


Z99118 


Bacillus subtilis similar to hypothetical 
oroi" p 1 n *5 

^ X V-/ ^ X 1 1 o 


159 


32.143 


10202 


AB020 654 


Homo ^f3r!)ipn*? KTAA0847 orotpin 


2158 


98.795 


10203 


Y18102 


Oryctolagus cuniculus titin 


436 


95.652 


10204 


090706 


F. *=?phpTiphi^i pol "1 PhoH tTro1"p'i n homol orr 


1451 


100 000 

X W W • \J \J \J 


10205 


090708 


F. c;phpTiphiA^ poll Pii"hT^p*=!Pinp i'TA^n^^noTl" OTofpin 


704 


100 000 


10206 


D90717 


Escherichia coli Hypothetical 38.9 kd protein 
in ding/rarB 3'region (o361) . 


515 


100.000 


1 0901 

A. \J ^ KJ f 


^ J U ^ J o 


Homo Q^ioi^TiQ ^nV^/T^nn /V^T'anV— 9\ 
ixL'iui^ odj^JXCiio dxiA.yxxii \j^xdiij\. ^ / 


1 7 Q 

X 1 y 


Qfi 4 9 Q 


10208 


D90730 


Escherichia coli Hypothetical protein 63 (MukB 

' vooT on ^ 
O X cr y X (^ji 1 ] 


655 


98.058 






Xjy v_tJ|JcX o Xt—wil c o (-> Li X c 1 1 L Lull cALtrlioXll ^OXdoo X^ 


19 9 
X ^ 


9 S Q 


10910 


£j / U D 0 O 


uiiK.rivjWii vMcdfi o xiiix Xdx X t, y lo nu.niciri uyxobxiic 
EMBL'C10908 c ~ 


9Q1 


4 1 9ft 4 


10211 


AE001373 


Plasmodium falciparum predicted secreted 
protein 


383 


25 . 198 


10212 


U28377 


Escherichia coli ORF fl41 


792 


96.825 


10213 


D90754 


Escherichia coli Hypothetical protein HI0761 


995 


98 . 000 


10214 


AF109134 


Homo sapiens 7-60 


681 


40.152 


10215 


M13934 


Homo Sr^TDipri'^? l^o*^omr5 1 oTofpin SI 4 


885 


99.265 


10216 


AF055666 


Mus musculus kinesin light chain 2 


524 


88.542 


10917 


y700^9 


Ml ic mncoiiliic n oloi 1 1 n n 
LiLlo illLlO^LiXLio lic^XJLlXXli 


49^ 

*i ^ O 


4 9 14^ 


1 091 fi 

X VJ ^ X o 


n4 9 1 fi7 


v.rX(^iid XI 1 ^ o u X 1 id X X o iiiy u^xdoiiixii \^x 


94 fi 

^ T u 


9ft 4 77 


10219 


AF034580 


Mus musculus TSG118.1 


811 


54 .426 


1 0990 
± u ^ ^ u 


an 9 ft R 

rtr X z 0 o o o 


LYiuo luUoCuxuo cyLopxabuiic pnoopfiopxo uexii 
PACSIN2 


1 R Q 

X O 0 _/ 


^ fi ft Q 1 
DO , Oyx 


10221 


AF084928 


Homo sapiens erythroblast macrophage protein 


811 


98.450 


1 09 99 


nx n ^0*^9 1 

rt-J-iU J U O Z X 


noiuo sapxens qu / x/iYi^j.x ^novex genej 




Qft ft fi4 
yo . O Dfi 


10223 


AF113615 


Homo <?^^nipns PH1/FH9 Horns \ n — poni";ii ni nrr ■n7"o1"P'i n 

11 Va/itl^v' O d k'' X^llt? 1.11X/ J. 11^ V-illu'lllCl X 1 1 VvV^l IL'ClXllXll^^ X \J L w X 1 1 

FHOS 


833 


62 . 189 


10224 


Z49967 


Unknown cDNA EST EMBL:T00743 comes from this 
gene; cDNA EST EMBL:D69356 comes from this 
gene; cDNA 


173 


34. 694 


10225 


AB025412 


Mus musculus Ten-m3 


1096 


96.471 


10226 


X99145 


Canis familiaris overexpressed in thyroid 


184 


48. 980 
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tissue after TSH stimulation 






10227 


AF037454 


Mus musculus ubiquitin protein ligase 


447 


98.551 


10228 


Z21878 


Physarum polycephalum myosin-related protein 


453 


43.085 


10229 


X70208 


Homo sapiens immunoglobulin M chain 


631 


90.291 


10230 


AB018285 


Homo sapiens KIAA0742 protein 


258 


31. 667 


10231 


X82157 


Homo sapiens hevin 


466 


98 . 684 


10232 


D90832 


Escherichia coli ORE ID:o341#12; similar to 


234 


100.000 


10233 


AE000186 


Escherichia coli orf, hypothetical protein 


1155 


100.000 


10234 


X73413 


Escherichia coli 0RF2 


247 


95.000 


10235 


D90743 


Escherichia coli Rod protein FlgC 


550 


96. 667 


10236 


D90703 


Escherichia coli Lipoic acid synthetase (lip- 
syn) . 


480 


100.000 


10237 


X01563 


Escherichia coli L5 (rplE) (aa 1-179) 


779 


100.000 


10238 


U28377 


Escherichia coli ORF o492 


762 


95.935 


10239 


U00039 


Escherichia coli treF 


1305 


99. 468 


10240 


D90872 


Escherichia coli similar to 


545 


100 . 000 


10241 


AJ001614 


Escherichia coli catabolite gene activator 
protein 


228 


96. 970 


10242 


U14003 


Escherichia coli ORF o243 


436 


100.000 


10243 


X05173 


Escherichia coli NR(II) (glnL gene product) 
(AA 1-349) 


570 


89. 423 


10244 


AE000336 


Escherichia coli orf, hypothetical protein 


852 


100.000 


10245 


AE000396 


Escherichia coli orf, hypothetical protein 


858 


98 . 571 


10246 


U28377 


Escherichia coli ORF ol79 


611 


97 . 872 


10247 


D90769 


Escherichia coli Sn— glycerol— 3— phosphate 
transport system permease protein UgpA. 


416 


100 . 000 


10248 


D90699 


Escherichia coli Hypothetical 16.8 kd protein 
in nfrA 3* region precursor. 


520 


100 . 000 


10249 


AE000406 


Escherichia coli orf, hypothetical protein 


469 


95. 588 


10250 


U00006 


Escherichia coli No definition line found 


502 


85.542 


10251 


AE000458 


Escherichia coli putative enzyme 


378 


90. 323 


10252 


D90809 


Escherichia coli Superoxide dismutase (EC 
1.15.1.1) (Fe) 


566 


100 . 000 


10253 


AE000396 


Escherichia coli orf, hypothetical protein 


426 


100 . 000 


10254 


X15996 


Escherichia coli narX 


165 


100 . 000 


10255 


X12614 


Escherichia coli uroporphyrinogen III 
cosynthetase (AA 1 - 246) 


1188 


100 . 000 


10256 


AE000402 


Escherichia coli orf, hypothetical protein 


576 


100.000 


10257 


X04711 


R*=5r'hPT"i phi ^ Pol "i nnl" 1 fi*^ tRNA 
meth vl t ran s f p ra sp fksaA^ fAA 1—2731 


451 


100 000 


10258 


U00007 

w \J \J \J \J i 


FjSr'hpT'i phi pol "i vphW 

j-j ^ \^ i 1 ^ ^ \^ a \^ ^ ^ Y 1 1 Tf 


434 


100 000 

X. \J K/ m \j \tf V*/ 


10259 


D90740 


Escherichia coli ORF ID:o231#4 


321 


98.000 


10260 


U29579 


T<^c;r^h^T"if^HT^ r^oli 3l1~OT~n3"t~o n^mf^ \7rrV^r^* ORFI 

L07942. has different start due to frameshift 
in L07942; ORF f255 


1112 


98 . 837 


10261 


X14436 


Escherichia coli 0RF4 (AA 1-197) 


1119 


99. 465 


10262 


AE000334 


Escherichia coli orf, hypothetical protein 


748 


99.091 


10263 


D90756 


Escherichia coli ProtoDorohvrinooen oxidase 
(EC 1.3.3.4) hemK 


638 


98 . 958 


10264 


AE000242 


Escherichia coli orf, hypothetical protein 


563 


92. 784 


10265 


U29579 


Escherichia coli ORF o433 


591 


95. 699 


10266 


082664 

\J \J £^ \J \J T 


P.^^phPTiphiis poll h vDnt" hp1""ip3l OTO't'pin 


927 


100 . 000 


10267 


AE000142 


Escherichia coli putative esterase (EC 
3.1.1.1) 


634 


100.000 


10268 


AF009205 


Homo sapiens unknown 


163 


96.429 


10269 


D90872 


Escherichia coli similar to 


1280 


98.020 


10270 


AL032654 


Caenorhabditis elegans similar to Heme-binding 
domain in cytochrome b5 and oxidoreductases 


386 


52.830 


10271 


AB019280 


Mus musculus sprouty-4 


453 


83.750 



280 



Attorney Docket 784 



10272 


U40953 


Caenorhabditis elegans No definition line 

X Lll 


437 


32.365 




r\Cj U W ^ O T ^ 


Homo Q;=ioi*=*nc: PCTAAO'^^T 


347 


63.529 


10274 


AF043695 


Caenorhabditis elegans similar to zinc 

lUC L. d X X W L. C a. O C XCLlLLXX_y ^X ^ L> J. O C O 


168 


37.363 


10275 


L47274 


Encephalitozoon intestinalis beta-tubulin 


351 


39.333 


10276 


S66427 


Homo sapiens retinoblastoma binding protein 1, 


812 


82.759 


J. u ^ / / 


ARO 1 1 T fifi 


Homo car^i one P^TAAO^Q^ T^vo'hOT n 
iHJllHJ oa^J_Ciio i\ X /tJt. *J J ,7 1 ^X(Ji,t;j_ii 


847 


99.242 


X u ^ / o 


n4 QQ7 


H omo caoior^c; OT?l<^1 • MF'R'^7* oii't"a't*TT70 ■t~T~^n<3T^OQ^5QO 
nvJillvJ OCL^XCllo wXaEX^ LJEjIx^// ^LlLaLXvc l,XCLiio^WOCloC 

c "1 m i 1 3 T~ 1" o oono o 1 omf^ni" 


30? 

J VJ ^ 


35 4 61 


1 097 Q 


Lt^ O / O J 


rin o oi^oHio'hoH iiQino r^onp^finHoT"* c^imil^^T* ■t~o 

1 1 i^l 1 W Wl 1 LJ X C UX U LloXli^ \JdiCXXilUCX / OXiLlXXClX L. W 

RNA recognition motif, (aka RRM, RBD, or RNP 

fiom^ \ X\\ 


490 


65 . 347 


10280 


AF132177 


DTosniDhi 1 TTipl riTi orrP5 *=! 1" p r unlcnnwn 


222 


66 . 038 


10281 


AF033664 


Mn *=5 mii^onl n<=; obnl 46 

L J U. O ILL LI O V_> (..1 J- U O V_rJ>-/L^ J. ~3 V 


1932 


88.785 


10282 


U93305 


Homo sapiens synaptophysin 


601 


66. 667 


X VJ ^ (J J 


\J \J \i 


Mn e mneonl n «5 1 \/m'oho'i H pnH^^noPT "FpO'hOT 1 

IJLiO III LiiO IX X U O X ill^l 1 W X \wl C?illiClll\_rCX Xa.OUwX X 


932 


100 000 


10284 


AF009329 


Rattus norvegicus enhancer-of-split and hairy- 

ypl ^"f-^H oTO'hPi Fi 1 

XCXClL-dX ^XL^l_CXJl X 


529 


98.718 


10285 


AL049558 


Schizosaccharomyces pombe hypothetical protein 


267 


37 .725 


10286 


L15309 


Homo sapiens zinc finger protein 


237 


85.714 


10287 


Z98596 


Schizosaccharomyces pombe putative SMC family 
protein 


302 


55.000 


10288 


U13152 


Mesocricetus auratus guanine nucleotide- 
binding protein beta 5 


362 


53.636 


10289 


X93302 


Saccharomyces cerevisiae Msn5 protein 


173 


35.200 
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